i)
(M hyo, J1—5—Hil, FHER, BRERS)

\
RNA 5 pg (2~5x%105 cells)

v
NGS [C KB fF#HT

\/
RNA-seq data f##r

\/
virus seqs?

Yes or No

K20 Wi —7 =P —NGS) ZfEo72 7 A N A EHEE

AR £33 M0 T N
(PSHA MY )| o) DOLARNA o U0 B7ve>TY g bsr s i

#HAD RNA

i
Bl Lo L RER SR

X 21 W —Z7 P —(NGS) o727 A N AR H B
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Samples No. of reads length/read Bases
(nt) (%>=30)

HEK293 23M 194 2.310G
(88.47)

HEK293 33M 195 3.316G
+ FCV 12 h (88.72)
HEK293 31M 194 30.96G
+ FCV 24 h (88.35)

% 2 HEK293 #ifg, FCV &Y« HEK293 #E RNA-seq T — &
(I1lumina HiSeq 2500 {fH)

unmapped seqs 1.1% unmapped seqgs 1.5% unmapped seqs 1.3%
virus-like seqgs 0.6% virus-like sogs 0.6% virus-iike seqgs 0.6%
Y

10,336,128 14,662,470 13,673,972

HEK293 HEK293+FCV12h HEK293+FCV24h

X 22 HEK293 #fif, FCV JBRY: HEK293 #BED RNA-seq F—ZIZEFEN B A IV AKE
=TV R
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ERV 0.01% ERV 0.010% ERV 0.010%

virus-like host FCV virus-like host FCY l virus-like host
FCY 0% lf segs 0.29%  9:21% \l/_ seqs 0.29%  0.09% 1\ 4y seqs 0.29%

virus-like seqs
0.6%

virus-like segs 0.6%
0.6%

98,666 167,017 126,987

HEK293 HEK293+FCV12h HEK293+FCV24h

X] 23 HEK293 #if@, FCV &Y HEK293 MIlEIZEEND VA VAL — 7 = ZDWN

R (D
98374 1659887 126371

1000 1
%] Badenovirus
T 800 -
0] DOvirus-like seqs (host seqs)
% 600 -
5 BERV
é 400 - BFCV
Z 200 -

0 -

X 24 HEK293 #if@, FCV R HEK293 MIRRIZE EN A UA VAR — 7 =V ZADN
R (@)
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2
‘© 2500
B & Urbana
> 2000
3 @ Fé4 V v
o 1800
o
B
9 1000
Q.
©
E 500
12
T o
O
o
1 500 4000 1500 2000 2500 3000 3500 4000 4300 5000 5500 6000 6500 7.080 7,688
FCLF4 ¥ VIR IE NN RN IO RS ERRNANANENEINL A NpR Ba (LU
Urbana |4 YN BN RN RN T AR RN NSNS IR i [P

[ 25 RNA A NVARIISEERS — T AN T WG
BRENTWALOTHRIEIZES VA VAT —F _R— R
WX THRHEHBRENED?D

ERV 0.01% ERV 0.012% ERV 0.013%

virus-like host l virus-like host 1 - virus-like host
FCV 0% v[’/“ seqs 0,29% ,/ seqs 0.25% ¥ seqs 0.31%

\

\ AdV seqs 99.7%

N

virus-like seqs

98,666 ‘ 259,409 154,484
HEK293 HEK293+FCV12h HEK293+FCV24h

X 26 YEEUVANAT —ZR—ABFEST T A NVAEY—T R
DR (2)
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NGS raw data fro RNA-seq

trimmomatic-0-2.32

mapping, star (or bowtie, bowtie2, tophat2) with hg38
mapping, star with viral.1.1

counting seq frequency, samtools

virus-like seqs

identification of back ground seqgs

mapping of short reads on virus genome
confirmation with extended virus database
de novo assembly

virus segs

X 27 NGS #HAWHBRDO VA NVARREBHTS572D0

RAFGA

(0]
£
5]
S 8000 100
o & = E Y =
= o = o
> =)
= / +80 <
g 600 Rsq=0.999 %
oS (@]
4 60 §
& s
g 4000 5
2]

40 o
g 2
2 5
‘%5 2000 -~ MVM_reads 5
5 -« Ref Seq% [20 O
Ke]
€
>
2

0 e e S 0
00 01 02 03 04 05 06 07 08 09 10 11
Fractions
(50M reads, SNL76/7 cells infected with MVM)

B 28 RBYTANVARHITHNERY A XD RNA-seq T — &
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Number of MVM Time for analysis
reads
bowtiel 472 8 min
bowtie2 6819 10 min
Bwa 6928 15 min
tophat2 6636 66 h
star 6952 3 min

#&3 BRI TS T B X D RNA-seq T — & OFFATIC DR LR S

DIANAERY— T T ADE
B - ARAT mE | 1vSTL B
RNA HE 44500H 890 2 BSfE
(RNeasy plus universal (50 samplefd)
mini kit)
HEERRAFY b 628000H 13083H
(TruSeq RNA Sample Prep (48 samplefd) (=628000/48) (BT
Kit v2 - Set A)
Jo—-el 666000F1/5> 92501
(TruSeq SR Cluster Kit v3 - | (RNA-seq, 20MU—~K; ®19H> (=666000/72) (Z—0X22>Y)
cBot - HS) IN/1L—>, 8L—~>9x8=7
2892TNIS5)
RIEEE 391000M/5> 5430M
(TruSeq SBS Kit v3 - HS, (=391000/72)
50 Cycle)
RNA-seq D JLRA#E ? B 2H
o
a5t (28653 +a)M™ ~ 1380

