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RSort : false positive X}k
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RSort :Graph Density (GD) filter

% 5F) GD ver.18 // Max DensityX = 3.5, Y=35, X or Y

TTG016-L(C) Surface DataSet

Matrix: 4x5
70— :

RSort(Expand G2 _AP) :

HRICK5:ER:

45101

TTGO020-L Surface DataSet

Matrix: 5x5
70— :

RSort(Expand G2 _AP) :

BRIC&LDHER:

4420
1255

45101

2713
302

— 3838 (86.8%, A582)
— 1237 (98.6%, A18)
— 1866 (68.8%, A847)

292 (96.7%, A10)
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Project Data
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S MNMEEME201256 AR A]) EXRELEILEEVEREZED
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Percellome Gadget

Bnerceucme s ; ! % l:&u‘ﬂw
7 : ’
Qi Feresieme Projest i 0|
loptat Y T ————
i -
e=r T Rl
‘ T
ORI G —
T —— |
T —
T _—
o Percellome DB
| /l e e O R <_—__] REST* API
| =0 !
‘ o :
‘ 480 ~
Soacis st *REST
[Mouse [z é;; | (Representational State Transfer)
Chemical w200 INAIS=AFLT VAT LDIzHDYIRDTT
[rcoo2:37,8-etrachioroatve... |~ | ‘l‘: | " T—XTIFXDAZAILDVED
Project ) 5?] 1 ’ API
[7co0(2,37,8-Tetrachiorodibe... | » { | o .
e e — L (Application Programming
ﬁMZZZﬂ_aJI v {1l Interface)
' e — e ) F7IVr—av(a—¥oTng5L)mosHE

DAMBEEEESHDAE—T1—Z,

REST API of PercellomeWeb

User manual

REST (Representational State Transfer) —— —
/ \’f/ {_}7:47 :/Xﬁ-ixo)f:&)a)\jj '\I'717 i REST APL of PercellomeWeb Service ver.1 (1ov2012
F—FFIF v DREALDVED

http://percellome.nihs.go.jp/PDBR/v1.dll/ds/rest/
tools/Surface/6/1422217_a_at/ASIT/N/330-340-
50-1/A-0-N/400-400-8

REST client 151 1

., Functions
= Cresst’Trest]) == W= —
. *  Announcement
L - P R i R R B R *  Percellomelogo
%) valproc scd/Aver/jgavege/TTG1ST 7 ;
: 5 Vi 304, [loavage//TTG 1S Auto Mn 0 . Project
| ol amvag e st *  ProbeSetid

?i DE-P)/Testsjga<a08 /TGOS = .
gg/?_:%ﬁ;:?‘: o et *  Genelnformation
ST % | e o *  GroupAverageData(formatted)
/Aver/ i il 450
g:i_i”wm“.. Saeseb £ *  GroupSdData(formatted)
i o gt £ *  GroupMedianData(formatted)
T Interpolsted £ 5
e Vehce wbracton o *  GroupMaximumbData(formatted)
100 %
e ® *  GroupMinimumbData(formatted)
Bevate
Transparency * IndividualData(formatted)
Wrermicin ¢ SurfaceGraph
Font Size L]

48
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Percellome Gadget with REST APl of PercellomeWeb

@ Project (ex. keyword="“TCD")
http://percellome.nihs.go.jp/PDBR/v1.dll/ds/rest/tools/project/mouse/TCD

@ Pobe Set ID (ex. keyword="cyp1")
http://percellome.nihs.go.jp/PDBR/v1.dll/ds/rest/tools/psid/mouse/cyp1l

@® Gene Information
http://percellome.nihs.go.jp/PDBR/v1.dll/ds/rest/tools/geneinfo/mouse/1422217 a_at

@ Group Average Data (formatted)
http://percellome.nihs.go.jp/PDBR/v1.dll/ds/rest/tools/AvData/4/1422217 a at

