ERV 0.01% ERV 0.010% ERV 0.010%

virus-like host FLV virus-like host FCV virus-like host
FCV 0% lf seqs 0.29%  0:21% Ny seqs 0.29%  0:08% N\ 1) gans 0.20%

virus-like seqs
virus-like seqs 0.6%
0.6%

98,666 167,017 126,987

HEK293 HEK293+FCV12h HEK293+FCV24h

X4 HEK293 #Hjd, FCV YL HEK293 Mz N VAN AEEL — I =V AD
PER (1)
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1000 1

Number of Reads

800 A
600
400 A

200 -

98374

165987

126371

O adenovirus

Ovirus-like segs (host seqgs)
BERV

BFCV

X5 HEK293 #HfE, FCV &Y HEK293 MIfIZ S ENB A N AKEL — I =

v ADNER (2)
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b & Urbana
5 wF4
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2 1000
Q.
©
[
] p
o 0
4
1 500 1060 LS00 2000 2500 3000 3500 4000 4500 5000 5300 6000 6500 7,000 7,668

FCLF4 l~ U IS ST 00 0 O N 0 RO O ORI 1 U0 N O O O 0SSO 11 N R Y SO G NN L1
U fbaﬂa 1 1R OO M OO IO 350 R ORI N R 00 {62 O G 0 O SN 0 0 N ) MU OB BN AR LI

X6 RNATUANRIIZIERY —T U ANY TV MR BERELTH
HOTHRIHIZEI VA NAT —ZRXR—RZ L > TRHBRERED S
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ERV 0.01% ERV 0.012% ERV 0.013%

L

virus-like host
seqs 0.25%

l ~— Virus-like host
s seqs 0.31%

l — virus-like host
FCV 0% ¥ seqs 0.29%

seqs

virus-

vlrus seqs ;I?é; fike seqs 1190
0.95%
98,666 259,409 154,484
HEK293 HEK293+FCV12h HEK293+FCV24h

K7 PRIANAT —EZR—REFoT T NVAEY—T = ADWN
BR(2)
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NGS raw data fro RNA-seq

trimmomatic-0-2.32

mapping, star (or bowtie, bowtie2, tophat2) with hg38

mapping, star with viral.1.1

counting seq frequency, samtools

virus-like seqs

identification of back ground seqgs

mapping of short reads on virus genome
confirmation with extended virus database
de novo assembly

virus seqs

X8 NGSZHAWEHIDOUANAREEZBRHETATZDDONL T,
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8 60001 Rsq=0.999
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5

L 9

‘S 2000 - MVM_reads

5 -+ Ref Seq% |2
£

s ]

Z

r—
00 01 02 03 04 05 06 07 08 08 1.0 11

Fractions
(50M reads, SNL76/7 cells infected with MVM)

X9 RBPTANABRBIZHERY A XD RNA-seq T —H
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Number of MVM Time for analysis
reads
bowtiel 472 8 min
bowtie2 6819 10 min
Bwa 6928 15 min
tophat2 6636 66 h
star 6952 3 min

%2 BRBMIT70S T AT LS RNA-seq 5 — & DRENTIC D> 5 BEHE
ERHENDE A NAEY — 7 = ZADEK
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SR - AR

it

18> 5]
RNA BH 44500H 890H 2 KR
(RNeasy plus universal (50 sampleH)
mini kit)
SHERRAFY b 628000M 13083H 2H
(TruSeq RNA Sample Prep (48 samplef) (=628000/48) (U>TIViRE)
Kit v2 - Set A)
JO0—t)L 666000M/5 > 9250M 3H
(TruSeq SR Cluster Kit v3 - | (RNA-seq, 20MU—F; 19> (=666000/72) E—0x>32Y)
cBot — HS) Th/1b—>, 8L—>9%x8=7
28TILIS5)
Rt 391000M/5 > 5430H
(TruSeq SBS Kit v3 - HS, (=391000/72)
50 Cycle)
RNA-seq D1 JLA&R ? H 2B
5 — S R
&t (28653+a)M ~ 138f]

#F3 NS ZfEolzy A NABHED 2R & RHERRIZOWT
(f]: HiSeq 2500, Illumina)
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Number of length /read Bases
reads (nt) (%>=30)