F4 NS ZESUANABHEDO 2 X b EREFRRICOWNT
(#l: HiSeq 2500, Illumina)
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Number of length/read Bases
reads (nt) (%>=30)

SNL76/7 54M 125 6.791G
(93.6/90.2)

SNL76/7 58M 125 7.246G
Irradiated (93.6/90.5)

SNL76/7 50M 125 6.271G
+ MVM (93.7/90.9)

%5 SNL76/7 #Hifa RNA-seq data (Illumina HiSeq 2500)

virus-like seqs 0.0036% rus-like seqs 0.0041% Evirus-like seqs 0.0018%
[Junmapped seqgs 1.4% 1 [Junmapped seqs 1.3% U [Junmapped

seqs 1.3%

54,329,172 57,969,198 5,017,082

SNL76/7 SNL76/7 irradiated SNL76/7 + MVM

29  SNL76/7 #ERE, HHRIRE¥ 76/7 MAME, MVM Yk SNL76/7 Ml RNA-seq I
EENDIIANAEY—T TR
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. virus-like host
virus-like host seqs 11.7% virus-like host seqs 11.9% [ seqs 2.4%

ERV seqs
21.4%

ERV seqs
88.3%

ERV seqs
88.1%

5"8‘05'.;2“;: seqs zlg:,s‘;q);: seqs virus-like seqs
1,986 2,470 9,434
SNL76/7 SNL76/7 irradiated SNL76/7 + MVM

30 SNL76/7 #ja, HehhBRERE ¥ 76/7 UM, MVM JEY4% SNL76/7 #IH RNA-seq O
A NAREL — 7 T ANER
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FE%@ﬂ%ﬁ%%ﬁ%é

(E#dn -

ERBREL X7 M) -V = 2RemEEE (B

SHHIIA - FHERTEERE) )

SR AR EE

FAR AR TEZR M ICR T 5 U A VA RHEICE T 558

BreEoEE R BIE B

B S AERTSE

T AYEME-ZR

MREE

B MMM FEEZREE TSI L2 BNE LT, BEI e~ NI T7 4 —/EE
MlAREO S NI EEEAF U AERT D &

A NV AZFRIRT B OBRRE 21T o 7.

T, VANAZEEEES R EeHREENTE D Z LALLM Lo,

MBEREIER LIV ANV AZEREZREIR S LCRESIN IH® SO Y A L2

SRRV

AFEAT

Bz v b iPS MBITIGH L72fER, BRO U A NV AZEREES FOREICK L. &
EATEEINIE, MRS TR RO VA NVA LT b— AT FELE LTEATHDIZ &N

EIEI Tz,

A BIRE®

FRASHERAN TR D ¥ A v 2 2 VERER
WRBWTE, Te MeEHERaE AV D ERRAFZE
BT AES), Te b (AT - ) B3k
AN TR GEZEDORER VDT A VA
REMEORRICET o258, Te b (BE -
FiE) AMEEsEN TERLREOLE R Y
TEMEOMERICET 25ES), Te ~ (BS -
[FfE) iPS () MM TERLOGERV
REMDERICET 288, KO, e b
ESHIM TERMEOME R ONEZLE O
FRICET 2188 ICEEBINTEUA L AR
ST AHELIET LT, Eibk, ®
ETR, RUORKEGOEEET, Wk
TANARE - BRBRETOLENDHD. @
B2 A NVARBREZRET HOIIE, £
ORADORIEME T AN ZICHIZ T, ¥Dk
SRR T A NV ADRARD DD, HD
UVMIRREL Y 2 7 REVONEHET S 2 b
NEETHD.

ICHQSATt M XiZEMWMllatkZ AV TH|
HEEINDHNAFEELOT A VAT 12

B4 2514 RTA4 1020, NEEROS R
T ANABRHEOHEREOZDICHRE IR
HRBE LT, BYMERREOETHERE
HE (L b oA VARER), Inviro 3ER,
Invivo 3Bk, WTONCHMAEREARBRED X E
FERRBRENIREN TS, BEET A
WADARY Y —= ke LT, PCRIE,
HUANAFUEE AWz RE2FE, &
UEBEEEENT LN TS, b0
FEIFFELSNZFETHY, BEMAS
EREICEN YA NADEEYHERT L2
EBTED. —F, VANVABERL, vA
JVARHIFARE OZEME (R) HEET S
TEWFEELRVEIDZ END, TR
ROFBIL, MO YA N AEZMEE T
THROOWEL L CHRIATE a[geMEN
»5. Bz, iPSHERAD L 51, HREORHE
FRAT A+ 72 FARIZ DWW T, @y
ANVAERERBRERET DT DDO—DD
BELE LTHBRERE 2D 5 DFREMEN
HB.
AFFFETITE T, MIREEICHE LY
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A IV A EAR A FR AR & U 7 A AR n
B0 T A NV A MR TR A BT 5
EAREME LT, TV ERWT,
A N A FARIRATEAN (Y A A LT b
— NRHTEEAT) ORISR A L2 ks,
BI%E L7z L7 b — DRHT AN & F
b M iPSHIARZR IS TEBL LoD A VA
ROFNT 2T 5 & & I, AT FEOF
JEVA: 2 e L 7z

