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PGRP2 - N-acetylmuramoyl-L-alanine amidase
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Alpha/beta hydrolase domain-containing protein 14B
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3. Alpha/beta hydrolase domain-containing protein 14B
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7. CathepsinZ
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9. Receptor-type tyrosine-protein phosphatase eta
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Male Specific Protein

Protein abbreviation Protein Description

SPBP_RAT F 5 Sbp PE=1 SVe1

2P2 RAT Cystatin 3

2P1_RAT Oy 1 pro PE=1 SV

TG4 RAT Proteinguami Togmd PE=1 SVt
KACA RAT g kappa chain C region, A aliele OS=Rattus norvegicus PES SVe{

REG3G_RAT Reglg PE=2 SV=1
ACTS_RAT Actin, muscie PE=28Ve{

PSC2_RAT protein sbpc2 PE=1 SVe1

LCNS_RAT Epddymal £ PE={ SVe2

SO1A1_RAT family mermber 1A1 OS: PE={ S\V=1
PSC1_RAT binding protein C1 sbpct PE=] SVl

§VS2 RAT protein 16V=1

DFBSO_RAT Beta- Sv=i

SGA2_ RAT family 2A member 2 OS: Sogha? PE=1 SV=1

MSVB_RAT Beta PE=1 SVa1

CATS_RAT Cathepsin S OS=Rattus norvegicus GN=Css PE=2 SV={

SVRI_RAT SMRI protein OS=Rattus norvegicus GN=Vesat PE=1 SVt

AKIA1_RAT Alcohd P4 fai PE={ SV=2

LEGS_RAT Galectin§ OS=Rattus norvegicus GN=Lgals5 PE=1 SV=2

SO1A3_RAT Solt family member DS=Ratty

SVS4 RAT Seminal o PE={ SVe1

MVIP8_RAT Neutrophil P8 PE=2 SV={

PPT2_RAT L PPT2 P2 PE=2 SV=1

SOIASRAT  Soute farmily mermber PE25V2
HeB1_RAT beta-1 OS> GN=Hbb PE=1 5V=3

DDNS28_RAT o) -2beta ‘Dnase2b PE={ SV={

ASM3A_RAT ke pxida PE=2 SV=1
ARF1_RAT ADP-ribosy 108 A PE=1 SV=2

TERA_RAT Transitional ATPase OS> fop PE=1 S\3
RAC1_RAT 108= PE=1 SV=1
CRISI_RAT Cysteine-ich protein 1 OS=Rattu tsp1 PE=2 SV=1

ENPPS_RAT family member 5 OS o5
GSTM2_RAT Glutathione PE=1 SV=2

GSTM4_RAT Giutathione S-{ransferase Yb-3 OS=Rattus norvegicus GN=Getrr3 PE=1 SV=2

AKCL2 RAT 1,5-anhydro-D-fnuctose reductase OS=Rattus norvegicus GN=Ale1dl2 PE=2 SV=1

GSTMI_RAT Giutathione Mt PE={ SV=2

MYOIE_RAT  Myosinle OS=Rattus norvegicus GN=Myofe PE=2 SV

GAS7_RAT 708 PER25V=2

LRCS8_RAT Leud {TeS0 PE=1 SVt
SO1A4_RAT Solute caner organic anion transporter family member 1A4 OS=Rattus norvegicus GN=Sico1ad PE=2 SV=1{
GBB5_RAT betas PE=28V={
DDAHI_RAT  NG.NG) 108 Deahi PE={ SV=3
OMD_RAT O

CAHI_RAT G 108 Caf PE=1 SV=1

|SK3_RAT 4ype 3 =Spir Sv=2
RB11B_RAT Rab-11B OS: 1 4

FPRP_RAT F 2 receptor oS Aghm PE=1 SVt
RGN_RAT Regucaldin OS=Rattus norvegicus GN=Rgn PE=1 SV=3

MYO1B_RAT Mycsinb OS=Rattus norvegicus GN=Myo{b PE=2 SV=1

GPX5_RAT Epicidymal secretory P Gpe5 PE=2 SV=1
LRRC7_RAT Leucine-rich repeat- 708 {me7 PE=1 SV=1
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Protein mass e ton Protein Descripton Proten mass
32%  BRCAZ RAT sv=t 378281
214%  DYHI2_RAT Dynein 12, meonemal OS=| E=2 027
2144  (TPRI_RAT inostol 1, receptor type { tpr! PE=1 SVe2 3l6dee
TSE  SPTAQRAT brain OS= Sptant PE=1 SW2 265281
1188€  MAP1B_RAT Marotubu 1B.0S= fop1b PE={ SV=2 27062
19472 ACACA RAT Acetyl-CoA carbexylase | OS=Rattus narvegicus Gii=Acaca PE=1 SVs{ 266678
Q¥ ROSRAT Probo PE=28Vei 260884
1316 PLCE1_RAT 1 epsilon-1 O8= PE={ SV=1 25656
282  TF3CI_RAT Genend ertide 1 C PE= SV=i 245004
TS FA3BA RAT  Protein FAVOSA OS=Rattus norvegicus GiV=Famiga PE=2 SV=2 280
1308€¢  OTOF RAT  Otoferin OS=Rattus norvegious GN=Ctof PE= SV=2 27622
45 \YOS8 RAT MyosindXd Aodb PE=1 SV=1 22630
81&c MYH3_RAT  Myosin PE=2 S\V=1 224748
11008 MYH4 RAT  Myosin4 Ayh4 PE=2 SV=1 268
13311 PGCA RAT o PE=1 SV=2 2225850
43 MYO18_RAT Myosin-XVl OS=Rattus norvegicus GN=Myo16 PE=1 SVai 21312
16017 PCSKS RAT Proprotein ragmet) PER25V=2 212487
711 KIF1B_RAT  Kinesindike protein KIF1B OS=Rattus norvegicus GN=Kif1b PE=1 SV=2 205411
18414 poR{Q RAT Nudear Sv=1 288
TS%E BRCA1_RAT Breast cancertype 1 Gh=Breal PE=1 SV={ 205004
;: LKAP_RAT  Limkain-bi OS=Rattus norvegicus GN=Likap PE=1 SV={ 198832
s SHRFAT Sgw ike Sipat 191630

