F. WFEsg#
1. FmsCFER
Janesick A, Nguyen TT, Aisaki K,
Igarashi K, Kitajima S, Chandraratna
RA, Kanno J, Blumberg B. Active
repression by RARy signaling is required
for  vertebrate  axial

Development. (2014);141(11):2260-70.

elongation.,

Tanaka M, Aisaki K, Kitajima S, Igarashi
K, Kanno J and Nakamura T, Gene
expression response to EWS-FLI1 in
mouse embryonic cartilage. Genomics

Data 2: 296-298, 2014.

Tanaka M, Yamazaki Y, Kanno Y,
Igarashi K, Aisaki K, Kanno J,
Nakamura T.

Ewing's sarcoma

precursors are highly enriched in

embryonic osteochondrogenic progenitors.

J Clin Invest. (2014);124(7):3061-74.

Maria Marti-Solano, Ewan Birney,
Antoine Bril, Oscar Della Pasqua,
Hiroaki Kitano, Barend Mons, loannis
Xenarios and Ferran Sanz. Integrative
knowledge management to enhance
pharmaceutical R&D. Nature Reviews
Drug Discovery. 13, 4, 239-240, Apr. 1,
2014.

Yoshiyuki ASAI; Takeshi ABE, Hideki
OKA, Masao OKITA, Ken-ichi
HAGIHARA, Samik GHOSH, Yukiko
MATSUOKA, Yoshihisa KURACH]I,
Taishin NOMURA, Hiroaki KITANO. A

Multilevel
Modeling of Physiological Systems:
SBML-PHML Hybrid Modeling and
Simulation. ABE Advanced Biomedical
Engineering. 3, 50-568, May 17, 2014.

Versatile  Platform  for

Tokiko Watanabe, Eiryo Kawakami,
Jason K. Shoemaker, Tiago J.S. Lopes,
Yukiko Matsuoka, Yuriko Tomita, Hiroko
Kozuka-Hata, Takeo Gorai, Tomoko
Kuwahara, Eiji Takeda, Atsushi Nagata,
Ryo Takano, Maki Kiso, Makoto
Yamashita, Yuko Sakai-Tagawa, Hiroaki
Katsura, Naoki Nonaka, Hiroko Fujii,
Ken Fujii, Yukihiko Sugita, Takeshi
Noda, Hideo Goto, Satoshi Fukuyama,
Shinji Watanabe, Gabriele Neumann,
Masaaki Oyama, Hiroaki Kitano, and
Yoshihiro

Virus-Host Interactome Screen as a

Kawaoka. Influenza

Platform for Antiviral Drug Development.
Cell Host & Microbe, 16, 6, 795-805,
Dec.10, 2014.

Jablonska

Polouliakh In silico discovery of novel

Agnieszka and Natalia
transcription factors regulated by mTOR
pathway activities. Frontier in Cell and
Developmental Biology ISSN: 2296-634X,
DOI:10.3389/fcell.  2014.00023  Vol:2
No.23, 1-9 June 3, 2014.

Kanno J, Aisaki K, Igarashi K, Kitajima
S, Matsuda N, Morita K, Tsuji M,
Moriyama N, Furukawa Y, Otsuka M,
Tachihara E, Nakatsu N, Kodama Y.
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(2013)  Oral
pentachlorophenol induces interferon
signaling mRNAs in C57BL/6 male
mouse liver. J Toxicol Sci. 38(4):643-54.

administration of

Fujimoto, N, Takagi, A, Kanno, J. (2013)
Neonatal exposure to
2,3,7,8-tetrachlorodibenze-p-dioxin
increases the mRNA expression of
prostatic proteins in C57BL mice. J
Toxicol Sci. 38(2):279-83.

Hase, T.; Ghosh, S.; Yamanaka, R.;
Kitano, H. Harnessing Diversity towards
the Reconstructing of Large Scale Gene
Regulatory Networks. PLOS
Computational Biology. 9(11): e1003361,
do1:10.1371/journal.pcbi. 1003361, Nov.
21, 2013.