SNL76/7 54M 125 6.791G
(93.6/90.2)

SNL76/7 58M 125 7.246G
Irradiated (93.6/90.5)

SNL76/7 50M 125 6.271G
+ MVM (93.7/90.9)

4 SNL76/7 #HfuD RNA-seq data (I1lumina HiSeq

2500)
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[} virus-like seqs 0.0036% irus-like seqs 0.0041% irus-like seqs 0.0018%

[unmapped seqs 1.4% [Junmapped seqs 1.3% ] :ggafg‘iz

7

54,329,172 57,969,198 5,017,082

SNL76/7 SNL76/7 irradiated SNL76/7 + MVM

X] 10 SNL76/7 HEME, HiHERBRE¥E 76/7 MR, MVM Yk SNL76/7 #lifa
RNA-seq & ENDB VA NVAFKRY —T R
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. . virus-like host
virus-like host seqs 11.7% virus-like host seqs 11.9% [— seqs 2.4%

L ERV seqs
21.4%

ERV seqs ERV seqs
88.3% 88.1%

virus-like seqs virus-like seqs virus-like seqs
0.0036% 0.0041% 0.0041%
1,986 2,470 9,434
SNL76/7 SNL76/7 irradiated SNL76/7 + MVM

SNL76/7 HfE, AGHERIBEH 76/7 WML, MVM E&Y: SNL76/7 HEjG
RNA-seq DV A VARfEY — 7 =V ZANFER
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RS BREN RS (ERAEHFT - FHHFT7EEE)
Syt EE

AN LERMIZBT 5 VA VARHEIEICE T 815

WaoEE  BFHF AR

ENVERLEREEMER AWELME-—=R

MREE

MRRREICER LI VA NV AZEEREEE L LMgERM IREDO v A LR

BEMEFMMFEEZAE T —RE LT, EEERRE LZVEY b—METEIE AT,
b b iPS HERED U A N AZ BB AT o7, 2 BEOVANVAZFREESFEFRET
D LRI U, AERATHNE, MAEEAIN TR/EDO VA NVA LT b— AT FIEL

LTERTHDZ ERERESNT.

A BIRE/M

AR I TR S D 7 A L R AR
WRBWTIE, Te Maptiia s v 2 ERRBFSE
BT B8E), Te bt (A - [fE) Bk
MAESEN TR EOLERODY A LA
REMORRICET 518, Te b (BE -
FfE) AEESMENTERLEORE RO
ZEEOHFRICET B, (e M (BE -
FfE) iPS () MM TERLOLERW
REMEOEMRICET 28, RO, Te b
ESHIMN TERES O RE R NRZEMDOTE
RICET 218 ICRRBINTZUA VAR
EHICBETAHRELIESF LT, FiE, 2
ETRE, RORKEEOLBET, Y2
TANARE - BREITOLERD . #
Gia A NARBRERET HOITIE, £
DOHFADRTEME T A NV ZITIZ T, Dk
ARSI AN ZADEARH BN, H5
VNI Y X7 BREVONEIRTH 2 &
NEETHS.

ICHQSAT & X IIEhpifark % v Ti
HEENDNANAFERBO T A NVAFHE] 1T
BT A4 RS54 021%, NEERUYE
T AN ARE R ORERO - DICHEES N

DR E LT, BPERBR R OE T EME
B2 (Vb oA VAR, Inviro RER,
Invivo RER, WYNIMABEEARBRED X F
S RBRENFIRIN TS, BERY A
WVADAY Y —= e LTI, PCRIE,
R4 NVAFRE AW REFNFE, &
OBEBHEEEENRI LN TS, ZhbD
FIETELINEFETHY, FEWES
EREICEN YA NAOEEYHERT A2
EWTED. —F, UVANAREREE, A
NVAPHRRREOZEE (R ILKETD
TENBEELRVEIAZEND, TR
EORBIL, MDD A N AR % T
THDOEE L UTHETE 5 algeEn
HD. FZ, PPSHERED X T, HRERORHE
FEMT S AR B HOWTIE, ey
ANABREMERRERET DT dD—DD
BILE UCHIERERE 20 5 DATREMEN
5.