B. BFRA®
B.1. BEH%
B.1.1. CHO-DG44 i@
0.1% Pluronic F-68 Z ¥l L7 DG44 EiHh
(GE Healthcare) 12, 2.0x10°cells/mL & 72 %
£ H1Z CHO-DG44 fifazfEfi L, 7 A4,
FEMEIEEEE (125 rpm, 37°C, 5% CO, & T)
L.
B.1.2. & b iPS g

b R iPS MG & LT, 253G #RE MV .
HUfE A N> 7 & fifB4#%, hES ML (bFGF
(R&D Systems) % & t¢ Primate ES £%
(ReproCELL)) % > "C Al A VR ¥ 7k % 3 L
L7-1%, feeder fifi (vA b~A 2 C ML
P SNL M) Z#5FE L7 dish IZ#E X, hES
e CEEFE U7, Feeder fifa EC4~6 BB
WCHEC AT, ae=—B+S0lE L,
B> dish mfglox LT+ a Ml & e
- 7=BZ, matrigel (BD Bioscences) T—
T 4 > LTz dish (TR L7z, Matrigel &
TOEEFEIZIT mTeSR1 55#1 (STEMCELL)
A L=, Matrigel 2—7 ¢ > dish %
FAW 7o 855& O RIL feederless single cell
passage VEIZHE - TAT » 7=
(Innovative Cell Technologies) % #shi L CHl
o oL C, MEROBROREHIT Y-27632

Accumax

(Wako) % e mTeSR1 B Hl CHIIRSRRNIE &
FHELL, 0.25%10° cells/60mm dish & 725 &
HWHEREL, 7 HREEGEE L7z,

B.2. MifaRim & 7B AT AL

B L 7= CHO-DG44 g (1.4 x 107 &)
bHouvEe HiPS e (3.0 x 10°{8) % PBS
C 3 [EPEE L, SmL @ PBS CHERE L 7-D
H, 1 mL @ 10 mM sulfo-NHS-LC-biotin
(Thermo Fisher Scientific) /KA % %, 4°C
T 2 R OEEIRTIC LY v ARG
#AT-7=. PBS T3 [E¥EH L7-%, 100 mM
glycine/PBS TEAF L& &1L &4, 300
ul @  RIPA buffer (0.1% SDS, 0.5%
deoxycholate, 1% NP-40, 150 mM NaCl, 50
mM Tris-HCI pH 8.0, fEFRAIIZ 1 pL @
Protease Inhibitor Cocktail (Sigma-Aldrich) %
WA 2%, 4°C T 1 RefElERENRF L,
15,000 rpm T 10 4yfizE L L7z O Lg%
RIPA lysate & L CEIX L7z,

B3. BAFUALE LRI BORR L HIL
Streptavidin  agarose resin 50% slurry
(Thermo Fisher Scientific) 10 uL (37> 5 uL
IZFEY) % PBS THEE L7-Dh, #iHZ 30
pL @ RIPA lysate [ZE#2 L, IR T 1 KR
fl7z. L% 100 uL @ RIPA buffer T 1
[E], #iKT 3 EWEEL, #HEEZ 100 uL O
guanidine buffer (8§ M guanidine-0.5 M EDTA
(pH 8.6)) ¥ 7=i& Tris buffer (50 mM Tris-HCl
(pH 8.5)) IZEH#HL L, 2yl @ 1 MDTT &h02
65°C T 20 53], HEITT48uL D 1M E/
g— FEEEE T D UL EMABELE LR D
FIRT 40 SIS E, BRIV RF T A
FMEEAT Tz, KIS, 0.5 mL OFIKT
LYV E 3 EYEEL, A% 100 uL @ 50
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mM Tris-HCI (pH 8.5)CTEH L, KIEE 5
ng/ul DIERE R Y 7L &M% 37°C T 16
FrfEL L7z, k& 7 4 )V Z —(Empty
Micro Bio-Spin, Bio-Rad) Gy L L ¥ %
B YD BRUN-. E 77, whole cell lysate & LT,
RIPA lysate 30 uL {Z 70 pLL @ guanidine buffer
Nz, FBEOFGTETIVARF VAT
N Ak & 1T v, PD minittap G-25 (GE
Healthcare) THidE, HAEFLBEDOE, 100 pL
@ Tris buffer CIEME L, IBEE Sng/ul O
fii VA 37°C T 16 BERIHEIE L
= WG EEIE Speed vac THEZE S H
25 uL D 0.1%FEEICEAE L, LC/MS 7347ic
g7z,

B4 ks v~ N7 57 40— /EEIW
(LC/MS)

SWTERBIILLT OB TH 5.

(1) LC

£ B
BioResources)
SHF /1 Z I: L- column2 C18 column (0.075
mm % 150 mm, ¢ 3 pum, CERI)

Ny 77 —AKROB & LT, 2%K&T90%
D7 b= MU NEET01%XBRIRIEEZE
AL, Wi 0.3 pL/min, B ¥ 5-65%D 1) =
TIITF 4 N CHBERIT T,

Paradigm MS4  (Michrome

2)MS

4£&: LTQ-FT (Thermo Fisher Scientific), &
X Orbitrap Elite (Thermo Fisher Scientific)
ORI TOERY ThoT-.

