PAREER, TR T 4T ADE
EISH., v A —HAR, B, 2014,
266-279

7. & B , Bl B &® .
Beckwith-Wiedemann JEERE, B B A
BRAK  HTEEEEBEEE S U — X No.29
MIRIEERE (B8 2 hR) IV-Z Ot D%
BREZED T, BAREEIRME, Kk,
2014, 498-501

8. ATAFHF=, FIBJEfH. Silver-Russell fE
ERERIM B AERIR  BreamaEmaE
U — R No.29 R EBEE (58 2 ) IV-
FDOMOMIRIE B ZE O T, BAREIK
#, KB, 2014, 685-688

2) BFERR

EEFEs

1. EUROPEAN Human Genetics
CONFERENCE 2014, Milan, Italy,

May 31- June 3, 2014.

P14.76-M: Detection of rare variations
in a targeted genomic region in a
population by NGS analysis using
pooled DNAs. Authors: T. Kaname,
M. Higa, A. Ganaha, K. Teruya, K.
Sato, T. Hirano, K. Naritomi

2. Annual Symposium of the Society for

the Study of Inborn Errors of
Metabolism 2014.9.2-S (Innsbruck).
P223: Watanabe Y, Ozono S, Sugie H,
Fukuda T, Yano S, Matsuishi T.
Phosphoglycerate kinase-1 ~ (PGK-1)
deficiency presenting as neonatal onset
hemolytic anemia, rhabdomyolysis,
and mild developmental delay.
3. The 64™ Annual Symposium of the
American Society of Human Genetics

2014.10.18-22 (San Diego).
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2258M: Watanabe Y, Ozono S, Sugie H,
Fukuda T, Yano S, Matsuishi T.
Phosphoglycerate kinase-1{PGK-1)
deficiency presenting as neonatal onset
hemolytic rhabdomyolysis,
and mild developmental delay.

anemia,

ENZEE

BrEEE

FISE/NEMEE I F— AR 26 &
458 (1), ANANZ SO T
ATABE. [VNRMK - FEHFRIC
BT AETx Y — LMEHTORREM] K
S — o v — & TR BT R
~REm  EIEEFE—RL.

% 57 BlH AR ZSRES - 2
£ FRR268E4H9H (K) ~
11 B (&), RIBGT YV v 7 HK—)v.
Rl [ FRHRSLENROAS %]
BlEE 11 BEFZEAERICL =
59 H0  HEFE—R.

TRk 26 FERIGERSEEERERNEE
M 55 BMEHRKESHKRE, 2014
#£5H 23 B (&) RiFREHRFEIL
B, BEERIITED 0 O 5SS
BB EZHFPEHBTICONT FHiH
#—ER.