FEEEE L, MIfAREICERBE LZUA LA
SZREEREL L-ESn TG0 v
A NABZ M FIEEZERT LI L&
B& LT, 7 /VHlE L L TCHOMMRDG44
ERWT, UANVAZEEREITEN (VA
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VA LT b= MEATER) DBRFE AT o
7o At RE T, ek A b L
T N7 eV ERA U s Ny
B OWMEAATH 2 & C, R < Makm
WD T DA NAZREEER L, VA
NVAGFERDORINRE B D Z LB TE
5.

KRAEPEVL, PEEERE LT b—A
fRHTFIE A2 AT, iPSHIIESR I TR L
U A IV A RO EATV, AT Rk
DA FAVEZ BREE L7z,

B. BFR A%
B.1. BEHE

b hiPSHilE & LT, 253G Bka V.
BREEA b 7 2 fROREE, hES BEHh (bFGF
(R&D Systems) % & ©¢ Primate ES 5% #h
(ReproCELL)) % JH \ > "C Al i B v ik % 9 4
L7-1%, feeder fif@ (vA h~vA 2 C AL
PR SNL #ifia) ##E%E L7 dish 286, hES
FEHCREER U7z, Feeder Ml LT 4~6 B
AR ATV, ar=—D+aIllmE L,
B> dish ERElx LT 2 i i & /e
- 7oRfIZ, matrigel (BD Bioscences) T=—
T 4 > Uiz dish [T L7z, Matrigel -
TOEEFEIZIT mTeSR1 i (STEMCELL)
ZEMHA L7z, Matrigel 2—7 1 > dish %
FAW T B2 ORERIT feederless single cell
passage 1EIZ & » TAT - 7.
(Innovative Cell Technologies) % #shi L C#
faz BEL T, MROBROEHIE Y-27632
(Wako) % & e mTeSRI 55 GBI %
TR, 0.25X10° cells/60mm dish & 725 X
JWHEREL, 7T HEEELE.

Accumax

B.2. HIARE X v RV BDOEF AL

EL L7z B b iPS #ifE (3.0 x 10°{8) %
PBS T 3 [EIWEH L, 5 mL @ PBS THEEE L
720%, 1 mL @ 10 mM sulfo-NHS-LC-biotin
(Thermo Fisher Scientific) /K& %M %, 4°C
T 2 WERNZ 72 0 BRERRT L7223 b et
ACKIE&AT > 72 PBS C 3 [ElHEH L7214,
100 mM glycine/PBS CTE A F A& {EIEX
&, 300 ul @ RIPA buffer (0.1% SDS, 0.5%
deoxycholate, 1% NP-40, 150 mM NaCl, 50
mM Tris-HCI pH 8.0, fEfHAEIIZ 1 uL @
Protease Inhibitor Cocktail (Sigma-Aldrich) %
W) M4, 4°C G | ReE=EER L,
15,000 rppm C 10 Zyffliz.0 Uiz O LiE %
RIPA lysate & L CEIX L7z,

B3. B4 F ALY v BORR L Mk
Streptavidin agarose resin 50% slurry
(Thermo Fisher Scientific) 10 uL (V3> 5 ul
\ZHEE) % PBS THEF L7-Db, AHE 30
pL @ RIPA lysate (Zf&E#2 L, IR C 1 KRR
FaL7z. L2 % 100 uL @ RIPA buffer T 1
|, #KT 3 EWEEFL, WEHEZ 100 pb ©
guanidine buffer (8 M guanidine-0.5 M EDTA
(pH 8.6)) F 721 Tris buffer (50 mM Tris-HCI
(pH 8.5)) ([ZEH#L,2 uL @ 1 MDTT /1%
65°C T20 43, HTT48uL D 1M £/
I— FEEEET MY U A2 MAER L2 S
IR T 40 SRS S, BITA VAR F T A
FAbEATolz. UGS, 0.5 mL OHAKT
VUV 3 EIEEEL, #AE%E 100 uL @ 50
mM Tris-HCI (pH 8.5) CEH# L, KEE 5
ng/ul DERE M) FL B 37°C T 16
PV L L. k¥ E 7 1« v % —(Empty
Micro Bio-Spin, Bio-Rad) T L L' ¥ %
B Y BNz, E 7=, whole cell lysate & LT,
RIPA lysate 30 pL {Z 70 uL. @ guanidine buffer
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EZ, FEEOFETRITINVEFT AT
AL % 4T, PD minitrap G-25 (GE Healthcare,
28-9180-07) THiitE, WEAEHEMEDH, 100 pL
@ Tris buffer TIEME L, RIEBE 5ng/ul O
fifi b Y 7 & MA 37°C T 16 FEETEIL L
72 WP G IEE1X Speed vac THLE X1
25 uL @ 0.1%FERICEAE L, 5 pL (HERREK
2.8 x 10° {EFHY) % LC/MS SHricfit L7z,

B4. Wik 7u~ TS5 7 40— /EEBSW

@LC/MS)

SEREIILLTDBEY THD.

