B3. SFTS U4 JLR&E Bhanja 9AILAED IF [ZEBARERIGHE

Titers to ' Forecariah SFTS Homo/hetero
Forecariah #1-6wpi 5,120 <10 >512
Forecariah #1-4wpi 160 ND

Forecariah #1-2wpi ND ND

Forecariah #1-1wpi ND ND

Forecariah #2-6wpi 5,120 <10 >512
Palma #3-6wpi 1,280 <10 >128
Palma #4-6wpi 1,280 <10 >128
anti-SFTSV <10 >6400 >640

No cross reaction observed in IF test
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#1. BREFTS9FAEREIZES MERS AOFTUAIILADBEFRE

Zoo Age Sex Specimens upE ORFl1a RT-LAMP RT-PCR
A 22 Female Feces Neg Neg Neg Neg
Saliva Neg Neg Neg Neg
19 Male Feces Neg Neg Neg Neg
Saliva Neg Neg Neg Neg
B 4 Female Feces Neg Neg Neg Neg
Saliva Neg Neg Neg Neg
Nasal swab Neg Neg Neg Neg
C 20  Female Feces Neg Neg Neg Neg
Saliva Neg Neg Neg Neg
Nasal swab Neg Neg Neg Neg
D 19  Female Feces Neg Neg Neg Neg
8 Male Feces Neg Neg Neg Neg
E 1 Male Feces Neg Neg Neg Neg
Saliva Neg Neg Neg Neg
14  Female Feces Neg Neg Neg Neg
Saliva Neg Neg Neg Neg
2 Female Feces Neg Neg Neg Neg
Saliva Neg Neg Neg Neg
18 Male Feces Neg Neg Neg Neg
Saliva Neg Neg Neg Neg
1 Female Feces Neg Neg Neg Neg
Saliva Neg Neg Neg Neg
3 Female Feces Neg Neg Neg Neg
Saliva Neg Neg Neg Neg
F 15  Male Feces Neg Neg Neg Neg
29 Female Feces Neg Neg Neg Neg
20 Female Feces Neg Neg Neg Neg
17  Female Feces Neg Neg Neg Neg
G 10  Male Feces Neg Neg Neg Neg
Nasal swab Neg Neg Neg Neg
9 Female Feces Neg Neg Neg Neg
Nasal swab Neg Neg Neg Neg

Neg: negative for MERS-CoV RNA



% 2. BRErTSH5 OMEIZLD MERS 0794 L AN ]

Zoo  Age Sex

Antibody titer  Comment

B Female <20 Trained for riding

E 0 Female <20 Died

F 26 Female <20 Died

G 10 Male <20 Trained for riding
9 Female <20 Trained for riding
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%1 hECDCHHEEE

N 1 Xinjian/china 210 Stool non-l/ 139 V.cholerae V. cholerae 0131
VUN2 Xinjiang/China 2010 Stool ~ non-01/0139 V.cholerae V. cholerae
VUN3 Sichuan/China 2008 Stool  non-01/0139 V.cholerae V. cholerae
VUNS Anhui/China 2010 Stool  non-01/0139 V.cholerae V. cholerae
VUNG Anhui/China 2010 Stool  non-01/0139 V.cholerae V. cholerae
VUN7 Anhui/China 2010 Stool  hon-01/0139 V.cholerae V. parahaemolyticus
VUN8 Anhui/China 2010 Stool  Non-01/0139 V.cholerae V. cholerae
VUNS9 Anhui/China 2010 Stool  hon-01/0139 V.cholerae V. cholerae
VUN21  Hainan/China 2008 Stool  hon-01/0139 V.cholerae  A. sobria 094
VUN22  Hainan/China 2008 Stool  non-01/0139 V.cholerae  A.sobria 018
MJ-33 Fujian/China 2007 Water non-01/0139 V.cholerae V. cholerae 062
MJ-34 Fujian/China 2007 Water non-01/0139 V.cholerae  A. hydrophila 064
MJ-35 Fujian/China 2007 Water non-01/0139 V.cholerae A. hydrophila 064
MJ-36 Fujian/China 2007 Water non-01/0139 V.cholerae V. cholerae 037
MI-37 Fujian/China 2007 Water non-01/0139 V.cholerae V. cholerae 047
IMJ-BS Fujian/China 2007 Water non-01/0139 V.cholerae V. cholerae 0170
IMJ—SQ Fujian/China 2007 Water non-01/0139 V.cholerae V. cholerae 010
IMJ-4O Fujian/China 2007 Water non-01/0139 V.cholerae V. cholerae 06
IMJ~41 Fujian/China 2007 Water non-01/0139 V.cholerae V. cholerae 092
IMJ—42 Fujian/China 200’{ Water non-01/0139 V.cholerae V. cholerae 018
2J193-1  Guangdong/China 2007 Water non-01/0139 V.cholerae V. cholerae R*
7J194-1  Guangdong/China 2007 Water non-01/0139 V.cholerae V. cholerae 0187
71194-3  Guangdong/China 2007 Water hon-01/0139 V.cholerae V. cholerae 0187
2J195-1  Guangdong/China 2007 Water non-01/0139 V.cholerae V. cholerae 0203
7J196-1  Guangdong/China 2007 Water non-01/0139 V.cholerae V. cholerae 0194
7)197-1  Guangdong/China 2007 Water non-01/0139 V.cholerae V. cholerae 052
7)198-1  Guangdong/China 2007 Water non-01/0139 V.cholerae V. cholerae 052
7J199-1  Guangdong/China 2007 Water non-01/0139 V.cholerae V. cholerae 054
7J200-1  Guangdong/China 2007 Water non-01/0139 V.cholerae V. cholerae 0209
7)201-1  Guangdong/China 2007 Water non-01/0139 V.cholerae V. cholerae 036
85-142  Fujian/China 1985 Fish V. fluvialis V. fluvialis 028
63112 Guangdong/China 1963 Stool V. fluvialis V. fluvialis 046
VF2 Fujian/China 1985 Stool V. fluvialis V. fluvialis 014
VF12 Fujian/China 1985 Stool V- fluvialis V. fluvialis 014
152 Jiangsu/China 1987 Stool V. fluvialis V. fluvialis 04
1S54 Jiangsu/China 1987 Stool V. fluvialis V. fluvialis 05
HEF85001  Xinjiang/China 1985 Stool V. fluvialis V. fluvialis 05
EF85002 Xinjiang/China 1985 Stool V- fluvialis V. fluvialis 05
lliao85-50 Liaoning/China 1984 stool V. fluvialis V. fluvialis 012
Ma2598  Anhui/China 2010 Stool V. fluvialis V. fluvialis o11
R*: Rough