Yukiko Matsuoka; Hiromi Matsumae;
Manami Katoh; Amie J Eisfeld; Gabriele
Neumann; Takeshi Hase; Samik Ghosh;
Jason E Shoemaker; Tiago JS Lopes;
Tokiko Watanabe; Shinji Watanabe;
Satoshi Fukuyama; Hiroaki Kitano; and
Yoshihiro Kawaoka. A comprehensive
map of the influenza A virus replication
cycle. BMC Systems Biology. 7, 97,
do1:10.1186/1752-0509-7-97, 2013.

Yamashita Fumiyoshi; Yukako Sasa;
Shuya  Yoshida; Akihiro  Hisaka;
Yoshiyuki Asai; Hiroaki Kitano; Mitsuru
Hashida, Hiroshi Suzuki. Modeling of
Rifampicin-Induced CYP3A4 Activation

Dynamics for the Prediction of Clinical
Drug-Drug Interactions from In Vitro
Data. PLOS ONE. 8, 9, 70330, Sep. 24,
2013.

Kazuhiro A. Fujita; Marek Ostaszewski;
Yukiko Matsuoka; Samik Ghosh; Enrico
Glaab; Christophe Trefois; Isaac Crespo;
Thanneer M. Wiktor
Jurkowski; Paul M. A. Antony; Nico
Diederich; Manuel Buttini; Akihiko
Kodama; Venkata P. Satagopam; Serge
Eifes; Antonio del Sol; Reinhard
Schneider; Hiroaki Kitano; Rudi Balling.

Integrating Pathways of Parkinson's

Perumal;

Disease in a Molecular Interaction Map.
Molecular Neurobiology. DOI
10.1007/s12035-013-8489-4, July 7, 2013.

Naito, T., Yatsuhashi, A.; Kaji, N.; Ando,
T., Sato, K.; Moriya, H., Kitano, H., Yasui,
T.; Tokeshi, M.; Baba, Y. Parallel
Real'Time PCR on a Chip for Genetic
Tug-of War (gTOW) Method. Analytical
Sciences. 29(3): 367-71, 2013.

Koji Makanae; Reiko Kintaka; Takashi
Makino; Hiroaki Kitano; and Hisao
Moriya. Identification of dosage-sensitive
genes in Saccharomyces cerevisiae using
the genetic tug-of-war method. Genome
Research. 23, 300-311, 2013.

Polouliakh;

resistant genes: in-depth comparison of

Natalia Reprogramming

gene expressions among 1iPS, ES and
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2013.

Abe S, Kurata M, Suzuki S, Yamamoto K,
Aisaki K, Kanno J, Kitagawa M.(2012)
Minichromosome maintenance 2 bound
with retroviral Gp70 1is localized to
cytoplasm and enhances
DNA-damage-induced apoptosis. PLoS

One. 7(6):e40129.

Swedenborg E, Kotka M, Seifert M,
Kanno J, Pongratz I, Ritegg J.(2012) The
aryl  hydrocarbon receptor ligands
2,3,7,8-tetrachlorodibenzo -p-dioxin and
3-methylcholanthrene regulate distinct
networks. Mol Cell
Endocrinol.;Mol Cell Endocrinol.
362(1-2):39-47. doi:
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genetic

Igarashi K, Kitajima S, Aisaki K,
Tanemura K, Taquahashi Y, Moriyama
N, Ikeno E, Matsuda N, Saga Y,
Blumberg B, J.(2012)

Development of humanized steroid and

Kanno

xenobiotic receptor mouse by homologous
knock-in of the human steroid and
ligand binding
J  Toxicol Sci.

xenobiotic  receptor

domain  sequence.

37(2):373-80.

Crespo, I.; Roomp, K.; Jurkowski, W.;
Kitano, H.; del Sol, A. Gene regulatory

network analysis supports inflammation

as a key neurodegeneration process in
prion disease. BMC Systems Biology,
6:132, 2012.