Xy 7 U —FHE:2.0kV

T RAANY S VO#IF: m/z 450-2000
2T AMSMSMS) 22U ¥V a R R
—:30%

3) # I ERE

Proteome Discoverer ¥ 7 + 7 =7 (1.4,
Thermo Fisher Scientific) @ Sequest HT #5%
TV ERWTE R ERERITo I,
CHO-DG44 #ifarsk s o /7 BORE T
UniProtKB H1® Cricetulus griseus %F& &3
L7 —HX—R%, Fiob b iPS MfEEE
ZUNRTEDRETIHE hEREETHT—
FR—=Re Wiz, EfiL LTV RTA >
BEDHLARF L AF L+ 58005 Da,
static), B LR AF A= EBEOEBEIH
15.995 Da, dynamic)Z 87 E L 7. 4 F 1k
ANTF R, EREER LT T eV
BEL, HESREFICIIITEN S
NBH5DT, LC-EFF 1k (+339.162) 15
B L7Zhoiz.

(fEmE~DRE)
b SRR iPS MIfREZ AW DT, BT
NEERRICFE Y AR 2B

C. MRERRUEBE
C.l. MBEERED T A N R ZREETER
(DVANAR V'S b—AEITEN) OB%%

C.1.1. CHO-DG44 #Hi & H 38 Whole cell
lysate 2> D U A /L A BB DERR
CHO-DG44 #fifel D RIPA lysate &, ZDFE
FBTINRF T AF AL, ROMY T
VL L7214, LCMS O 24T - 72 (X 1A,
whole cell lysate). Bif& L7z MS/MS 7 —# %
AT, ZU 7 BREEIT>TEERME
2A), REINT=HZ 7 EH (532 {#)
W oS VNI E, ROHRANZ V)
7EDEIEIE, ENEN27% KT 19%TH
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Sfe. WEH R RS L FE S
HOO, HEP 2 R BN R4 <
A AR ERITIE S A E BRI E R e

72(3% 2.whole).

C.1.2. B F AU E R0 H OWPHMESM:
DRRRS

Wiz LR EOEULGEE LT, iR
SrBEENNG B 3, Pk s 37 ORI
VRl SZRWIEE NG D, ElTE, S
F 7 IS PEA A T 2 o s B R
X v FAIRGE SN TWBH R, B IEE
il - BHEEERLS, BINEMET 52 8
PIRE STV D % ZC RIPA lysate 722 6,
MR RTENCAFAET D & L R0 DI 5
BB 5 7200, AR % FR 7o
IRy P CRERR T DR A B L. AT
{EHT DM A Sulfo-NHS-LC-biotin A+ ¢
R+ 52 & CHillaskm s v X7 DA
FALEIT, A EBRICEELA B LT
FFEY L TEFF AL R0 % fE
Licob, HEHEEEEERA ML T
EUNEA ST EEORETRET IV
REVAF AL EEILEIT > TRTF R
THIET, B BRI KBRS N
BoOmLoOMmEl 2R 72, Fiz, BEOE
TEHNVRX T ATFIAGIZIE, F NI E%
EHEISERISHRE®MO DD, 7T =
Tl EOEMREEDEERAVLOND
B, TT=UrBREERA NI T EY
VEBEESFEATF ALY R E DR
R TARMEEINZD, B
RHFVAFNALREOFEE L LT, 8 M D
7 =¥ && T guanidine buffer & 72
BHZM %, LYV EEf2EME e U CRESRIO
F % & T Tris buffer & AV 7=308H % BN A

Lz

EXFALE AL T R T BV TOM
fageim & X7 M OWME 21T > 122 & T,
[ SvTo a2 2 R0 I Lic b o
D (Tris buffer 358 {ifl, guanidine buffer 305 &),
W5 o S B OEIE VL, 27%0 6 32%
(Tris buffer)E 7213 43% (guanidine buffer)iZ
ER U2 2). £, UA IV AZEEEDE
# N 7 E LT, intercellular adhesion
molecule 1 (Coxsackievirus A13, A18, A21, K&
X rhinovirus), low-density lipoprotein receptor
(Rhinovirus), MHC class [ antigen Hm1-C4,
MHC class 1 antigen Hm1-C5 (LA_L, Simian
virus 40), neural cell adhesion molecule 1
(Rabies virus), nucleolin (respiratory syncytial
virus), dystroglycan (Old World arenaviruses ),
chondroitin sulfate proteoglycan 4 (Vaccinia
virus, Circovirus, &Y HSV1 and 3), K&
sulfated glycoprotein 1 (17 f, 3 1 )M
ESh, REKE 1 E»S 9 @MctEzESh
72(G& 2). BILANVKRX T AFALIZHNS
KRR OV CHE, guanidine buffer CTiET
HIVRF L AF ML ZAT 2126 D THRIZ Y
A NVAZFREEFTF ROBHER %<
(3% 2), Tris buffer & CiTMIfEN & 7 &
DORHENR Lo 7=("2B,C). 2D &h
5, AL F KT ED B FFUMORES
I% guanidine buffer F CIRTH VAR F T A F
IMEEIT > THREBFESICHERF SN TED,
e LABDREDEMESEMEZEA LTI

RN EWLBREN ERET DN, HRR
HEfAERE O U A NAZREEZERTE S
bDLEESND.

C13. RBENTZTANAZHEEDERER
7 d
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F2IWHET T TANAZRERES )
JBHFERTF RO MS 227 B IO
Zh b DTG MS/MS A7 ML EK 3
WRT . AT CRIEESNTZ VA NVAZER
(RBIE X R EHERTF FEEE LT
HZET, BUANAZEEEES XY
EOMXEENFREIC 2D & Bbnb.