F23EHAMBESEZERIORF
KERIESAE, FEk 26 4 9 H 14

=

H (H) , SvFartIr— kit
R —r oy —TMBHRL O F
e

EmEEFRFES KRS, 2014 £ 10
A48, WefileEHEE & —.
AREYa VE—H-BAT A
BTN OBRIE L RK RN R.
SR

¥ B K5 K 5Bt S0 50 &L o = 0F
¥ IF—, 201448 A 13 H, #L
WAL EE K%, KkitRy—7 v
TN EOSEH L ILHETRREE
DEEE. g

% 57 M AARRBRERFHES XK



B 2014 4E 11 A HMB (5 4
AR T AR HLE O LR (5 - o
E &5y TR

B RS
569 [ 2 B/ LRL M 7 222014, 4. 5.
e
Beckwith-WiedemanniE(EREIZ B0 5 A
A RDMROD = b F 1 — ) A AT
JALSREAT . il e
Beckwith-Wiedemann i B E W 3507 A )7
BIEACPE# A ) S — D RF AN &
B PR AE DR & o B, RS
B 10 JER Ji K -5 IRy K 5 G S AF 40 g
¥ Ty TR BB ER
FE O [ B #CE L RURE ST @ ) 72 B
PR3- 201445 A 31 H (4),
Bpt Rl KF RIASMHEER A — L,
IR .
digital PCR # H| JI L 7= rare
variant/mutation £ HVEORRF. JE0IR,
R, I RE, SRR, R
T
R INTRYE / TR B S PR B R s
DORIE & FSREMYT. IR EE, 2k A
%
BLLTEEA/PDERRESFERES
20144E4A 110 (&) ~13H (H),
AL BEESEY, 4THE.
1-0-44: AR —F i L B
OASHEE RV A 7 2 LT
SORCE B AE O —f]. 3 [E, R
BBEE], WmERL, RE
3P-395: JRUKREA O, (K pE, &
b= EALERIMAE., BEME 2 2
T LG EF, B R M
B/ 3= 1 N o S = NI = [
O P, KB EZ, BEE EE. R
A EIREAR.
3P-284: BRKLAH AUIRIE - VM2 i 2 58
¥ 72 Phosphoglycerate kinase/X 8 fiE P
— @ KE FH—(AERRE DNREEHE),
3% EF, WA 688, I E—BR, &

18

FBF— BB, Fi 357, R 42T, #2
TE 355, fnd .

%37 [l B AR/NEBR RS 2014.4.10
(4 ).

IV-16: Hfda—, P NE-F, [ Al —
I, RIS, ISR, il B,
NIFRR 2, TRALVELRS,  RUE R, fE D7
B, XY AME A {1 5 SRY(+) 45,X male @
o7 R S ST

VII-36: R, MERFEIE . PERT 8RR,
DALy (S NI 7R SR EE F &/ e I
JEUEH 752 % ey PSS - AR B RS,
EITYEO B A EG0F LT 5 F AR E
I RS O R 31

H8HEHATLE Y 22T 4 7 ARS
E4 2014.5.25-27. HEKY¥ (B

GkdE pa6, WAL —P-T).
Genome-wide parent-of-origin DNA
methylation  analysis  reveals  the

intricacies of the human imprintome and

suggests a  germline  methylation
independent control of imprinting in the
placenta. "H#k—iZ, Court Franck,
L #%, Romanelli Valeria, fll 5591,
T8 IS, Esteller Manel, #5748, %
fd—EB, Monk David.

Ashll methylates Lys36 of histone H3

of

counteract

independently transcriptional

Polycomb
silencing. 74 [if] & — . Hitomi Miyazaki,
Ken Higashimoto, Yukari Yada, Takaho
A. Endo, Jafar Sharif, Manabu
Nakayama, Hidenobu Soejima,
Haruhiko Koseki, Susumu Hirose.

Beckwith-Wiedemann JiE i EE & T 38 (2
17 % multiple methylation defect O fi#
BT . ®i B % =, Rumbajan Janette
Mareska, Hor f#, #HH—Z, /UK
O & H, RE—HK, WE—E, BIE
Eli

% 56 B B A /R REF

2014.5.29-31 (JEIAHT) .

P-063: GLUT1 K#BJEELEZ T

elongation to

e
fr=y



TeNT 7 Y — ARENTIC &0 RLIREE
ERBEMEmoEELRT SN —
. A case of malignant migrating partial
seizures in infancy following GLUT!
deficiency syndrome. ¥&FIR4s. #AR

B, ROERE, Far- Br7o—,

HREKRES, EBIETF. FEEg.
% 38 EAEABRBIV VR VITES
2014.6.20-23 (JIEH) .

P-10: 7 4 > T RERIERMER 7 0 —
Y E B B O H A R #2.  Prenatal
diagnosis of Finnish type congenital
nephrotic syndrome. 7T & k{5 . J& H
mEFH, BPTENE. BH (F. HEE
ffE, AT, ook, g
-, EERES, EZIET.

% 20 B HARERBEREFSFNES
201456 A. BE

HEHE JKAAS [DNA EEMED R
WIZXOBETHEREERE S ) A
R TEME/FED A

AARBHHRESERS 201446H26

~280 (&) NV 74 aik.