@ Surface Graph
http://percellome.nihs.go.jp/PDBR/v1.dll/ds/rest/Tools/Surface/6/1422217 a at/AS/N/330-

340-50-1/A-0-N/300-300-8

new @ Search Chemicals by keyword (ex. keyword="oxidative")
http://percellome.nihs.go.jp/pdbr/v1.dll/ds/rest/tools/chemical/oxidative

new @ Retrieve RSort Genelist (ex. Projectld=4)
http://percellome.nihs.go.jp/pdbr/vi1.dll/ds/rest/tools/genelist/4

= H24F E DR

o TGPOYR-rXLaAF/ZSHRT—RDHE
~3— L A% Ortholog IR AR AT B fiT (D BAF

o —RRBYTT (4} EBSpike AVHRIMSNTULNELY) B TE B H
IA9AT7LAT—3DE S HETE M DORAR

- BTV I T T7HBEERGaruda~D R
~ REST API of PercellomeWeb service ver.1

-207-



“Jl'

N
T

H2SEE D RLE

RSort DX B

B Zhim it D4 RER £
BEFZEWMBIXLEET) D

Fﬁ‘%’%ﬁ’i*ﬁl:é:é%ﬁ%ﬁbﬂﬁ@#ﬁﬂj7)b:i")Z°A
It

EEr0Y 2o 7 @ E B Garuda~D Xt it
REST API of PercellomeWeb service ver.2

H26FEE DR

JEPercellomeft = HEET: SV T —2HLFE

ideal control T—32MDAR,
~HBEREREEROERERICFTMOBEER L

MFSurface’dE D | BITIERZENRILT HT=HD
A—H—A3—TxA ALk

;éri%ellomeExplorer’&*UFﬁLT:##EE‘J%iﬁ@*ﬁOD

-208-




BAGBR LIRS (LFEWE D X 7 HEEHE)

SN FERE E

MbEWE OB EMEEHMEREOTEL, EEIZET 8%
—RAEEBMNREE N as ) IV AT — R AOHER - 5T &
TRl S AT LAOERILDBDA > T F~T 4 7 AFMEE — |

(H24-{bZ~$57E-006)
SRR [V R T A hF v oo U—RT AR ORI %
WrgesfE . AnER Z2EA
BEEEFNEENEA S AT A « A o d—ifEE 25

MRES

AFETIE, AT LA FaY—% hFaaV—IZsl L, KEE»OE
T2 T — 2 2 HIRA L ALFE OFEOEF O 2 T 5 L RRIZ,
BEFRRT —Z IR SN AP ENG . ZORRWED . 5
Fy hT—=7 DEDMBIZHELZRITLTWEO0RERZFET D FIELEE
L7z, Zhid, MEEICHBENZEROT VIV XA EIT > HROER
THIEBERIEET VT XL THY | BURTORLENTZ AN EFAEDORKRL L
ERNCHERFT 2 2 LI L7cidn, = b B —0E L K@ 7 v =
U ZLDOMBEDLEECRE L. BRICHRRT v P 2 ET ORI EH L,
X B, ZOY AT L% Inference cloud & LT Web—service & U T TE 5
OB EITo T, T2, 77 AZ Y 77 hyx=T (AGCT) @ Percellome
F— B ~DEBECCHERBELOEEDOR L2 FEE L, mEbEEmR Lz, &5
IZ, Percellome ¥ —#X—2D, EHENRY 7 MU =7 OLEEE Garuda
Platform F~DEIEAED, FD Y 7 F 7T % Garudaplatform O —fZ/ABH/
—Vare& L TERMmEBEE L,

. WFREM
ARFFETIX, KB ORI T — &
= HDIFIA L, (LEDEDOFEMEDOEFO
R HET 2 LRI, BETRET—
ZIZKMEN D EBRFREENDL, ZDJR
WE», BETHERry b= DED
EATHBEERITLTWDEDNR EERE
THFEEZEE L, ZOFEIIL-T,
RKEOTIER 2 ENSEHN LR LT
v TR DEBIZ X - TEMEOFE S

fECE D ERFIZ, REET —2 b8
WZBE L CEBT 5 EGFHORE L £
LOMAERABR, SHI2E., &1 D4R
FHREE - IEEICHEBET S L EbLD
BETFOEEBNC LT, TN60ERICHE
92 EOBBTHSC L OB FBEZ
TOMEBERFOZBENEETH D12 H
BB EBHEKD,