C2. B MiPSHIBD YA VAL ET h—A
AT
C.2.1. & I iPS #HgHI3E whole cell lysate />
BDYANRZREETES R BOBRR
b b iPS MR D whole cell lysate % &
FTHNRF T AFA, BTV UERL
72t%, MREUCHE L CIXI0 EEYS DX
VR BEELCMS TH LT (/7Y ax
> b SRtk 5-65%B ¥R, 720 23 . K950 43
~600 FITT T, ZHEOE—7 BRI S
N7 (X 4A). BEINZ MSMS 7 —4% %
AWT, ZUR7EBRIEEZToIERER, R
E SNy o7 X 740 Th o7z,
RN NI E, BE NI, RUE
H U RIBOEIRE, WBE Ry BT
LT, £NEN20.0%, 194%, KT 164%
ThHY, MEANZ N7 EOFELEN &
HLEERTHo (K 5A). ¥ 7 B OEE
WESWTREEN L VR IEEHEL
72 &R, protein binding, RNA binding &
catalytic activity \ZBIE L7z Z /X7 EDJE
T, BELERPEN-T2(F 6A). KRIZ, F
LIZRLEV A MEZRAWT, RESINF
VRIBRD YA N AZRKEES Ly
BEBRRELZER, claudin-6(HCV), heat
shock 70 kDa protein 1A/1B, 4 (Japanese
encephalitis virus) , nucleolin (Respiratory

syncytial virus) , & [6)

coxsackievirus-adenovirus receptor
(Adenovirus 2, Adenovirus subgroups A, C, D,
E, F, & " Coxsackievirus B1-B6) DIFELEMN
S E 22 o 7. Whole cell lysate D434
FVEEDE LRI ERRES NN, U
ANAZEEBEEY R TBIXENTH Y,
o R EESETDOULENDD Z LN
REESh.

C.2.2. t b iPS MIRRERRE S50 VA
NWAZEARBE S N7 OB

Cl2. THRE L7 F U ERELFIA L
ZFBICED, B b PS MRS %
7 B ORNE - RERET o7, KA4AB) 13, B
fE - B L7zt b iPS Mlm kiR Y v o)
HD LCMS i (7 V= bRtk
5-65%B ¥, 360 /7)) IZX VFELIIZAN
—RAE—=2rmnv NI ATHD. MS/MS
T=EERANET =N ARRITEY,
631 FEEHD 7 L X 7 E B FE Sz, Whole
cell lysate & HbEZ U CRIEHIIRD L7Z23,
MRNZ VRO E, BE R0 E, RO
Z NI EDEEE, BE oo BTkt
LT, TNEN 19.1%, 16.3%, KT 19.2%
ThHV, EZ R EOHFELERR b ®
RLpoln(H 5B). X \7EOMEEICE
DL Z R B DA TIE, protein binding,
catalytic activity, K& TU'RNA binding 2B
L Z R EDIRETHEELERENREL,
whole cell lysate & (3872 > T /(X 6B).
o, VANVAZEEEES R 7EEL
T, 40S ribosomal protein SA (Sindbis virus),
CD81 antigen (HCV), Claudin-6 (HCV),
Coxsackievirus and adenovirus receptor
(Adenovirus 2, Adenovirus subgroups A, C, D,
E, F, }2T" Coxsackievirus B1-B6), heat shock
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70 kDa protein 1A/1B, 4 (Japanese encephalitis
virus), integrin beta-1 (Echovirus 1 &% 8§,
Human rotavirus, Human herpesvirus 8),
junctional adhesion molecule A(Reovirus, M
membrane

Y Orthorheovirus), lysosome

protein 2 (Enterovirus  71), nucleolin

(Respiratory syncytial virus), K Y solute
carrier family 2, facilitated glucose transporter
member 1 (Human T cell leukemia virus 1) (11
FEIE) 23 A A & M7= (3R 3).

BRI D, R1OY AR
W, O AN RZRRBE ST O—2 8 L
TUTNMERET B TWD, 22T, B
BT SN 7= 39E (Takakura, D, Kawasaki,
N. et’al., J Proteomics, 2014, 101, 17-30.) {Z
K OPERT T Nl Lictk, LC/MS 434
(X0 T aBEEAIMES T FOFEL
fEsB Uiz, B 7(A) VMG L 7o~ 7"F R
N—=2At = rm~< T ALTHD. K
IBEC 1O, ThEh, HEHBEET S
TAU AL TEHD miz366 KO mlz 657
ORI A A7~ NI L THD. Y
nv b7 ACR—EHIZTZZ 7 A M
FUBnBEH SN, VT nESEES
FEART T RPEEH E TN D FTREHEA E .
X 7(D) \ZiXE—2 A OfLECERESNE
MS/MS AT NVvER LT, 777 A b
AAY mz292, ROV6571E, WTNbT T
WVEREEEH 7 Z A M A A THD,
iPS MEAR O MR E 21T, o7 wESTINNE
BUNRTENFET DI ERPALMNE R
7z

D. &5
AWz TIX, 9, =EFAMBE LT,
B R ERLOEEMBE UTHA

ERNH MO —2>TdHh D CHO #lfa
DG44 Z VT, LOMS Wz LE 7 b
— LR AR L. e AT ke A
MR T EYERB L ek # o
RO EITH 2 &C, BhRE MR
RN DT A NVAZEREEREIR L,
TANAZFROBEREHD L T LN
T&EHI EER L. £, CHO HilE DG44
{2 Icam-1, LDL ZBERED Y A VAR
ERFEHRLTCNDLZ EERH L. DXL,
KIRMTEAT 2 VT, b b iPS Ao Lk
7 b= ARMT AT, R2FEEO U A LR
KBS FOREICKS L. AT
] L7z iPS MY, Zh b DsyT % iEH
LT DA NAIKT DREZERENT &
DRI, 51, By Fo iPS
fad L7 b— LT 21T 2 &Ik D,
YL Y 27 DFE T A N ADTFRNT G B
NHLOEBbRS.