Shoemaker, J.; Fukuyama, S.; Eisfeld, A.
J; Muramoto, Y., Watanabe, S.;
Watanabe, T.; Matsuoka, Y.; Kitano, H.;
Kawaoka, Y. Integrated network analysis
reveals a novel role for the cell cycle in
2009 pandemic influenza virus-induced
inflammation in macaque lungs. BMC

Systems Biology, 6:117, 2012.

Shoemaker, J. E., Lopes, T. J., Ghosh, S.,
Matsuoka, Y., Kawaoka, Y., Kitano, H.
CTen: a
identifying enriched cell types from

web-based platform  for

heterogeneous microarray data. BMC
Genomics, 13 (1): 460, 2012.

Martijn P. van lersel, Alice C. Villeger,
Tobias Czauderna, Sarah E. Boyd, Frank
T. Bergmann, Augustin Luna, Emek
Demir, Anatoly Sorokin, Ugur Dogrusoz,
Yukiko Matsuoka, Akira Funahashi,
Mirit I. Aladjem, Huaiyu Mi, Stuart L.
Moodie, Hiroaki Kitano Nicolas Le
Novere, and Falk Schreiber. Software
support for SBGN maps: SBGN-ML and
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2016-21, 2012. doi:
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Carl-Fredrik  Tiger, Falko
Gunnar Cedersund, Robert Palmér, Edda

Krause,
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Klipp, Stefan Hohmann, Hiroaki Kitano
and Marcus Krantz. A framework for
mapping, visualisation and automatic
model creation of signal-transduction
networks. Molecular Systems Biology. 8:
578, April 24, 2012.

FRRER
Jun Kanno, Ken-ichi Aisaki, Satoshi
Kitajima, Percellome Toxicogenomics,

50th Congress of the European Societies
of Toxicology (EUROT0X2014)(2014.9.9)
Edinburgh, UK, poster

Ken-ichi Aisaki,

Percellome

Jun Kanno, Satoshi

Kitajima, toxicogenomics
project as the 3R-toxicology and the
foundation of in wvitro- and in
silico-toxicology, the 9th World Congress
on Alternatives and Animal Use in the
Life Sciences (WC9) (2014.8.27), Prague,

Czech Republic, Oral

FRIgfE—, JEiE B, B M, BETHER
6 R7-FEME¥—Percellome F v 25/
3 71@‘@5— % 36 [ HAREFESHE

FIES(2014.7.25) FH, VRV Y
N

bug B, /NINEES . R . MEEEREL
FRIRHE — | ILHEBETS . mfEth R, BB A,
Ty I NT AJEBRE L UL OBRIRER A
BERFOWES Percellome F¥v 24/ 3
7 A —A{bFREEN R D 3 WE D —
% 41 [ A AFMEFERFITES (2014.7.3)
PR HTE

TR M 1‘5@?@“ 1|:l1’% ’u’*\ Percellome

Project M Tk niEHE
ﬂﬁ@%muﬁ7 %%@mmm
% 41 [B] B AFEMES ?vﬁ@f\ (2014.7.2)

ME VIR TN

Jeug e, FEATEORER, EE M. FMEOE
ROEEO D OE M%%ﬁK/FU 7
it & BIRY /S A A~ — I —FhiH, 5 41 B H
AREEFRLINERQ014.72DWH P, v o R
PO A

Jun Kanno, Progress in dJapanese
Percellome Project and incorporation of
TGP data, 11th International Conference
of Environment Mutagens (11th ICEM),
(2013.11.4) , Fos do Iguassu, Brazil,

invited

Jun Kanno, Percellome Toxicogenomics, A
Comprehensive

Basic and Applied
1CT2013 The XIIT
International Congress

(2013.7.2), Seoul, Korea, distinguished

Quantitative and
Approach  for
Toxicology.

of Toxicology,

lecture

& 3 #fi, "Percellome Project 77 X 1L 34
I -0 ANLD NXTa s ) I A
£ & OISR

—". 5 40 B B AEEFEFINFES, 2013
F£6H18H, T#E, YU ERYTUA
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1 : Percellome Project, % 102

