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Rae230v2 : 16867 ps ( coverage 54.2%, most Freq =26 )
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Mouse Rat
Vehicle chip Tissue SpF | chip total Vehicle chip Tissue SpF total
Liver 0.005 |276 MC 0.5% 1475 Liver 0.02
Liver 0.02 |344 comn oil 342 Liver 0.02 2072
Lung 0.0006 | 60 saline 255 Liver 0.02
Heart 0.0025 | 60
MC 0.5% 1047 | Hippocampus | 0.003 | 80
Hippocampus | 0.01 24
Kidney 0.002 [179
Testis 0.004 12
Testis 0015 | 12
Liver 0.005 | 141
Liver 0.02 [129
Lung 0.0006 | 83 —_— N L [ -~
com oil 484 Heart 0.0025 | 12 rat 7 go)sncaICb\ n] ﬁb“—fd‘of:

Hippocampus | 0.01 24
Kidney 0.002 | 59
Testis 0.004 | 12

380
Testis 0.015 | 24 2

Liver 0.02 108
Kidney 0.002 | 24
DMSO 0.1% + MC 0.5% | 156 Testis 0015 | 12
Thymus 0.001 12
Liver 0.005 | 36
DMSO 0.1% + com oil | 121 Liver 0.02 73
Kidney 0.002 12
, . Liver 0.02 12
DMSO 10% + corn oil 24 Kidney 0002 | 12
Liver 0005 | 84
ITG(2hr x 1day) 166 Lung 0.0006 | 82
Liver 0005 | 97
ITG(6hr x 7days) 180 Lung 50006 L83
Liver 0.005 | 108
ITG(22hr x 7days) 202 Lung 00006 | 94
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cytochrome P450, family 1, subfamily a, polypeptide 1
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SCoM ver 022 20141212 144058 SCad vr 022  200N2N2 1440 58 SCaM ver022 20141212 14 4650
TGPO4OLO011 TXT (R \TGPWParcwbone £\TGPOOAOLaceamInophen-single v aw! TOPOBBL-01 | TXT (R \TGPPwrcatome AT GPO0OM CCM-singhe Vet TGPOBOL011 TXT (R \TOMParcrbomeft\TGPOOIO(VARYate Sadum-sngee Vawl)
Mouse Liver f L Mouse Lver #0021 L Mouse Liver i 002 /1L
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ideal control
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mouse_Liver:0.005::CornQil mouse_Liver 10.005::D-CornOQil mouse_Liver 10.005::MC
80 80 80
0 T0 0
60 60
580 550 550 TR,
g4 40 240
830 230 EE
w w w
20 20 20

5]
S
=

o
o

o

Vehicle

Dbp

D site albumin promoter binding protein

<<<BiologicalProcess>>> 0006350 // transcription // inferred from electronic annotation /// 0006355 // regulation of transcription, DNA-
dependent // traceable author statement /// 0006355 // regulation of transcription, DNA-dependent // inferred from electronic annotation ///
0007623 // circadian rhythm // traceable author statement /// 0042127 // regulation of cell proliferation // inferred from electronic annotation
/// 0045449 // regulation of transcription // inferred from electronic annotation /// 0048511 // rhythmic process // inferred from electronic
annotation

<<<CellularComponent>>> 0005634 // nucleus // inferred from electronic annotation

<<<MolecularFunction>>> 0003677 // DNA binding // inferred from electronic annotation /// 0003700 // transcription factor activity // inferred
from electronic annotation /// 0043565 // sequence-specific DNA binding // inferred from electronic annotation /// 0046983 // protein
dimerization activity // inferred from electronic annotation

-195-



mouse_Liver€0:02:GornOQil mouse_Liver«0:02 :D-CornQil mouse_Liver€0:02 :D-MC mouse_Liver€:02 :MC
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mouse_Liver 42005 :CornOil mouse_Liver4:005 :D-CornOil mouse_Liver14:005:MC

R
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_Expression
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_Expression
- 888

Vehicle Vehicle

Mtl

metallothionein 1

<<<BiologicalProcess>>> 0006875 // cellular metal ion homeostasis // inferred from direct assay /// 0006882 // cellular zinc ion homeostasis //
inferred from mutant phenotype /// 0007263 // nitric oxide mediated signal transduction // inferred from mutant phenotype /// 0010273 //
detoxification of copper ion // inferred from genetic interaction

<<<CellularComponent>>> 0005764 // lysosome // inferred from direct assay /// 0005829 // cytosol // inferred from direct assay
<<<MolecularFunction>>> 0005507 // copper ion binding // inferred from direct assay /// 0008270 // zinc ion binding // traceable author
statement /// 0046872 // metal ion binding // inferred from direct assay /// 0046872 // metal ion binding // inferred from electronic annotation
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TTG040-L_SpNC ,_19:361

BA0TIESI

T
627 | 668 | 585 | 626
956 | 780 | 850 | 862
701 518 571 654
552 | 519 | 458 | 564

| 7—5—4 |
10 32 51 11
320 143 214 225
:> 65 19 66 17
84 18 179 76

mean 63.6
SD 13.1
intermediate 57.1~70.2
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