E. EERIFR
RRMEIEAL L

F. BFRHER

1. FRSCHER

1) Hashii N, Harazono A, Kuribayashi R,
Takakura D, Kawasaki N:
Characterizations of N-Glycan
Heterogeneities of  Erythropoietin

Products by Liquid

Spectrometry

Analysis.  Rapid
Commun. Mass Spectrom., 30;28(8),

921-932 (2014)

2. PEREF HUFELL

Chromatography/Mass

and Multivariate
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G-1. ERFEREG ZUFERL

G-2. ZFOft BELFEHEARL
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1. 'frmfx E%fa‘-?& %hb%?ﬂ%?éu&?ﬁ%ﬁbh’(b‘é“?«(}bz1

antiproliferative antibody 1, Telraspanin-28, Tepan-285

Receploro: Sirus Ref =
Neurcpilin-1 (Vascu)ar endoébelsal cei! grow!?) fagto: 165
receptor, GO antigen CD304) Human T cel leukemia virus 1 1
NPCY {Miemann-Fick C1 protein) Ebola virus 143
claudin-1 {Senescence-associated epithelial rrembrane Hev 10414
protein}, claudin-8 :
LDLR (Low-density lipepretein recepton) Rhinevitus (minor group) 18
urnan immunodeficiency virus type 1 1
. E 4 i i1
CD4 (T-call surface giycoprotein CD4) &m::iggjﬁgsgégggﬁﬁ: bpe 2 :
Hurman hempesvirus 7 1
. Mew World arenaviruses [
Transferrin receptor 1 {C071) Wiouse marmmary Wmor vinis
. . Consackievitus A13. A8, AZ1
lcam-1 {CD54, interceliular adhesion mdecule 1} Wiaior Group TIMGviras (91 Seronpes) TS
MHCI Simian vitus 40 1
MHEH Adenovirus type S (subaroup C) 1
stein-Barr virus 1
Hsp70 Jepanese encephalilis viius 19
Low-affinity nerve growth facior receptor (CO271, Tumer N .
necrosis factor receptor superfamily member 16) Rabies virus 1
Coxsackievirus A2t 1
Coxsackievirus B1, 83, BS 1
DAF (Decay-accelerating factor, CDOE) Coxsackievirus B 19
Echovirus 3, 6. 7, 1110 13, 20, 21, 24, 29, 33 1
Echovirus 79 1
GLUT-T (Solute camier family 2, facilifated glucose transporter
member 1, Glucose transporter type 1, endhrecyte/brain, Human T seli leukemia virus 1 10
HepG2 glucose ransporterd
N-CAN-1 {CD56, Neursi cell adhesion molecule} Rabies virus 1
Carcinoembryonic antigen-refated celf adhesion molesule 1, e
(CD663, Bap, biliary glycopratein) Mouse hepatitis virus !

. Human coronavirys, 2288 1
Aminopeplidase N (CD13) Transmissable gastroenteritis virus 1
Foliovirus receptor (Pyr, NECL-5, CD155) Eorouis fypes 13 5
C046 (membrane cofacior protein, frophoblast leukooyte Adenovirus (21, B2 D} 3
commen antigen, TLX) Measies virus
VCAM-1 (Vascular cell adhesion protem 1, INCAM-100, Encephalonyocarditis vitus
<R108) Adenovirus {C) 3
nucleclin {pretein C23) RSV {respiratory synoyial virus) 4
CORT (Complement receplor type 2, Cr2, Compiement C3d e ; .
seceptor. Epstein-Barr virus receptor, EBV receptor) Epstein-Bair virus 1.10

Gibbon ape leukemia virus 1
Fit1 {Pituitary-specific positive ranscription factor 1) Feline leukensa virus T 1
Feline leukemia virus B 1
D80 {activation B7-1 antigen, B81, CTLA counterseceptor .
B7.1. BT} Adenovirus (B1, 82) 3
Laminin receptor (A4S rivosomal protein SA, 37 KDa laminin
receptor precursor, 37LRP, 37/87 kDa laminin receptor, . .
LRPAR, 57 kD laminin recepter, S7LR, Laminin receplor 4, | S obis Wus 1.10
LamB, Laminin-binding protein precursor p40, [ BP/P40)
CD86 (activation B7-2 antigen, B70, BUS3, CTLA-4 counter N
receptar B7.2. FUN-1) Adenovirus (81, 82) 3
CCRS {C-C chemekine receptor type 5, C-C CKR-5, CC-CKR-
5, CCR-5, CHEMR13. HIV-1 fusion corecepior, CD antigen Hiv §, 10
CO0185)
Ephrin-82 (EPH-related recepior tyresing kinase figand 5, oo
LERK-5. HTK ligand, HTK-L) Henipavinus 5. 10
Aslaloglyceprotein recentor GP-2 Sendai virus 1
081 (26 kDa cell surface profein TAPA, Target of the WOV 10