ERE /Mnﬁ 'e:m’é”\ 2013426 H 7 H., L
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N W, AL RX LA )Ty A

Percellome Project OHERE & 2 o) FHE — |
[ IR AT AP 2 — . KB, 2012
10 A 30 B, ity

Satoshi KITAJIMA, Ken-ich1 AISAKI,
Katsuhide IGARASHI and Jun KANNO,
Application of Percellome Toxicogenomics

approach to food safety in case of a flavor,

estragole,  The 6th  International
Congress  of  Asian  Society  of
Toxicology(2012.7.20) Sendai,
Symposium

e W, FEMFEE— F-EE S R

o DL EVEMERRIC M T 72 Percellome |
Xoval )7 AOEM—FR=A N7 A
— N DYH—. 5 39 [Bl B ARTEM A
£ 20124E 7T A 17T B s, % 0E

B fii, Percellome Project : k. Nises.
FEZ T8 39 [0 H AR SR ES
20124F 7 H 17T B, A, >R T L
Modernization and

Jun Kanno,

Harmonization of  Toxicology; an
Approach by Percellome Toxicogenomics,
2012 Global
Science

(2012.5.11) Hangzhou, People's Republic

of China, Invited

Summit on Regulatory

Modernizing  Toxicology

ABMES TS AN NSE DS OPY  ATHEE RS R R

file— LU 5, ki, AR

T 7N ASERERE Lo O R B
DOEEOWHEGIZ 81T % Percellome 151285

We AN R A 27 A H 40 6] H AR FEME

E e TRIEESS (20 13.6.18)
Kitajima S, Aisaki K, Igarashi K, Kanno
dJ. Application  of  Percellome

Toxicogenomics approach to food safety: A

flavor, estragole appears to be a
PPAR-alpha agonist. The XIIT
International Congress of Toxicology

2013 (ICT 2013)] (2013.7.3.), Seoul, Korea

Tanemura K, Igarashi K, Furukawa Y,
Otsuka M, Aisaki K, Kitajima S, Sato K,
Kanno J. Delayed Effects on CNS
Induced by Disturbance of Neural
Activity during Development -
Behavioral Impairment in Male Adult
Mice Induced by Postnatal Oral Intake of
Acephate. The  XIII
Congress of Toxicology 2013 (ICT 2013)]

(2013.7.3.), Seoul, Korea

International

JEus . mAE HR. TR BETS. AR fE

—. BB #fi. Percellome fMaFEAYERAM K
Xoal s I s A, Rk 24 RN

EANBARERYES HEHFSBBRES
(2012.11.16)
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Satoshi KITAJIMA, Ken-ichi AISAKI,
Katsuhide IGARASHI and Jun KANNO,
Application of Percellome Toxicogenomics

approach to food safety in case of a flavor,

estragole, The 6th  International
Congress of  Asian Society of
Toxicology(2012.7.20) Sendai,

Symposium

Katsuhide Igarashi, Noriko Moriyama,

Kentaro Tanemura, Maki Otsuka,
Yusuke Furukawa, Hirotsugu Asano,
Kinichi Nakashima and Jun Kanno,

Glucocorticoid Receptor (GR) enhances
the astrocytic differentiation of neural
stem cells via LIF-STAT3-GFAP pathway
by a ligand dependent binding of GR to
STAT3 at the STAT3 responsive element

of GFAP promoter, 15th International
Congress on Hormonal Steroids and
(2012.11.16)

Homones & Cancer

Kanazawa, poster

Kitano, H. Frontiers of Systems Biology
and Software Platform. Presentation at
LOREAL, LOREAL Research &
Innovation, Aulnay-sous-Bois,
Apr. 22, 2014. (invited)

France,

Kitano, H, Multiscale disease systems

modelling. Tth Noordwijkerhout
Symposium on Pharmacokinetics,
Pharmacodynamics and Systems
Pharmacology: “SYSTEMS