(1) LC

® E Paradign  MS4  (Michrome
BioResources)

ST A T In: L- column2 C18 column (0.075
mm % 150 mm, ¢ 3 pm, CERI)

Ny 77—=ARUB & LT, 2%k 90%
OT7E = NI NVEET01%FEBRRE £
AL, ¥ 0.3 pl/min, B ¥ 5-65%0D U =
775 4 hTHBERITo .

() MS

& LTQ-FT (Thermo Fisher Scientific)
SHEMIZIUTO LY THoTz.

¥y 7 U—EBE:20kV

< A AR M VO m/z 450-2000
T AMS(MSMS) a2l Vg = RVF
—:30%

(3) #Y U ERE

Proteome Discoverer Y 7 b7 =7 (14,
Thermo Fisher Scientific) @ Sequest HT ¥i32
TV LY, ZURTBRIERIToT.
F—H~_—R & LT UniProtkB #OE D
Uy =4 577 AN
(HUMAN fasta) & 7=, Efifik LTV R

x v b

TA CEREDO I NVAEF T AFAUHF 58.005
Da, static), BXORA F A= FHREOBE L+
15.995 Da, dynamic)Z 87 L7=. ©4F 1k
RFPF RIL, EREA LT R T EY
BEL, HERBFICIISIZTED & S
nN50T, LC-EF4F 1k (+339.162) 13%&
BLEhoTz.

(R EE~DELE)
b b EkEEE PS MlgE AW oD T, B
NiREEBRRITFE Y AR 2Bz

C. MRBRRUEER
C.1. Whole cell lysate 2>5 D7 A VAR
{RESE & o B DR

t b iPS AEREE 3D whole cell lysate % 3%
FTHNVRF T ATFME, ") T UEBL
7=, FERAEICHE LT IXI10 Y0 Z
VRIEELCMS TR LT (7T Vax
v b GfE: 5-65%B B, 720 43R . K9 50 43
~600 FFIMTT, ZEOE—7 BHBEHE
N7=(E 1A). BG4z MSIMS 7—4# %
RAWT, ZU R BREEToER, A
TE S NI Z /37 BEIX 740 ThoTz.
HRRANZ VRV 8, BEUNIE, RO
2RI EOEIENX, ME T BT
LT, TNFN20.0%, 19.4%, K 16.4%
ThY, MRRY T EOFEELRNE
LERThoT2(K 24). & /87 BORE
WESWTRESNZZ VR IEEHHEL
7o#E®R, protein binding, RNA binding &K}
catalytic activity (CBSE L7 & /X7 EDIE
T, TFEERREN-72(K 3A). KiZ, &
1 WRLEYVARAMNERANT, REINEZE
VST ERD A N AZREEE Y oy
BEBERLLER, claudin-6(HCV), heat
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shock 70 kDa protein 1A/1B, 4 (Japanese
encephalitis virus) , nucleolin (Respiratory
virus) , K [6)

coxsackievirus-adenovirus

syncytial
receptor
(Adenovirus 2, Adenovirus subgroups A, C, D,
E, F, & O Coxsackievirus B1-B6) DFFFEN
BB & 72 o7, Whole cell lysate D 434112
FOEEOL R EBREESHIZDN, U

