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Datal is more similar to DataZ than Data3. Therefore, integration of aptimal algorithms for
Data2 (A1, A4, and AS5) can be a better strategy than integration of optimal algarithms for Datad
(A1, A2, and A3) to infer GRN from Datat.
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We next analyzed how method-specific biases influenced the recovery of
different connectivity patterns (network motifs), and we observed

No bles characteristic trends for different method categories.
Less
confident Algorithms compliment each other.
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Ml and correlation based algorithms can recover feed-forward loops most
reliably, while regression and BNs can more accurately recover linear cascades
than Ml and correlation based algorithms.
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An example of interesting pathway
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A pathway from genes in G1 to
those in G3 may be interesting.

Dpc8.00-8.25

SHOE



CellDesigner Payao

CellDesigner

4: Garuda Platform

Percellome

Garuda Platform

Garuda Platform

Ver. 5



Garuda Platform

Garuda Platform

2014
D.
Garuda
Platform
Garuda Platform
E.

Garuda Platform

Maria Marti-Solano, Ewan Birney,
Antoine Bril, Oscar Della Pasqua,
Hiroaki Kitano, Barend Mons, loannis
Xenarios and Ferran Sanz.
Integrative knowledge management to
enhance pharmaceutical R&D. Nature
Reviews Drug Discovery. 13, 4,
239-240, Apr. 1, 2014.

Yoshiyuki ASAl; Takeshi ABE, Hideki
OKA, Masao OKITA, Ken-ichi HAGIHARA,
Samik  GHOSH, Yukiko MATSUOKA,
Yoshihisa KURACHI, Taishin NOMURA,
Hiroaki KITANO. A Versatile Platform
for Multilevel Modeling of
Physiological Systems: SBML-PHML
Hybrid Modeling and Simulation. ABE
Advanced Biomedical Engineering. 3,
50-58, May 17, 2014.

Tokiko Watanabe, Eiryo Kawakami,
Jason E. Shoemaker, Tiago J.S. Lopes,
Yukiko Matsuoka, Yuriko Tomita,
Hiroko Kozuka-Hata, Takeo Gorai,
Tomoko Kuwahara, Eiji Takeda,
Atsushi Nagata, Ryo Takano, Maki
Kiso, Makoto Yamashita, Yuko
Sakai-Tagawa, Hiroaki  Katsura,
Naoki Nonaka, Hiroko Fujii, Ken
Fujii, Yukihiko Sugita, Takeshi Noda,
Hideo Goto, Satoshi Fukuyama, Shinji



Watanabe, Gabriele Neumann, Masaaki
Oyama, Hiroaki Kitano, and Yoshihiro
Kawaoka . Influenza  Virus-Host
Interactome Screen as a Platform for
Antiviral Drug Development. Cell
Host & Microbe, 16, 6, 795-805,
Dec.10, 2014.

Jablonska Agnieszka and Natalia
Polouliakh In silico discovery of

novel transcription factors

regulated by mTOR pathway activities.

Frontier in Cell and Developmental
Biology ISSN: 2296-634X,
DOI:10.3389/fcell. 2014.00023 Vol:2
No.23 June 3, 2014.

Kitano, H. Frontiers of Systems
Biology and Software Platform.
Presentation at L’ OREAL, L’ OREAL
Research & Innovation,
Aulnay-sous-Bois, France, Apr. 22,
2014. (invited)

Kitano, H, Multiscale disease
systems modelling. 7th
Noordwi jkerhout Symposium on
Pharmacokinetics, Pharmacodynamics
and Systems Pharmacology: “ SYSTEMS
PHARMACOLOGY IN DRUG DISCOVERY AND
DEVELOPMENT” , NH Conference Centre
Leeuwenhorst, Noordwijkerhout, the
Netherlands, Apr. 24, 2014.

(invited)

41

July 2, 2014. (invited)

Ghosh, S.; Kitano, H. Garuda: Fly to
the future of biology. ISMB 2014,
John B. Hynes Memorial Convention
Center, Boston, USA, July 14, 2014.
Kitano, H. Systems Drug Discovery
and Software Platform. Unlocking
unique clinical research roadmaps
using a systems approach, 1CSB 2014,
Melbourne Convention and Exhibition
Centre, Sep. 15, 2014.

Kitano, H. Systems Biology and
Applications. ICSB 2014, Melbourne
Convention and Exhibition Centre,
Sep. 16, 2014. (invited)

Kitano, H. Garuda Platform: An
integrated software solution for
data-driven medical sciences. World
Health Summit 2014, Federal Foreign
Office, Berlin, Germany, Oct. 20,
2014. (invited)