PHARMACOLOGY IN DRUG
DISCOVERY AND DEVELOPMENT”,
NH Conference Centre Leeuwenhorst,
Noordwijkerhout, the Netherlands, Apr.
24, 2014. (invited)

EEFZEH. AT AEBEFOMIEE 7T v
R 7o — LE. 8 41 B AEESR 2%
WES VU RO UL FBHEAI I 2 —EE
FHREAX Y NU—7 2ERNE L, 15K,
FE. ROEN S ORI OFE A —, #F
ERE2#E, July 2, 2014. (invited)

Ghosh, S.; Kitano, H. Garuda: Fly to the
future of biology. ISMB 2014, John B.
Hynes

Memorial Convention Center,

Boston, USA, July 14, 2014.

Kitano, H. Systems Drug Discovery and

Software Platform. Unlocking unique
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clinical research roadmaps wusing a
systems approach, ICSB 2014, Melbourne
Convention and Exhibition Centre, Sep.

15, 2014.

Kitano, H.
Applications.

Systems  Biology and
ICSB 2014, Melbourne
Convention and Exhibition Centre, Sep.

16, 2014. (invited)

Kitano, H. Garuda Platform: An
integrated software solution for
data-driven medical sciences. World

Health Summit 2014, Federal Foreign
Office, Berlin, Germany, Oct. 20, 2014.
(invited)

Kitano, H. Systems drug discovery and
Neuro-degenerative diseases. CHDI's 8th
Annual Huntington's Disease
therapeutics Conference: A Forum for
Drug Discovery & Development, Molino
Stucky Hilton Hotel, Venice, Italy, Apr. 9,

2013. (invited)

Kitano, H. Systems Biomedicine for Drug
Discovery and Personalized Healthcare.
Seminar at Institute for Infocomm
Research(I2R), Institute for Infocomm
Research(I2R), Singapore, Apr. 12, 2013.

(invited)

Kitano, H. Systems Biology: past, present,
future. Talk at AIBN at the University of
Queensland, Australian Institute for

Bioengineering and Nanotechnology,

University of Queensland, Brisbane,

Australia, May 9, 2013. (invited)

Kitano, H. Systems biology in the context
of systems and precision engineering.
Talk at Australian Institute of Marine
Science(AIMS),  AIMS,
Australia, May 10. 2013. (invited)

Townsville,

W2, AT A X an Y —TT

N7 gL 540 [0 B AREEPE SRS SR AE S
CURT LT IEEA I AL, FIEA Y
¥, T#E, Junel8, 2013. (invited)

Kitano, H. Systems biology and systems
biomedicine: integrative systems sciences
and biomedical sciences. 35th Annual
International Conference of the IEEE
Engineering in Medicine and Biology
Society, Osaka International Convention
Center, Osaka, July 7, 2013. (invited
keynote)

Kitano, H. Systems Biology Platform for
Drug Discovery. Talk at Imperial College,
London, UK, July 30, 2013. (invited)

Kitano, H. Systems Biology and Software
Platform. Nature Publishing Group Asian
Academic Publishing team meeting,
Sheraton Miyako Hotel, Sep. 6, 2013.

(invited)

H. Garuda

inter-operability for

Kitano, Platform: An
integrated

biomedical software and data resources.
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COMBINE 2013, Institut Curie, Paris,
France, Sep. 16, 2013. (invited)

BRI, VAT AL A —RERL
TeA A=—A—Hfi. B ASA AT 7 /A
B4 A5 2 ONLINE Yu7=xvi g
NI F— [EFNLEST Y =L
Fv—h—FROBR] , a7 3ak—n,
Oct. 2, 2013. (invited)

Kitano, H. Systems Drug Discovery and
Systems Biomedicine. Systems Biology
Seminar co-hosted by Garvan Institute
and UNSW, Garvan Institute, Sydney,
Oct. 11, 2013. (invited)

TS A= —FHl. HEQHIA T
BV A AN s . Nov. 1, 2013.
(invited)

LB 7. Systems drug discovery and its
software platform > A7 LAIFEKL YV 7 k
DT T Ty b7 —4h EISF—@RH
A TR WIR %R, Dec. 3,
2013. (invited)