1000344 : L5 - BB E B L IEFEEK
BEIE DFEIEFI OB RFNER. HAT
AR, /NERHEYR, BUWEEDL, HHZFE—
B, /INEER

Al BEEERAT AR Y —= v %S
2014.8.22-23 (JLEBT).

0-27. sk Tzl Lo ER 7 o v
I BRIEE 7 SEB ORET B AR T
FH ZE, ORT EE, &4 BHE, W
WNTF&, LBy, WEEE F
ARAFETF, BE R KE T, ERG
I, D BEFE, IR BURER, A
.

HASE/NEN W FESFIRES 9A
26~27H, &mR.

C0-29 FixtRE a2 A LIcEERT
FEREREIETED 2 i : trio exome f#
Bz X 2 FH IR E R RE DR
DR, FEAREA, ENMAE, 8
B, KRTHE—, FHEM, ELE
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fo, fEHE), mPNEE.

% 21 B BEEEBRICET S HAR
DWIFZES  2014.9.13 (EIEH).

I RHERZH, BRER. FH E. &
FRfE. B, thookErE, FE
E—. MABRE, ERIET. <A
7aT VAT RERTH -T2 15%F
Gufafk q26 Wb R He D 1 4.

% 56 HHAERRBFRET RS
2014.11.13-15 (fLHTH).

P-13: AEEXE, /NIZ 02>, #HHO
AF, KRFEKR, /INEERER, B
EF. W EZER, aBEER. BREP
WAMHERETHDLZ &= Lz v
JVERIMAE 17D 1 .

P-20: ¢ mE, B KT, WE E
e, B AEF, EE B\, KE F.
B B, B0 PR, A BIRER,
% EF. HHEsR Tl LcBER
7a A RRILE 7 FEF ORRET.

P-36: 1 & ZE + . Judith Meijer.
Doreen Dobritzsch, EEIEF. AR
EHTFL ZWOVE. T OmT, FE
B, (AT, Andre Van Kuilenburg.
B UlLA FFubdF—EREBIED
BREREY - (LR - 55 T FHIRR
=te pR326Q ZEERAE.

3R Symposium Program (DNA {&1§,
MLz, BE) CEITL2EHESE. @
B3 20144 11 A 17~22 H.

Tomoo Ogi  [Molecular cloning and

characterisation of new human DNA

repair genes |
Chaowan Guo, Yuka Nakazawa, Shimada

Mayuko, Woodbine, Nan IJia,

Kiyonobu Karata, Hitomi Miyazaki, Alan

Lehmann, Penny A Jeggo & Tomoo Ogi.

'Molecular

Lisa

characterization and
functional analysis of XRCC4, a novel
pathological gene for radiation sensitivity
and developmental abnormalities |

Yuka Nakazawa, Kazuya Kashiyama,

Daniela T. Pilz, Chaowan Guo, Mayuko



Shimada, Kensaku Sasaki, Heather
Fawcett, Jonathan F. Wing, Susan O.
Lewin, Lucinda Carr, Tao-Sheng Li,
Koh-ichiro  Yoshiura, Atsushi  Utani,
Akiyoshi Danielle  Greenblatt,
Tiziana Nardo, Miria Stefanini, David
McGibbon, Robert Sarkany, Hiva Fassihi,
Norisato Mitsutake, Alan R. Lehmann &
Tomoo Ogi. TERCCI/XPF deficiency
causes three NER- deficient disorders: a
of
Cockayne

Hirano,

patient with various symptoms

xeroderma  pigmentosum,
syndrome, and Fanconi anemia

50 H A AR RS 20144R11
A198 (k) ~228 (+) , HFT:
Z 0 — R — VR (R ECHES I )
X)) , B

IBO-1: FRVENGAY A AZ J5 0 5 B M Atk
{Z¥ @A E. Novel causative gene of
familial non-small cell lung cancer. §J]H
Pr—, MEOE, =Wz, RTR, 2
ABFERES, FJWERL, SRR, R
Bk, L, e ECEE, ke i,
H R