R, 2D —EDFEZ, Y7 by

-209-



7L LTCERL, E<HASNDZ R
HFELW, £ZT, Fxd, #BL, MR
M A TV 5, Garuda Common Platform (&
WL L 7= —#D Y 7 Ny =T — L& B
L7,

B. WL
KAWL, VAT AL A d—% b X
vanY—|lSHAT AR THY . KD
FETIEELAENR PSRy NU—7
R LB OMRAE REE T 5, 2
D=, KT —2%2FHT 2 FikE K
BB SCIRAE 72 & &2 W C K9 5 B
THHE. T LTCENLEHRANRT T v
R7 4+ —2IZEELURSFIHTED LI
TOMEICL - THREND, LoT. 2
ORFFEIE, L FOHBICX S TE 5 ¢

(1) KBIELT — & 6 Ot 1 il 18 B
fRHEET NI X ADB%E & KR

(2) KRBT — & 56 O AR REF ##s
TREHEE T VT Y XL DI &
R

(3) KB CETE R EOEMNFIEL
(B FE DS

(4) Garuda Platform & ZDEE Y 7 |
7 =7 OWFFERR

C. WroERkE
11 KBELT — 2 5 b O &A1l 15 BIFR HE
ET AT LD LKA

Percellome % < OAfFE THIH X T
WOHBGLTRET—2 2R L, B TM
DFRBEB O AR L REERER Y b T
— 7 DR Z AL TDLFEOMELIT-

7oo BUE, MIBETFRET—FZ106DFR Y b
U — 7 At ORFFEIE % < AT TV D A3,
ZOREITE L 2, FlZE, IR b
TWDH A At 2RI L 5iEiE, g
D OB IZx L TKEDT — ¥ 03 F
T 5L IR FELITE R,
ZO XD RP T, FHAENT R Mutual
Information) ZF|H 3 5 FiEO H A5 LT
WBA, EOEDRMEHRFIECLY,
HEEREROKEE 72 LI REESTL 5,
Tx T BT, BROFHAFEOMAE
bEEZFHLT, ZRHOBFFELY,

WEOBmWFIELHRE LT,
A ....................................... ;m ...............................
: [ g:’:ummm, unknown Dwal. T

Simiarity between Datal and Data2
gi— " — —— 78 i
é
4| 3
2o
E|
£l s
g ° H
£. . £,
| o i +
f:lo 2 +
3 H
: i

;;;;

o

S Daran betwasrs b sRgeritons ke Ot

€ Gomrcn Detawen two sigcerhess tor Dot |

E Data1 is more simdar to Data2 than Data3 Therefore, integration of optimal algorithms for :
+ | Data2 (A1. A4, and AS) can be & better sirategy than integration of optimal algorithms for Datad § |
+ | (A1, A2 and A3) 10 infer GRN from Datat L

1: T —XDOREOIhoRET VY
X LFEERTE

-210-



Rank=1
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More We next analyzed how method-specific biases influenced the recovery of
%0t |l different connectivity patterns (network motifs}, and we observed
l characteristic trends for different method categories.

Algorithms compliment each other.

C3. Mi & corr. C2 Bayesan C1. Regression

GO080 HOOBOV Mews

Ml and correlation based algorithms can recover feed-forward loops most
reliably, while regression and BNs can more accurately recover linear cascades
than Ml and correlation based algorithms.

K3 HESNZHAEERDEEE~y 7

X4 : HEINT-BEIHIERY hU—2
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An example of interesting pathway
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Dpc8.00-8.25

A pathway from genes in G1 to
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