%1 FECDCONEHE

Year Tyvpe of

Strain ID Province/Country Source Serogroup Species - ety nag-st T3SS(vsc\2) Tags trh serotvpe

isolated

non-01/0139
- hi : - - -
VUN1  Xinjiang/China 2010 Stool v cholerae V. cholerae 0131
- . non-01/0139
VUN2  Xinjiang/China 2010 Stool V.cholerae V. cholerae - -
. _ non-01/0139
VUN3  Sichuan/China 2008 Stool v cholerae V. cholerae . - 08
non-01/0139
VUN5 Anhui/China 2010 Stool v cholerae V. cholerae - - 041
non-01/0139
VUNG Anhui/China 2010 Stool v cholerae V. cholerae - - 0159
e
non-01/0139 V.
— 201
VUN7 " Anhui/China 0 Stool v cholerae parahaemolyticus
non-01/0139
VUN8  Anhui/China 2010 stool v cholerae V. cholerae - - 0159
=
non-01/0139
VUNS Anhui/China 2010 Stool  v.cholerae V. cholerae - -
non-01/0139 .
VUNZL  \inan/China 2008 Stool  v.cholerae A. sobria - - 094
non-01/0139 .
VUN22  \iinan/China 2008 Stool v, cholerae A. sobria - - o18
-01/01
I3z fujian/China 2007 Water MOT-0/0139 V. cholerae - - - 062
V.cholerae
non-01/0139
B i hi . i - - -
|MJ 34 Fujian/China 2007 Water V.cholerae A. hydrophila 064
-01/0139
IMJ-35 Fujian/China 2007 water "0/ A. hydrophila - . 064
V.cholgrae
-01/013
IMJ‘36 Fujian/China 2007 Water non-01/0139 V. cholerae - - - 037
V.cholerae
-01/01
IMJ-37 Fujian/China 2007 Water Non01/0139 V. cholerae - - 047
V.cholerae
-01/0139
IMJ-38 Fujian/China 2007 water "OM0Y/ V. cholerae . . 0170
V.cholerae
-01,
lw-as Fujian/China 2007 Water NOn01/0138 V. cholerae - - 010
V.cholerae
-01/0139
IMJ-40 Fujian/China 2007 Water non V. cholerae ) - - - 06
V.cholerae
-01/0139
IMJ—41 Fujian/China 2007 Water NOn01/013 V. cholerae - - 092
V.cholerae
-01/01.
IMJ-42 Fujian/China 2007 Water non-01/0135 V. cholerae - - - 018
V.cholerae
-01,
711931 Guangdong/China 2007 Water NOM-01/0139 V. cholerae - - - R*
V.cholerae
-01/0139
7J194-1 Guangdong/China 2007 Water non-01/ V. cholerae - - - 0187
V.cholerae
-01/0139
7J194-3 Guangdong/China 2007 Water non-01/ V. cholerae - - - 0187
V.cholerae
-01/0139
21195-1 Guangdong/China 2007 Water non-01/ V. cholerae - - - 0203
V.cholerae
-01/0139
7J196-1 Guangdong/China 2007 Water non-01/ V. cholerae - - - 0194
V.cholerae
non-01/0139
2J197-1 Guangdong/China 2007 Water V. cholerae - - 052
V.cholerae
-01/0139
2J198-1 Guangdong/China 2007 Water non-01/013 V. cholerae - - 052
V.cholerae
-01/0139
7)199-1 Guangdong/China 2007 Water non-01/ V. cholerae - - 054
V.cholerae
-01/0139
70200-1 Guangdong/China 2007 water M"Y V. cholerae . - 0209
V.cholerae
-01/013
722011 Guangdong/China 2007 Water NOn-0/0139 V. cholerae . - 036
V.cholerae
185-142  Fujian/China 1985 Fish V. fluvialis V. fluvialis 028
63112  Guangdong/China 1963 Stool V. fluvialis V. fluvialis 046
VF2 Fujian/China 1985 Stool V. fluvialis V. fluvialis 014
VF12 Fujian/China 1985 Stool V. fluvialis V. fluvialis 014
)52 Jiangsu/China 1987 Stool V. fluvialis V. fluvialis 04
1S54 Jiangsu/China 1987 Stool V. fluvialis V. fluvialis 05
JEF85001 Xinjiang/China 1985 Stool V. fluvialis V. fluvialis 05
EF85002 Xinjiang/China 1985 Stool V. fluvialis V. fluvialis 05
'5'2°85" Liaoning/China 1984 stogl V- fluvialis V. fluvialis o1
IM32598 Anhui/China 2010 Stool V. fluvialis V. fluvialis 011
R*: Rough