101-3: 25 %6 Pkt oF IR & OF 0% 1 2 & e
SATB2 s - 28 SEAE e i oD S8 1 2% S
DAl 7E. Identification of Noel Mutations
in Patients with SATB2 Gene Mutation
Syndrome without Multiple Odontom. —

gz, A &, s B, KT
5, EHHEFEE

1012-2:  Ohdo JEMEREA Y O F VIEHIE
KAT6B, MED12 LISt DR 23 JFIE ¢
boH. FWIE, WIAET, BEER, &
FEEA, FHEME, REFC

1014-2: ddPCR % M\ fh McCune-Albright
JEMERE D GNAS T 7 28 Bk ok
#-. GNAS mosaic mutation detection of
the McCune-Albright syndrome with
ddPCR. ¥E32 Ha, @K EBA, 7E
T, KT R, BEHR—, KTHk—,
ZIgtE Y, RN, SWE—

20

b

203-2: Panic i 2 % 52 5% iC
Exome fi#fir. The molecular anainIS of
familial Panic disorder. ﬁm%m& ANE i

1%

TR, R e, BEmeL, iR,
ANE Rl
3041 FFAS LT P~ 00 BT [ A 4 55

9 microRNA Ot Ak ds L OV lits o
T de i e 2 B & o P o T

Effect of labor on plasma concentrations

and postpartum clearance of
pregnancy-associated, plasma-specific
microRNA. FRIGHELAES, =i, -
Mo A, BEEE, T, R
Wwh, EHH fx) é}”\{%‘”-ﬁ& 5
S, MG 55 ]

2010-1: WA — 2 o205 L i

HIV 7 S B s~ A
—7 VLORR. RS, MR
T, CEGEASTS, RIS, A alERSE,
HIEY, WEREA, iRy, #E

304-2: BRI & el U Clia Ve i C g 78 81
9% microRNA O[] jE. Identification of
highly expressed microRNAs in fetal
blood cells compared maternal blood cells.
PR OB, W, DRz, RT
S, BARKRZE, FIERES, BRIITDD,
HHE (rhz% R, 1 5 B

304-3: £F R ifn 4 QH 1n1R.517a B LU
miR518b [XATE MR %7 2 4 E I
55 0> i uf%iﬁﬂ” . miR-517a and
miR518b plasma as a
predictive marker for the hemorrhage

in maternal

volume in placenta previa at delivery. £
BMNP Y, ZHIER, RE %, B
B, =4+, HM 5 i,
R FE—RE, B DERA

304-4: FEARIMAEH cell-free microRNA it
A& & BED body mass index 33 I OV
ARHAEMRE L OE . Circulating
levels of maternal plasma cf-miR-21 are
associated with maternal body mass index
and neonatal birth weight. ¥ [E#f, =
HERE, "B &, BRIPLD, [



B, ZHAEF, M LEF, DB,
KT 5, @NER, FHFE—K, &
Iy < A

304-5: BAR R s i E R RERIE TR B80T

%R RR I IR R R B B0 cell-free
mRNA O F AT 5 8% 5.
Predominantly placenta-expressed
mRNAs in maternal plasma as predictive
markers for twin-twin  transfusion
syndrome. £ LEF, ZHEHE, KB &,
ERING Y, FEMEFR, =HETF, =
B2, KT %, &@WNEHR, HHEE
—BR, HEIRZEA

3011-4: NILM/ASC-US @l i 8 1 %

HPV-16 BB & HPV-52 BU&Gy
HoOMZ T o2 k. Single human
papillomavirus 16 or 52 infection and later
cytological findings in Japanese women
with NILM or ASC-US. Fi[#H{EF, =i
R, AT, WEERE, A
Dy, BE B, HH HK, SNEHA,

HIHZE—RR, HEIR

1P029: CHD7 B FOHRLERZR O -

CHARGE JEERO—F. FRINFH =,
G e

1P040: Identification of terminal deletion of

Chr.15q by SNP microarray in a patient
with a normal karyotype in amniocytes. Ji
W72 % 2, HPER, K5 15, B
g, BEHPT, HonhErE, FrEE—,
WEERE, ER2IET. ~/ 77 L
AR NEH TH - 72 15 BYAIR q26
BRER R D 1 .