— 242 —




T TANARBRDFE ENLERBTHIEAMONTNDTMILAZ

Receptor Vitus iRef
MV 5. 10
CXRCré {(C-X-C chemokine receplor type 4) Human immunodeficiency virus type 2
Feling immunodeficiency vins
Adenovirus 2 ]
Car {ooxsackievirus-adenovirus receptor) Adenovirus suboroups A, C.D. E F
Coxsackiewirus B1 1o 86
Par-1 (oroteinase-activaled receptor 1) Porcine endoganous relrovirus A
Par-2 fproteinase-getivaled recepter 23 Porcine endogenoys relrovinus A
it (Felineleukemig vinis B
} Amphotrople runng leukemiz virus
BLAM (Signafing lymphotytic activation melecuie, D150} Messles vitus 30
Lysosome membirang protein 2 (85 kDa lysosomal membrang
sialogiycoprotein, LGPSS, CD36 antigen-like 2, Lysosome membrane Enterovines 71 16
protein #, LIMP (1, Scavenger receptor class B member 2, CO antigen
cp3sy
a-Dystroglycan {Dystrophin-asscciated giyeeprotein 1 [Cleaved into! .
Alphe-dystreglycan {AMpha-DGY; Bete-dystroglycen (Beta-DGID Ofd World arenavinises »
desmogiein-2 (DEG2, cadhesin family member 5, HDGC) Adenovirys {B1, B2} 3
PEGL-1 (P-selectin giycoprotein figand 1) Enterovirus 71 18
Mectin-1 (Poliovirus receptorrelated prolein 1. Herpes virus entry
medistor C, Herpesvirus entey mediater C, HveC, Herpesvirus lg-like Herpes simplex vires /2 14
receptor, HigR, Nectin-1, CD antigen CD111}
RDe RD134 1
Ephrin-B3 (EPHrelated receptor tr Brane ligand ELK-L3, EPH- L
related receptor tyrosine kinase ligand §, LERK-8) henipavinis 8
X Coxgackievirus B 10
oocludin THCV i
EGFR {epidermal growih factor receptor) Vaccinia virus 1
Scavenger receplor class B member 1 (SR-B1, €038, CD35 end LIMPI HoV 2 10
analogous 1, Collagen type | receptor, thrombospondin receptorlike 1) <
Hectin-2 (Poliovirus receptor-related protein 2, Herpes virus entry
mediator 8, Herpesvitus entry mediator 8, HveB, Hectin-2, CD antigen Herpes simplex virus 142 10
Co112y
HVEM (Tumor necrosis Tactor receplor superfamily member 14, Herpes
virus entry mediator A, Herpesvirus entry fator A, HveA, Tumor Herpes simplex virus 12 14
necrosis factor receptor-like 2. IR2, CD2TM
Hepatitis A virus celiular receplor 1 (HAVer-1, kidney injury molecule 1. gggé%;‘:———géw ;
KiM-1, T-cell immunogiobulin and mucin demain-containing protein 1, -—~—«~—J~——M -
N - N arburgviris (MARV) 7
TIMD-1, T-celf immunoglobulin mucin receptor 1, TINM-1, T-cefl membrane Teratiie A v T
protein 1) epalills A s
Ebodla virus 10
Nectin-4 (Poliovirus receptor-retated proten 4. ig superfamily receplor
LNIR, Mectin-4 [Cleaved Inte: Prosessed poliovirus recepiorrelated Measles virus g 10
| protein 4]}
ACEZ (angictensin_ cenverting enzyme 2) SARS coronavirus: 810
L-SIGN (C-type fectin famity 4 M, COR0Y antigen-iike
prolein 1, DC-SIGH-related protein, DC-SIGNR, Dendsitic cell-specific N
IC&M-3-grabbing non-integrin 2, DC-SIGN2, Liverlymph node-specific SARS coronadirus 1¢
ICAM-3-grabbing non-integrin, CD antigen CO299)
Dengue virus 2
HOWV 2
| Clay 3
DC-8IGN {(CD208, C-type lectin domain family 4 member L. Dendritic celi- | K8V (HHVSE) 2
specific ICAM-3-grabbing non-integrin 1, OC-SIGN1) MY .
HTLY 2
Bunyawvirus 1]
Ebcla virus 2
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References

