Table 2. Panel of 23 non-H7 influenza viruses (A) and 18 non-influenza respiratory

pathogens (B) used to determine the analytical specificity of the H7 rRT-PCR assay.

(A)

Subtype Virus

HINI Alduck/Alberta/35/76
H2N3 Afduck/Germany/1215/73
H3N8 A/duck/Ukraine/1/63
H4NG Alduck/Czechoslovakia/56
HO6N2 Alturkey/Massachusetts/3740/65
HEN4 Alturkey/Ontario/6118/68
HON2 Alturkey/Wisconsin/1/66
HION7 Alchicken/Germany/N/49
HI1ING Alduck/England/56
HI2N5 Alduck/Alberta/60/76 )
HI3N6 Algull/Maryland/704/77 -
HI14NS5 A/mallard/Gurjev/263
HISNS Alduck/Australia/341/8:
H5N1

H5N1

H5N2

HIN1pdm09

HIN1pdm09 Z i

HiNIpdm09  AfTok :/F‘:‘II—OOG/ZOII
HINI  A/Brisbane/59/2007

A/Uruguay/716/2007
A/Tokyo/F13-005/2013
B/Florida/04/2006
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Pathogen

Respiratory syncytial virus A
Respiratory syncytial virus B

Human parainfluenza virus type 2

Human parainfluenza virus type 3
Human parainfluenza virus type 4a
Human parainfluenza virus type 4b
Human rhinoviruses type A
Human rhinoviruses type B
Human metapneumovirus type Al
Human metapneumovirus type B2
Human coronavirus OC43
Human coronavirus 229E
Human coronavirus NL63
Human coronavirus HKU1
Human bocavirus
Human enterovirus
Human adenovirus 2

Human adenovirus 4
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Table 3. Number of positive results and average Cp values of the established H7

rRT-PCR assay and existing Type A rRT-PCR assay in detecting 8 Eurasian H7

influenza viruses. Cp values were analyzed using the Second Derivative Maximum

Method in Light Cycler® 480 SW1.5 software.

M gene real-time REPCR - H7 gene seal-time RT-PCR
M gene No.of posiive: . Averge *{No.ofpositive Averige o
Virus Subype  {copiesiml) | Dilution of Virus | Fesults Cpyatue restilts Cp value
AfArhui/12013 HINO 2205100 10* 3 30.60 0.05
107 3 3349 [o0F)
10* 3 3707 0,55
Adduck/Fukui/}2004 HINT 1.40%10" 10 3 28,10 003
3 3151 0.16
3 34,85 0.18
AdquailiAichif1 2009 HING 820%10% 3 3646 034
0,04 2 38.86
021 0 = -
Adsmallard/Netherlands/ 1272060 HIN3 0,10 3 30.69 007
025 3 3.7 026
% . 014 3 3731 0.85
AfNetherlands/33/2003 HINT 4.46x10% ¢ B ; 0.06 3 3050 009
: : 012 3 067 026
021 3 36.36 0.63
AlduckGunma/466:2011 0.02 3 2012 0.04
0.10 3 32.44 0.07
013 3 3547 032
AdduckiHong Kongl301/1978 3 0.02 3 29.96 0.09
3 .13 3 3328 0.25
. 3 022 3 35.80 0.26
Alduck/Hong Kong/293(1978 HIN2 1.35%10" 10° 3 2884 0.02 3 2839 o.n
10 3 3212 0.04 3 31,65 0.09
10° 3 35.11 0.11 3 34.87 0.25
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Fig.2.

91

2
5

= Afduck/Tochigi/090206/2013 (H7N1)
Afduck/Gunma/11-610-118/2012 (H7N1)
Alduck/Gunma/466/2011 (HTN9)
Alduck/Fukui/ 16010172012 (HTNT)
Alduck/Mongolia/d7/2012 (H7N7)
Afchicken/Germany-NIZR874/201 0 (H7N7)
Alwigeon/Osaka/1/2001 (H7N7)
Alturkey/Germany-NW/R655/2009 (F7N7)
A/Mallard/Sweden/91/02 (H7N9)
Alchicken/ltaly/4746/1999 (H7N1)
A/mallard/Netherlands/12/200 0 (H7N3)
A/Netherlands/33/2003 (HTNT)

A/Shanghai/2/2013
A/Hangzhou/1/2013
A/Anhui/1/2013
A/Chicken/Shanghai/S1053/201 3
A/Environment/Shanghai/S1088/2
A/Pigeon/Shanghai/S1069/2013]
A/Shanghai/1/2013 ) !
AlduckiZhejiang/12/2011 (H17N3)
Alduck/Hokkaido/1/2010 (HINT)
Nnorlhcmhpinl:ﬁ'l/Aomqri/372/2008 (H7N7)
A/duckaéi\goliﬂ867/2662 (H7ND
Alduck/Fukii/1/2004 (HIN?)
é4;6(/duc‘k/'ﬂmiland}‘(:3U-LM7279'['/20 10 (H7NG6)
/ l‘cé‘l}/]ryl‘cbci/ 172002 (H7N2)
A/Ehﬁiekcn/ﬁékistan/34668/1 995 (H7N3)
Ajduck/Hong Kong/293/1978 (H7N2)

0 L A/duck/Hong Kong/301/1978 (H7TN2)
Alchicken/Karachi/NARC-100/2004 (H7N3)

H7NO

Alquail/Aichi/1/2009 (H7NG6)
Alstarling/Victoria/1/1985 (H7N3)

—-{:‘b Alchicken/New South Wales/2/1997 (H7N4)
89 Alchicken/Victoria/224/1992 (HM7N3)

A/mallard/New Zealand/1365-355/2005 (H7N7)
601 A/chicken/Chile/184240-1/2002 (H7N3)
100 |- Afchicken/Chile/176822/02 (H7N3)
100 Alchicken/Chilc/4977/02 (HTN3)

100

0.1

Alcinnamon teal/Bolivia/4537/2001 (H7N3)

- =<N0rth America

Aschicken/Brescia/440b/1902 (H7)
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Eurasia

South America