2P016: Small for gestational age (SGA) fA

WD ) 2T A K DNA A FACREMT.
Bl BJ<fH, Rumbajan Janette Mareska,
JHE MR, PR —Z, RE—F, FX
A, Bz, fTHEA. HE—R.

EmEERBFRFES KRS, 2014 £ 10

A2-4 8, lemilEEEE % —.
[ERA R & —]
Hiroyuki Mishima, Koh-ichiro

Yoshiura : Handmaid Building of a

High-Performance Computing Cluster
and a Storage System for Bioinformatics.
8T HHEALEMLFERRE YURVY

A 2014 £ 10 A. HH
AR, IR BE, K BT, Alagoz
Meryem, Kakarougkas Andreas, (& H ¥
—, JeggoPenny [t & k> H3K9 A F
JALEERIED DNA —EHUIMEE K
JE~DEEE |

FABNBREBFZRESTERIRE UV—

Jvav? 2014 10H. BERE
WIS [EBEHEX 7 LATF RREE
B DRGSO 57 1A |

FeTH B AKEES WEHEES 2014
#£11A23H (B), EXERKES
vV 4 ===, dETUM

Al-2: —BRILEFR B REER OB InF KB
T~ U AT RMEARPAZERE Y X%
ERICHE/NSED. BHEAN, ARHE
Bk, BATE, fREEE, EREO
F, BAET, WHKER, HREEF,
= E, FNFE—E, S\

BITE B AS FAMFERESR 2014F
11A258 (k) ~27H (KR), ~v
7 4 iRk, MK
2P-0869: Tadashi Kaname, Chang-Seok Ki,
Norio Niikawa, George S. Baillie,
Jonathan P. Day, Gen Nishimura, Nobuo
Mastuura, Kumiko  Yanagi, Kenji
Naritomi, Miles D. Houslay, Sung Yoon
Cho, Dong-Kyu Jin. Molecular pathology
of acrodysostosis without hormone
resistance caused by  heterozygous
mutations in cAMP
phosphodiesterase-4D. :
2W15-4: FHOYH ¥E1T, B 52—, KA
g, & E—, AL .
DDB2-dependent HBO1 recruitment is
essential for repair of UV-induced
cyclobutane pyrimidine dimmer.
3W14-5: iR %, 2E7, WSH @T,
BiF {3, FEHIEMR, KRB, TEE
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P2 PR s I OV il 36 12 S o A )it
fatE e o P BT S - O [|GE & 55
TFHE ﬁ’fiﬂu
1P-0169: Z [ i, 75 )1 5, 75k -t
Y, %Ll*r’ SCHE, EE TR, IR
A, M s © b RADS2 X sy
LT T AL
IP-0181: S Iffih, 6 w7, 3")\ J 195 .
Mii g b Uim X7 LA RiREE
O in vitro It 5h OREEE |
1P-0182: 51 575, iRl af, Wy g7,
R, R TR, R {38, 3K NP,
[Molecular and functional study on the
of
nucleotide excision repair]
2P-0182: FI B, HHIr £,

B, 22 akhE, K %, b '/fétbi k.

b b RADS2 X RV D o

@ DNA A B O P H.

1P-0872: B =3, 3K MB. T A
I A WA O Vi AR IE R A 7 A PR 9
D FAL S T PR )

1P-0873: M FH g -1-, #K ARSE. Ty —

A%%%mthmx@@%ﬁﬁﬁ%
PR O TR AT RS T DORR

482 [B] B AN IRRF 2 M F &

2014.12. 13 (ABKT).