Receploisaa i inin i saiaie INMnIS L e e ; ; Ref
CXCra (C-X-C chemokine receplor type 4) HiY 510
XPrl Xenotropic and polytropic murnine leukermia virus 1
scavenger receplor class A member 2, macrophage receptor .
MARCO, macrophage receplor with collagenous structure) Adenovirus (C) 3
Langern (CD207, C-type lectin domain family 4 member K3 HIY 2
. 3 Reovirus &
JAM (Junction adhesion mdecule) Ghomearys
Flver Feline ieukernia virus C
|o2B1 (Ma-2, CD4%0) Echovirus 1 and 8
| 2B1, a4t Human rotavirus 1
| o231, aVpd Echovirus 2
|a2pl, a2ft Hurran herpesvirus 8 1
aMBZ Adenorivus type 2 (subgroup ©)
oV integrins %ﬁz:ﬁx; g‘m £ {subgroup C) 5
Foot and mouth disease virus (FMDV} 2
aWi3 (vitronectin recaplorn) Coxsackisvirus A3 1
Echovinis 22 1
£3 integring Hantavirus
integring Rotavirus 0
Vaceinia virus p
Chondroitin sulfate protecgiycans Cireeirys 2z
HEViand 3 2
GM1 SVA0 polyomavirus g
| Histo-nlood group antigens Horovirus 0
Vaccinia vinss, Adenovirus, Norovirus, Clreovirus, Dengue
virus, HCV, MV,
Heparan suifate preteogiycans HSV1 and 2, KSV (HHVE), RSV, Rhinovirusdd, Footand |~
mouth disease virus (FMDV), HIV, HTLY
\actosesies tetrasaccharide ¢ John Cunningham polyomavirus ¢
Adenovirus
o Rhinovirusg7? 2
sialic acid Fotaviras 5
influenza A )
o Sendai virus
02,3 stalic acid influenza A vicus (avian) f
a2 6 o «2.3 sialic acid Rotavirus .
2.8 siglic acid nfiuenza A virus thuman) 2
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Entey Aecession  position Sequence ME+iDal z mE RY[min} ey d;t;ctéaéani Fo
intercetilar afhesion molecle 1 50530583 280-300 CVLELADGHLK 130270 2 65188 14 it ¥ ¥
{Cricetulus griseus] 210-222 QUATFDLPVTEPK 157383 2 78142 12344 n Y y
lowedensity lipoprotein receptor  enagnny 335-352 IGYECLoPNGFOLVDOHR 220785 3 TIBET 10859 # y
{Caicetulus griseus] 429441 NYWALDTEVANNR 141473 2 70787 B85 y y
Shased peptide ameng MMCT Hat-C2, 4 o
im0, 36 H5.C5 244280 EEEEQTOOMELVETRPSGDGTFQK 278323 3 92842 7488 »n  y y
WHC class | anligenHMI-C3 o ning _ 196-108 TWTAADTAAQITOR 153377 2 16708 7798 oy y
[Cricetulus grisens] 72-69 EGPEYWEEETR 142460 2 7280 682 n  y %
HHC class | antigen HT-C8 o0y 208280 VIAAVVVPSGEECK 130073 2 A3 M3 n n y
{Cricetulus griseus] 79-80 EGPEYWEGQTR 135160 2 B/630 G168 o ¥ y
PREDICTED: neurai ¢elf achesion -
moleode § [Crioctulos aisens] | 5472088 6070 FFLEQVAGEAK 127062 2 BSH WS on ¥ y
PREDICTED tuceoin [CICis soasooans 440470 NLSPTEDELKEVFEDALER 20432 3 @154 17783 oy
ADHQPLTEASYVHLPTIALGNTDSPL
40§ ribosomat protein SA[Cricetulis  ge oy 12155 aHQ Py 206746 3 W0E8 f0eEd  y ¥ n
gaseus B3-60 ANAIENPADVSVISSR 174098 2 61088 @50y Y n
GVPHFADELDDSKPPPSSSMPLILO "
PREDICTED: dystrogycan [Cricetys ygprern 79628 IFADELDDSKPPP 315262 3 15154 12888 . n ¥
giseus] 518533 IPSOTFYDNEDTTTOK 186180 2 W40 6472 5 ¢ y
OREDICTED: chondiotn sufat 233247 SQQAPLAFQAGDQR 151675 2 75888 602 »n y
- chot: =1 sgliate y 2
oroteontyean 4 [Cricetuius giseps] 471468 7ISTHM  QGAGGVEGTEWWETLAFHOR 226807 3 78388 12002 o ¥ ¥
1758171 GOLLVSEEPLHAR 144875 2 7480 6835 n ¥
PREDICTED: suifated glycoprotein 1 g . .
{Crsotils arioetss 354404438 171-185 EAVOSYLPVILDRIK 170592 2 85346 18151 n y

FERYTMS/MSICESE RS TIGBEICBH A L0 EyC BN oo
SRR B ELLOETRT .
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) Sequence #PSMs | hiedificatons Charge | Mits [Da]
FLAAGTHLG G THLDFOMECHTA E] [ § T ieiaris e
ADROPLTEASYUNLPTIALCNTESPLR = 1 gead § ammasize | i

13200, 64653
&l

Sequerce

Lt

DFINPLVAEAGK

139459206

GPSEYPTE

BIB.A2451

Mis 1D

FTLSPEDAGPLOIEWLEPATIAK

27185850

TOYNCVIRERFER

161272576

048 50708

mmmwgﬁwmmmn 3 i mEianiog

GEFBAQEPE P nethy) ¥ 3 308647574 .
LIGOK i 538 3 J3nednEEL 206
3 401 ? TERTR9RON D -0 59
F 358 F 165884636 | -0
& 58 1 dprgomar 14
4 a1 3 damepesy | 139
; 2 a7 3 ie7s72853 1 -Des
MALEEYAFNME 1 i 292 3 yaRTEOME | 006
COUNRAEDEVOR 2 058 256 ENN St r Lol e
COEVIEWLDANTLABKDEFEHK 3 Clitwbonmetwl | D, 56 4 " oBp3.e0e | 018
AAMIGIDLGTTYSCVGVEOHEK 1 Cl4{Carbowymetind) - 0.0000 41 3 2066130471 5
MVGEAER ' 81 0000 202 2 83440207 00
FEDFVWOSDMK ¥ 0000 255 2 inmsjess 200