A I ARG FRARBE 2 R B ENTH Y,
Mo Ry E T AR D 2 &N
TRME X T

C2. REZ»O DU A )V AR &
VT B ORI

MECEFEBH I8 Lo B AT VL E R O
LC/MS % V% L7 b — MMEFTETIC &
Y, & b iPS a2 2% s B D -
AT o7, B1(B) 1, #HE - B L2
bt b iPS R S & o7 EH D LC/MS 47
W (7T Vamy MM 5-65%B A, 360
SR kv EshiEN—AY—s s u~w
%ﬁ?A?%é.M&MS?~&%ﬁwt?
— = ARFRIC 631 FEIED & %
7 BN E é:m: Whole cell lysate & L
U CRESITHED L=23, flamg s
B, BEUNRIE, ROERE R B DE
Bk, B UONTEBIIH LT, ERER
19.1%, 163%, KO 192%ThHDV, EX
NI BEDFEMERRGEE L 2o T (K
2B). Z U RIEOBRBIZE S F U Ns &

S7$EClX, protein binding, catalytic activity,
K OYRNA binding (ZBE L 7= & X7 ED
B CTEEENE <, whole cell lysate & i
AEipoTW=(X 3B). £z, VANLVAZE
RESE & /X7 EF L LT, 40S ribosomal
protein SA (Sindbis virus), CD81 antigen

(HCV), Claudin-6 (HCV), Coxsackievirus and
adenovirus receptor (Adenovirus 2, Adenovirus
subgroups A, C, D, E, F, }2 T Coxsackievirus
B1-B6), heat shock 70 kDa protein 1A/1B, 4
(Japanese encephalitis virus), integrin beta-1
(Echovirus 1 08, Human rotavirus, Human
herpesvirus 8), junctional adhesion molecule
A(Reovirus, & TF Orthorheovirus), lysosome
membrane protein 2 (Enterovirus 71), nucleolin
virus), & O

carrier family 2, facilitated g

(Respiratory syncytial solute
glucose transporter

member 1 (Human T cell leukemia virus 1) (11

FHIE) DS E E ST (5 2).
HoNRTFEIRRDLDN, £1OY A
Wik, A NVAZEREESFDO—DE L

T TNVEBBRZET TS, 22T, U
BN &SN 7-F1k (Takakura, D, Kawasaki,
N. et al., J Proteomics, 2014, 101, 17-30.) {Z
L OPERTF FafiiE Liz#%, LC/MS ot
W& 7 afEEMAIIESTF FoFE:E
B L7, B 4(A) 1B L7oiE_T"F R
N—Z2b—r < T 5THD. K
4B) BRO4ONE, FNEh, FEHEIE T Z
TA L M T THD miz366 KO miz 657
DA A7~ NI L5THD. M
v s ATR—HIZZ 77 A M
Fonm SRR, VT niEEES
PETF FRBEH S TO A EREMERE.
X 4D) 2k —27 A OETRE SN
MS/MS AT "NVERLTZ., 757 A b
A miz292, ROV657 1%, Wb T
NEBBERESH T T S A M A THY,
iPS MR OMIIR R E L, 7 v fEH NG
BUNRTENFETHZ LN LN LIRS
7.
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D. %53

ARFFETIX, FEEERBLZLEY b—
MENTEREZFAVT, B b IPS MR X
VR B OREFTEITY, REBEOTA LA
SREEES T OREICHKS Uiz, A5
T L7z iPS #IfRIE, T oDnTE1E
BETHRTANARIKTHREZERTND
ERRBENTZ. 5%, B2y FD iPS
MO LES h— LT EITH 2 2ITLD,
BGMEY R OFENT ANV AD TR HE
BAELDERDILD.

E. BEFKRER
BMUEER L

F. BiRfER

1. RXFER

1) Hashii N, Harazono A, Kuribayashi R,
Takakura D, Kawasaki N:
Characterizations -of N-Glycan
Heterogeneities of  Erythropoietin
Products by Liquid
Chromatography/Mass Spectrometry
and Multivariate Analysis. Rapid
Commun. Mass Spectrom., 30;28(8),
921-932 (2014)

2. FRBER PUHEFERL

G-1. ERAFMBEHR LUFHEQL

G-2. T ZEFERL
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Fl., UANAZEESTE, ENGERIHTAZ BB THNATALAL

antiprofiferative antibody 1, Telraspanin-28, Tspan-28} .