15: \F 7, | XL, R,
DESBNEAA- | P S BB | R RS
PACHR IS, [ FR—RE. S o R
PEFEAVEL R U IR e LB VE DS %)
Tholo A—Tay FIRIED
1 1.
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BEETBRFMALFLE
(BAMREERAMEEE (EFNERREORREORENS))
ZHEBRAREE (XHHEHE)

FHEGRE oV X T 4 v 7 HVRBORBICA T ZHER L OKE
KRR 72 F /DR BT R T 2 BT BN R 5E

¥BIEE : Exome fBHT, £7 / AENICL2RBRERERERE

HUELE  EHFE

(B HEE
EHE (BRBERZREREREFREHER - AHERY - #i)
AT R (RBRERZEREREERGHLR - AHEEBEF - #AH)
IR (RIBERZREREEEEZREGHAER - NEEET - B
K B (RBRFERZFREREFZREFHLR - HFES - HEER)
B E RERKZERZEREZHEREES 7 AREESBE - HHR)

EBEWIE

MABEE (BMEMIRKZPRFREEZHAR - BEES - 80%)
BFER (LBEERKE - F&)

XH F (hEERRFEEEEEER LR - 8%)
TEEER (BERBRBEAFTHERS SN2 OB OHDFK - EHRH)

MAERE

AUFFEHBEOHFER T (1) BEFEZ AW T exome MEITEHZ M L, #
RO EEBEEOEEFECTEE L CEREANHEEDRE R FEZREL,
Frio229iR - RREDOMAZHEE T2 (2) FEBEE T2 E IRk E 2o
TeBEBOBWIEZHELT 52 L, ThHD, Exome T HEES 5 L FFFC, J&
KIS B2 &R o IeRIRRFIEDET VT v b & - IR REIEIT R L O IsF
PERERRNT 21T o T2,

A. BFZEEH DNA &8 2 & iE, L E B

F—HRTH D RERFE G M (Kabuki syndrome: MLL2,KDM6A %
O BRBORRERRELY, R BEEMRE), Beckwith-Wiedeman JEFERE
— =R TITo T, (MR, TPIR-VEF like SEMRRE,
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FIEPEEE, S () BRI,
FIEVE RN, SRNG5S A, FEIENE
AR HEIE (familial myofibtomatosis),
PRPEAREE, T AR, S0
data A5 297V, JUKE S 7-[6) 2 2 5k
T

JEURL R - 5 W 6 208 & 7 o 72 S i
BAAIEDET VT v A T2 e
Fris X O s RSt 247 - 72,

B. Wik
1) RARBIE B O SR AR F 8] E
FERMIZIE, T ETIEEL Tne
Wi D RIB O 2 51 S i & 8 Tl o7z,
BOELO R DR BIEE OO T2 8O 12 Rl VA Y
OD [ B B N T Ik 7 & 0 2 DL T
DIRDGED RN T &b 2 T EE R 12 Al 2
HLZ UM dysmorphology WFZE4S % 37
B, BDRBOIEEIZSS DT,
Ty L DNA ORI, Agilent
#1:0> SureSelect All exon v5 (50M)=
NEAEH U7, B U 7o R —
%1%, NovoalignMPI & 5 <X BWA
(Burrows-Wheeler Aligner)% fif | L T
7 AEREEINCES | ST, ARk S
U7z VCF file & Genome Data Toolkit
(GATK) # T, MIE % HEES, %
FHHE X Base-quality score % 5t X
e, SN EEERBE IO
Insertion/Deletion, X ANNOVAR (Z &
S THRFT L7z, dbSNP (Build 135)
2B Gk ST D 1s Z 51, annotation
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file {27z, NV T2 FOT LIV
J % annotation file 25 & Tatib L, &
OBETHIE, 1000Genome project (-
BEES I TND T SRHTIZ o T
HALD T L VITE, NHLBI exome 7' 1
Vo MO ST D 6500 44D
exome T — AL THLNLAHT LIL
IS, FHECRFYT ) A X =B
P& T o HARN 1,2008 44 @
exome 7 — X BRI SN HETH
% o Annotation file (Z [ Segmental
duplication i btk L7z, LI o4
TONH A & E AP B OEAZE oDk
PURFICIE, s W7, 77 LOVBE, A
T zygosity DR &ML H H>H T
deleterious (f778) 7028 5 2 i A= 1,
EffiZe 5t & U CHd 12 (filtering step,
priotizing step) & 17577,