LB, ZREE AR £ T VRIS
DO RHEFR A — FET. SIRERKF
% 15 Bl KMU WFoE#etEY < F—, &REFR
KEIERBE, Dec.4, 2013. (invited)

it % 7% B . Current Status and
Perspectives on Systems Drug Discovery.
VAT LBIEOBRESHORE. TAY
F Ty —<tNtEIS—, TAEAL 77—

< KRR 4, Dec. 24, 2013. (invited)

Natalia Polouliakh and Hiroaki Kitano
“Discovery of gene network by clustering
and promoter analysis. The Journal of
Toxicological Sciences ISNB:0388-1350
Vol:37 (Supplement 1) S31. The Japanese
Society of Toxicology.

Kitano, H. Will engineering play the lead

role in drug discovery in 20307?
BioMelbourne Dbreakfast, Cinema 1,
Melbourne, Australia, June 5.

2012.(invited)

Kitano, H. Software Platform for Systems
Drug Daiscovery. Bio-IT World Asia
Conference 2012, Marina Bay Sands,
Singapore, June 8, 2012. (invited)

Kitano, H. Systems Drug Design and
Garuda Software Platform. Network
Biology SIG: On the Analysis and
Visualization of Network in Biology
(NetBio SIG), ISMB 2012, Long Beach
Convention Center, USA, July 13, 2012.

(invited)

H. HD-Physiology,
and Computational
prediction. Talk at FDA, FDA, Silver
Spring, USA, July 17, 2012. (invited)

Kitano, Garuda,

drug side-effects

Kitano, H.

Seminar at

Biological  Robustness.

University of Toronto,

University of Toronto, Canada, Aug. 20,
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2012. (invited)

Kitano, H. Systems Biology powered by
Artificial Intelligence. PRICAI-2012: 12th
Pacific Rim International Conference on
Artificial Intelligence (via skype, invited),
Pullman Hotel,

7, 2012. (invited)

Kuching, Malaysia, Sep.

Kitano, H. VPH in industrial research.

VPH 2012, Savoy Place, London, UK, Sep.

20, 2012. (invited)

L5720, o 27 LfIEE L Garuda 77 v
k7 =L OB BioJapan 2012, /N3 7
4 T, Oct. 11, 2012, (invited)

Kitano, H. Systems biomedicine and their
computational platforms. FOSBE 2012,
Institute for Advanced Biosciences, Keio
University, Oct. 21, 2012. (invited

keynote)

LW, o 2T A Fr O—ih.
6 0] KAST & AT L3A Fa O—35FE, 7
IRM bYA= 28—, Nov. 2, 2012.
(invited)

Kitano, H.
invited Talk at DSTO, Defence Science
and Technology Organisation (DSTO),

“Systems Toxicology”, An

Department of Defence, Australian
Government, Melbourne, Australia, Dec.

4, 2012. (invited)

L% 72 B3 . Data-Driven Network-Based

Biomarker Discovery. 5 35 2 HAZ+
B RNAAT s I

— T B 2 G Y Dec. 12, 2012.

(invited)
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Summary of Analysis - Selected DownLiver M1 Copy AND Or of ttest001 - 2015-01-06 08.20

Top Canonical Pathways

Name

p-value Ratio
EIF2 Signaling 1.43E-37 72/185
(0.389)
Oxidative Phosphorylation 1.22E-31 51/109
(0.468)
Mitochondrial Dysfunction 1.34E-28 60/171
(0.351)
Regutation of elF4 and p70S6K Signaling 8.63E-14 38/146
(0.26)
Acute Phase Response Signaling 2E-10 36/169
(0.213)

Top Upstream Regulators

Upstream Regulator p-value of overlap Predicted
Activation
State
RICTOR 7.17E-75 Activated
HNF4A 1.21E-45 Inhibited
MYCN 6.44E-35 Inhibited
CD 437 1.70E-32 Activated
5-fluorouracil 8.72E-30 Activated
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