Receotor. 00 0 0 Mrus oo Ref
Heuropiin-1 (Vascular endothehal cell growth factor 185 - o " . )
receptor, CD antigen CO304) Human T cell leukemia virus 1 10
HNPCA (Miemann-Pick C1 prolein} Ebola wirus 18
c!sudlm»i (Sen;%scenc&&s&ectaxed spithelialmembrang Hey 19,11
rotein}, claudin-£
LOLR (Lew-density lipoprolein receptor) Rhinovirus (minor aroup} 18
Human immunodeficiency virusbvpe 1 1
. . ) Human immunodseficiency virus type 2 1
s oy 4 g . :
D4 (T-cell surface giycoprotein CD4) Simian immunodeficiency virus 1
Human herpesvirus 7 1
Transferrin receptor 1 (CDV1) New World arenaviuses v 18
House mammary tumeor virus 1
R Coxsackievirus 13, 418, 421 1
jcam-1 (CO54. Inb A 4
icam-1 (C0E4, interceliular adhesion molecule 1) Taiar aroUp rhinovirua (91 Serolypes) 7776
WHCI Simian virus <0 1
aHCH Adenovirus type 5 (subaroup C} 1
Epstein-Barr virus 18
Hsp70 Japanese encephaliis virus 10
Low-affinty nerve growih factor receptor{C0271, Tumor Rabies virus 1
necrosis factor receptor superfamily member 18} ! !
Coxsackisvirus 421 1
Coxsackievirus B1,82, BS 1
DAF (Decay-accelerating factor, CDSS) Coxsackievirus B 10
Echovirus 3,8, 7, 1110 12, 20, 21, 24,25, 33 1
Echovirus 70 1
GLUT-1 (Sclute carrier family 2, faciltated glucosstransperier
member 1, Glucosetransportertype 1, ervthrocyie/bmin, Human T cell lsukemia virus 1 10
HepG2 glucose transporier)
H-CAN-1(CD58, Heural cell adhesion moleculs} Rakbies virus 1
Carcinoembryonic antigen-related cell adhesion molecule 1, " hepatiis vi 1
CDE8a, Bap, billary glycoprotein buSE NEpats virus
. . . Human coronavirus, 225E 1
Aminopeptidase M (C312} Transmissable gastroenteritis virus 1
Poliovirus receptor (Pur, NECL-S, CD155) Folovis fypes 1-3 !
i Paliovirus 10
C045 (membrane cofactor profein, trophoblast lsukocyts Adenovirus (B1,B2 D) 3
common antigen, TLX Keasles virus 1
VCANM-1 (Vascular celladhesion protein 1, IHCAK-100, Encephalomyocarditis virus 1
Cooe) Adenovirus (C} 2
nucleslin (protein €22} RSV (respiratory synotialvirus) 4
C021 (Complement receptortype 2, Cr2, Complement C3d B .
receptor, Epstein-Barr virus receptor, EBV receptor) Epstein-Barrvirus 1.18
ibkon ape leukemia virus 1
Pit1 {Pituttary-spscific positive transcription factor 1) Feling leukemia virus s 1
; Feline lsukemia virus B 1
g?%{} B(iitwatmn B87-1 antigen, BB1, CTLA-4 counter-recepior Adenovirus (B1, B2} 3
Laminin receptor (405 ribosomal protein $4, 27 kDa laminin
receptor precursor, 37LRP, 37/67 kDa laminin receplor, . .
LRPALR, €7 kDa laminin receptar, 87LR, Laminin receptor1, Sindbis virus 110
LamR, Laminin-binding protein precursor pal, LBR/p40}
CDEE (acthvation B7-2 antigen, BTG, BUE3, CTLA-4 counter- . .
receptor B7.2, FUN-1} Adenovirus (B1, B2) 3
CCRE (C-C chemeking receptortype §, C-C CKR-5, CC-CKR-
&, CCR-&, CHEMR1Z, HM-1 fusion coreceptor, CD antigen HIV 510
CI95)
Ephrin-B2 (EPH-related receplortyrosine kinasefigand 5, L
LERK-E, HTK ligand, HTK-L} Henipavirus 5,10
Asialoglvcoprolein receptor GP-2 Sendai virus 1
£081 {26 kDa cell surface protein TAPA-1 Targstofthe Hewy 10
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K1 UVANAZEEZFL, ThOZHATLIZLBHMONTOND VA NVA2

i

HNV 510

CXCré {C-X-C chemoking receplortype £ | Human immunodeficiency virustype2 1
B Feling immunodeticiency virus