=2 ESBEEKRICBIT AT 7T Y Ao I B IR (T3SS) A R it

i3k T3SS2 & T3SS2 B 2L A&t
BEE 4 (44%) 1 (11%) 4 (44%) 9
BREEIK 1 (6%) 2 (11%) 15 (83%) 18
AR 5 (19%) 3 (11%) 19 (70%) 27
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WERE EEOWRK LTRSS NUN DB TH IR, K
TIOTIZBWTUIECRHER ) A7 70—
BUIENBEEGPEEIND, T bbb
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9%, BHI_176590 [T MAEBEMEIRFI T A — BT
KREPL TN EDIHEREICEE T 2 E BT
LEZBND, AT A —/SOBEEMEILE TR
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A= RNOEFICHERSBEDLLZEMB SR TH D, €
ZC EHI_176590 & fn+ DA N L7202 5 PR 4 Bt
R CHRmMERE OFEFEREMIT Lz, T HIZ
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7 ) BDNAY 7T Life Technologies®Qubi
t dsDNA HS Assay kitlZ J\ VR EENE BTV, ag
arose gelMEAKENZ LV S OWMERR 24T > 72, I
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WTERRD D0 ME LTz, LIRNZE&EEFID : EH
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N9 2385 7 % & Lo sRIE A EIE MR TdH KU
2ITRELTNWD I EDBHLNI > TND, £
Z TCLC genomics workbenchlZ X ¥ Y4zZaEE D U
— R v B IR A 11988k, 14468k, KU2THRT
F#: 77, Probabilistic variant detection IZ
XV HMLER & 14468%, 3 5\ N3 1198ERR D FED S
TOEREZKHE L., amino acid changesiZ &Y 7
SB~TEBRHE L, ZOFBREIV T L—AY
7 b (fs) OFERE I L= E CEBE T ORI
Din/delNAD & ARBDEIT 72 & T RIE I IEfs
OEIFFIE LV 7225,

2) BARORET A—BROLE S 7 I 7 A7
O R U 7R R B EE R O ReA#AT
2-1 FRIEKEE ~DEEG ORE!

1-51Z 508 U 7=EHI_1765903& {5 F DI RERENT
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F 1 1446 Bk, 1198 BR7> & D/ L DNA [EIIY

strain trial | vield (ug) | cell number | dishes | total yield (ug)
1 9.9 5.8x1077 36
2 10.2 5.0x1077 37
3 9.04 9.0x1077 30

1446 4 6.34 6.1x1077 30 508
5 5.24 5.17x1077 30
6 9.88 9.15x10"7 30
i 10.8 7.1x1077 42

1198 2 3.86 3.42x1077 46 17.7
3 3.04 2x1077 30
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F2 1446 8k, 1198 8K/ AT —FBEDE LD
strains
, 1446 1198
Sequence in pairs 160,473,294 71,950,920
Total nucleotides in 9 990850973 7.142,336.398
dataset T T
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strains
1446 1198
total difference in cording region 2054 2636
homozygotic difference 1528 1885
flame shift 54 81
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o
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IRAhN T D & Ehehbd, 8LEFTCHh
b - UTcis T EIE
223 AB AT DO

’T‘/kéf ?E) Ym\,rgl/j“T{Ewmé‘nﬁ_o

1-5 MEAEWEMERE CH L S 2B n T A R O MR

EHI 17659012 oWTH L — KD~ v
TR AELR LT 2 A H2IZART 8 911198

BRCIIAEE T % 23 14468k CIIKU2TRRIRIER I L T
WHZEBRWBINEIRoT,
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Count % of reads Avg length No. of bases % of base
Mapped reads 220,164,421 93.62 8452 18,609,373,125 93.56
Not map read 15,014,750 6.38 85.35 1,281,477,148 6.44
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