Drug resistance of Mycobacterium tuberculosis (Taiwan CDC)

NDM-1 NDM-1 carbapenemase-producing bacteria (Vietnam NIHE)
( ) (
CDC
(INH)
SNP Mycobacterial membrane protein
Large (mmpl ) 10
INH
NIHE
carbapenem-resistant Enterobacteriaceae;
CRE 4,096
69 1.7% 69
47 68% NDM 5 OXA-48
6 9% OXA-48
1 1% KPC 14 20%
NDM
50kb  150kb Inc type Inc FlIs
IncA/C IncN non typable NDM KPC OXA-48
NDM
carbapenem-resistant Enterobacteriaceae; CRE
2008 NDM
NDM
NDM
A.
Tablel
(INH) NDM
katG ndh NIHE
DNA
CDC DNA
CDC B.
CDC CDC

11 INH DNA



Mycobacterium tuberculosis H37Rv

SNP
2010 8 2012 12
69 PCR B -
NDM
S1-PFGE  Southern blot
NDM
PCR-based replicon
typing
2010 2014 11
NDM
19
C.
INH
SNP INH
16
INH katG
ndh 5 1
(Table 2) katG ndh
INH
INH
Mycobacterial membrane protein Large  mmpl
(mmpl ) SNP
10
(Table 3)
4,096 69 1.7% CRE
69 47 68% NDM
5 OXA-48
6
9% OXA-48 1
1% KPC
14 20%
1 NDM
50kb  150kb Inc type Inc FlIs
IncA/C IncN nontypable NDM
47 MIC 2
g og/ml 87% MIC
2u g/ml 83%
NDM
19 MIC
2 2u g/ml
MIC

D.
SNP INH
katG INH
katG ndh
mmpl
mmpl
mmpl INH
INH mmpl
DNA
INH
CRE
NDM IMP
NDM
Inc type
NDM
NDM
MIC
MIC 2u g/m
MIC
E.
INH SNP INH
NDM
NDM
F.
NDM
G.
1

1) Common isolation of New Delhi metallo-B-lactamase
I-producing Enterobacteriaceae in a large surgical
hospital in Vietnam.

Hoang TH, Ehsani S, Shibayama K, Matsui M, Suzuki S,
Minh BN, Duong NT, Phuong VT, Linh DT, Thu HN,
Anh DD, Son HT, Hien NT, Wertheim H. Eur J Clin
Microbiol Infect Dis, in press.



2)

IASR 35(12):287-288



Table 1 NDM
2010 2014 11
NDM 16 Klebsiella pneumoniae (12)
Escherichia coli (13)
Table 2 INH
Mutation
Gene Nucleotide No Amino Acid
Rv1592c 963 964delAAInsGG  Glu321 Ile322delinsGluVal
ndh T—C position 203 1e68Thr
katG G and A inserted Frameshift
after position 235
katG G—A position 332 Glyl11Asp
katG C—A position 1436 Ala479Glu
katG C—A position 1683 His561GIn
katG G—A position 2135 Gly712Asp
Rv1909¢c  A—G position 109 Thr37Ala
Rv2247 G—A position 19 Glu7Lys
Rv3795 A—G position 916 Met306Val
Rv3795 A—C position 1061 Asp354Ala
Rv3795 G—A position 1216 Gly406Ser
Rv3795 A—G position 1490 GIn497Arg
Rv3795 A—G position 1693 Ser565Gly
Rv3795 G—C position 1807 Gly603Arg
Rv3795 A—A position 3070 Aspl1024Asn




Table3  mmpl
Mutation
Gene Nucleotide No Amino Acid
mmpl 1 G—T position 2722 Val908Phe
mmpl3 G—A position 233 Gly78Asp
mmpl3 A—C position 1003 [le335Leu
mmpl5 G—A position 736 Gly246Ser
mmpl5 G—A position 2299 Asp767Asn
mmpl6 C—G position 473 Alal58Gly
mmpl8 G—A position 1603 Ala535Thr
mmpl11 C—A position 1560 Phe520Leu
mmpl11 C—T position 2122 His708Tyr
mmpl 12 T—G position 509 Vall70Gly
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