Adenovirus 2 1%
Car (coxsackisvirus-adenmvirusreceptor: Adenovirus suboroups A C D E F

CoxzackisvirusB1ic BS
Far-1 (proteinase-activated receptor 1} Poroing endogenous retrovirus A
Par-2 {proteinase-activated receptor 2) Porcing endogsnous refrovirus A
s Feling leuksmia virus B

Amphetropic muring fsukemia virus

SLAM iSignaling ymphocytic activation melecule, CO150} Meazles virus 1,10
Lysosceme membrane protein 2 (85kDa lysosomal membrang
sialoglycoprotein, LGP2S, CD2E antigen-lke 2, Lysosome membrane

protein I, LIMP I, Scavengerreceptor class B member 2, CD antigen Enterovirus 71 10
£038)
a-Dyatroglycan (Dystrophin-associated glycoprotein 1 [Cleaved into: i o
Alpha-dystroglycan (Alpha-D3), Beta-dystroglycan (Beta DG) 0ld World arenaviruses “}
desmoglein-2 [(DSG2, cadherin family member & HDGC) | Adenovirus (B1, B2} ] RE
PEGL-1 (P-selectin glvcoprotein ligand 13 Enterovirug 71 10
Hectin-1 {Peliovirus receptor-related protein 1, Herpes virus entry
mediator C, Herpesvirus entry mediator £, HveC, Herpesvirus Ig-like Herpes simplex virus 172 10
receptor, HigR. Hectin-1, CD antigen CB111}
ROr RO114 1
Ephrin-B3 (£PH-related receptor tranamembrane ligand ELIKG-L3, EPH- henipavirus 2
related receptortyrosing kinase igand 8, LERK-B} pavin

; Coxsackigvirus B )
oecludin R 5
EGFR (epidermal growth factorreceptor] _{Waccinia virus o
Scavenger receptor class B member 1 {SR-B1, CD3&, ©038 and LIKPY HOY 2 10
analogous 1, Cellagen typel receplor thrombespondin receptor-like 13 N
Hectin-2 (Poliovirus receptor-related protein 2, Herpes virus entry
mediater B, Herpesvirus entry madiator B, HveB, Nectin-2, CD antigen Herpes simplex virus 142 10
CD112}
HWEN [Tumor necrosis factor receplorsuperfamily member 14, Herpes
virus entry mediatar &, Herpesvirus entry mediator &, HveaA Tumor Herpes simplex virus 142 10

necrosis factor receptordike 2, TRZ, CD270}

Hepatitis A virus cellular receptor 1 {(HAWcr-1, kidney injury moleculs 1, ?gp;att{ls A ?Bﬁv 71..
Kig-1, T-cellimmunoglobulin and mucis domain-containing protein 1, - 0 awrug ]

: N ’ N p - Idarburgvirus (MARWY} 7
?lfm-j, T-cell immunoglebulin mucin receptor 1, TIR-1, T-cell membrane eraite hviis 75
pratein 1} Ebela virus 10
Hectin-¢ (Poliovirus receptorrelated protein £, g superfamily receptor
LHNIR, Nectin-4 [Cleaved into: Processed poliovirus receptor-related ieasles virus 8 10
protein 4
ACED (angiotensin converning enzyme 2} SARS coronavirus S, 10
L-51GH {C-type lectin domain family 4 member M, CD20% antigen-like
protein 1, DC-SIGN-related protein, DC-SIGHR, Dendritic cell-specific " .
ICAN-3-grabbing non-integrin 2, DC-SIGN2, Liverfymph node-specific SARS coronavirus 10
I£&M-3-crabbing nen-integrin, CD antigen CDZ88)

DEngue virus 2
HCW 2
CHvV 2
DC-SIGH (CD208, Cype lectin domain family 4 member L, Dendritic call-{ KSW {HHVS) 2
specific ICAN-3-grabbing non-integrin 1, GC-SIGH1} B 2
HiLV 2
Bunvavirus 10
Ebola virus 2
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Kl UANVAZERGFLE TN ERHTLZEBMONTHND T ALAS

Recepior o Pt
CXCr4 (C-X%-C chemokine receptortype 4) 5, 10
KPr1 Xenolropic and poiytropic muring leukemia virus 1

seavenger receplor class A member 2, macrophage receplor

WARCO, macrophage receptor with collagenous structure) Adenovirus (T}
Langerin (CD207, C-lype lectin domain family & member K HIV
JAM (Junction adhesion molecule} g?t%?;gzovirus g