2) e R AE O KRR T 4 R E
Hr & 47 F Jr e AT

BRI Sevm B e (B2 &)
Lzl T BRI DWW, whole
exome fENT & XA L7 hr—Fr A

(Sanger v —7%4  A) AT &AT > T,

Whole exome fEHTIE, Agilent £t
SureSelect F721% Roche - SeqCap EZ
IZ & B RHE, HiSeq2500 (2 & 57
¥ REFTIC E 0 ITY, 2, Vs b
VA= y B annotation £ % 1A
BRIZAT o 72,

i

FemSEEIL, MBI Z -,



FhEN, mBs X OEREBREIZO
Wb [EIERIC exome ENTZ 1TV, de
novo BEE OB EIT o7,

Z-BIFIZ DWW, de novo BET —
2EEREL, BEREE, AL, SNP
database RBEHK T Vo EH BN
IEAT T A ZEEEALIZH D, 2D,
T BE#R, TL—AYT7 FERIX
il = RAT X D & o _ 7 BiEHEL,
HOENIAT T A AREEZ RS LB
NAHEREHH Uiz, BELREROH
FEIZIE, PolyPhen-2 <0 SIFT I & % 4%
FEHmek L7z,

Sein BB fE D4 TR BT CIE, &
FERLZ S OBILORI Y o 3FER
R 2RI L, & 28 BiEMERE
R0 cAMP JIFEZATWVEHE L7z, £/, &
BAEFORBEANT ¥ —5ERLL,
HEK293 MfIC s B S8, B L 1h
DH LRI BIBIT OV TR LT,
Nz, HufR%zFVT PDE4D 72 5 NZ
PKA # AR D —HT& % PRKARIA O
AN BEEZ &R TABERLTWAE
PIEAIARE (Sa0S2) THEMT L7,

3) EWMBEBETT NVEY OB
SleepingBeauty DfE AZLEIZ LD
Pdedd BInFEMBEELTZT v b (F344
F#%) # Transposagen #t CKE) LV
AFL, REUICXY REEES, ~T o
BEATOREBLWELLzHE LT,
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ACEICEE LTI, (REEINE % faiE
ELTFM44 7w FEHER LT T,

BATRICE LTI, 288 X ORI
D X-ray lI2&L VY, FFH, EE, REF
DEIZRFEL, HBEIToT,

4) Bi=tE DNA BEEXRBEHEEBEN
SEF O BRFAENT & DNA EHEBRE
T

ENsL LD | AR E (XP) FEH
Bz 7 A SEREE (CS) EH % H 0
TR DNA B8 KB MEER B EE VE
BIEET D, ZNHIZDONT, RE
HA DNA A & (UDS) JIl B2, RNA A B[E]
18 & (RRS) I 7E % 3£ H L . NER DEETE
HEEFTMT 5, SHIZ, LrF UL
AFBR A AW T, BEHMiaIZBE
F10> NER BEEK -2 EA L7=t4, (&8
IEVEEE DR ELFHLDF T, KED
JFREBREZFFOEBRTOREEZB I /2
Vo FTo. I A —o 2 TIT
IV EEERZRET S, ZNICLD,
REMOEBETLERFERNFRETH
DIEG E T 5, BE LI
LT, WIS MENFTZER L, #
HLNER BEE R T ORIEZRA D,

&7‘
A

C. fE&R

1) B BRE D exome FENTIR L — &
Bk T exome FREITETTH D BEE
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