Flver Feling leukemia virus C

g2f1 (Vla-2, D480} Echoviusland &

aZ2fi1, o4 Human rofavirus

g2f1, avB3 Echovirus

alpt, a2pl Human herpesvirus 8

aldg2 Adenorivus tvpe 2 (subgroup C)
oV integring Agdenorivustype 8 isuboroup C

Adenovirus 2

oVE2 (vitrenectin receptar)

Foot and mouth disease virus (FMDWV

Coxsackievirus 4%

RS % FAUY TN PR JUEY NN RGBT (NG DY G ECS /N0 NN JU L B Y P PO
o

Echovirus 22
(2 infegrins Hantavirus
integring Rotavirus ¢
Yaccinia virus
Chondroitin sulfate proteoglycans Circovirys
HSVY and 2
Git1 SVAD polvomavirus i)
Histo-bload group antigens Heorovirus 3

“accinia virus, Adenovirus, Norovirus, Circovirus, Dengue
virus, HCV, TV,

Heparan sulfate proteoglycans HEWVT and 2, KW (BHVE:, RSV, Rhinovirus8s, Fool and 2
mouth disease virus (FMDY, HIV, HTLY
Lacioseries ietrasaccharide © John Cunningham polyomavirus 10
Adenovirus 2
sialic acid Rhin oviry 887 2
Relavirus 10
Influgnza & 10
e Sendal virus 2
02,2 sialic acid Influenza Avirus (avian} 2
02,8 or 2,2 sialicacid Rotavirus 2
12,6 sialic acid Influenza A virus thuman; 2
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MH+[Dal  AM [ppm

FLAAGTHLGGTNLOFOMEGYRK s 3 361727732 DL

 ADHOPLTEASYWNLPTIALCNTDSPLR 2 Cibi{Carbowymethyly 3 295745535 -2.33

T FARATGATPIAGR 7 e 7 120364653 | -1.52
Bequence # PSis Modifications Charge fH+[Dal AN [ppm}

,Sequence

QFYDQ&LQQA DD NNAK

MH+[Dad 0 AM [ppm]

* DFYNPLVAEAGK

138460206 1 -2.18

GPSEYPT!

B78.42461 ~0.56

. Bequence g PSMs IWodifications ! MAH«[Da}
FTLSPEDQGPLB!EWUEPADNQ}{ aRoip e 00000 501 1271333884 157
TQYNQ\/PSEDFER sl ; { ; 1181272576 1.19
 WGSDOelLR: . C6{Carboxymethyf |

Sequence WModmcatmns & harge P
TLSSS?QASLE%DSLFEG&DFYTS{TR : 0.0000 5700 13 1298145304 324
ELEC{V(NPHSGL&’QGAGGPGPGGFGE’«QGPK 2 CEtCarbaxymethyi) 00000 o 546 3 305647574 . - -0.86
SfNPDEAVM'GAAMMLMGDK Gl ggeop 525 b 31230415881 206
HNEPTAARIAYGLDR 1 00000 ;401 2. 1 16B7.896S0 1 -263
NOVALNPONTYFDAK 2 0.0000 3.58 2 1658.84636 | =203 |
CTIPSYVAFTDTER 4 00000 © 338 2 148770381 174
VEHANDOGNR - 4 Ggooo. 541 21123862663 119
ATAGDTHLGGEDFDNR 2 0.0000 13370 i3 1675.72859 1 -0.65
MNALESYAFNMK Gl . 000 282 c2 11287803631 D06
. YKAEDEVOR 20 o coooe L 250 o2 1 1137.55228 1 108
‘cQEWSWLDANTLAEI(DEFEHK' 2 ClCarboxymethyl) | D.BO0G 246 4 01 2683.22988 ¢ 015
AAA&G&DLGTTYSCVGVFQHGK 1 Cl4Carboxymethydl 88000 0 241 1 3 2266.13047 . 578
o U MIVOEAEK 81 e 50000 202 2 83440227 | -0.43
FGDPYVOSDMK Sale 0.0000 2.5% 2 1222 57488 (" -2.00