MADD_RAT  MAF Sv= 179208

TO% ABCCH RAT A sbfamily Cmerber 8 Sved 170668
16082 SYNJI_RAT 108 yrit PE=1 SV=3 17870
40C  TOP2A RAT DN/ 2-aipha OS=Raft ‘op2a PE=2 SVe{ 17388
§377  SUTI_RAT  Sit homolog 1 protein OS=Rattus norvegious GN=Sitf PE=1 SV={ 173434
20741 PAC2G RAT 4phosphate 3Kinase C2 domain polypept ac2g PE=2 SV=1 17314
8071 RERE_RAT Aminine PER2SV=2 172848
218%  MUC2RAT Muin2 (Fragment) OS=Raftus norvegicus GN=M.c2 PE=1 SV={ 172886
2741 NVDE2 RAT Gittamate [NVIDA] receptor subnit epsilon-2 € PE=1 SV={ 167676
18ve2 5482 MRPERAT Mitig S\t 166774
2857 SYNRRAT yri2 PE=1 SV=2 168414
28%  NOSI_RAT  Nitriccxide syrthase, brain OS=Ratius norvegicus GN=Nosf PE=1 SV={ 161827
7B ROCK2 RAT Rhoassodated protein Kinase 2 OS=Rattus norvegious G=Rock2 PE=1 SV={ 160475
26068 SHANZ RAT i PE=1 V=2 150088
127374 DVBTI_RAT Del 1 proteln OS> PE=1 SV=1 158871
45X MEDR23 RAT Medator of RNA polymerase || o8 PE=2SV=2 158088
B4 ONTPI_RAT & 10S=Ral napt PE=1 SV=1 157765
7481  MET_RAT  Hepatocyte growth factor receptor OS=Raftus norvegius GN=Viet PE=1 SV={ 156181
B RBGPR_RAT Rab GTPase- B y gk Rabgap2 PES1 SV=2 155829
318E  VGFR3RAT Vascar factor receptor 3 OS> 74 PE=1 SVt 155328
S02%  CSK{_RAT Caskin- OS=Rattus norvegicus GN=Caskinf PE=1 SV=1 150882
235 PARDY RAT g 15v=t 150041
802 CD45 RAT  Leukocyte tproF 144778
25  RGRF{_RAT Res rine nuciectide 1 OS=Ratt Rasgf PE=1 SV 143774
soe3e SMC1A_RAT Stnuchural 1A Cs: PE=1 SV=1 143743
WX VORI_RAT ein 1 OS=Rath PE=2SV={ 141925
132681 |1CAM RAT Neural cell L1 OS=Ratte fcam PE=2 SV=3 141818
25X SYVCRAT  ValyHRNA syrthetase Sv=2 14153
186X clap2 RAT CLi \=Clasp2 PE=2 SV={ 141482
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Accession  Peptides Anova (p, Max fold Description

ALBU_RAT 0.00909 474  Serum albumin

PSC2_RAT 4 0.00479 3.41 Prostatic steroid—binding protein C2

MOES_RAT 17 0.00183 3.24  Moesin

ARK73_RAT 4 0.04016 2.84  Aflatoxin B1 aldehyde reductase member 3

APOH_RAT 5 0.02499 2.60 Beta—2—-glycoprotein 1

TCO2_RAT 6 0.00099 250 Transcobalamin—2

AADAT_RAT 4 0.00502 244 Kynurenine/alpha—aminoadipate aminotransferase mitochondrial
ACTC_RAT 7 0.03024 2.38 Actin, alpha cardiac muscle 1

NHRF1_RAT 12 0.03024 2.1 Na(+)/H(+) exchange regulatory cofactor NHE-RF1

717
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Prot Description Right side PCA Score | Accession Prot Description — Left side PCA Score Accession
1368 |Alpha-1B-glycoprotein 68.41|A1BG_ HUMAN 2025 |Amyloid beta A4 protein 48.5|A4 HUMAN
4046 |Alpha—amylase 1 86.35|AMY1_HUMAN 12159 |Basement membrane-specific heparan sulfate proteo 51.98 | PGBM_HUMAN
1094 |Alpha-amylase 2B 57.22|AMY2B HUMAN 6813[Bone morphogenetic protein 38 41.54|BMP3B_HUMAN
15586 | Alpha-N-acetylglucosaminidase 54.66|ANAG_HUMAN 4324|CD320 antigen 53.84|CD320_HUMAN
1616 |Apolipoprotein D 108.02|APOD_HUMAN 571|CD44 antigen 42.46|CD44 HUMAN
4092|Biotinidase 94.95|BTD_HUMAN 149|CD59 glycoprotein 83.94|/CD59 HUMAN
9042 |Complement C1r subcomponent-like protein 40.23|C1RL_HUMAN 6153]Collagen alpha-1(I) chain 75|CO1A1_HUMAN
11384 |Cubilin 50.12|CUBN_HUMAN 17495|Collagen alpha—1(XXVIII) chain 56.67|/COSA1_HUMAN
8912|Endonuclease domain—containing 1 protein 43.37|ENDD1_HUMAN 7602|Delta and Notch-like epidermal growth factor-related 63.2|DNER_ HUMAN
5205 |Extracellular superoxide dismutase [Cu-2Zn] 64.62|SODE_HUMAN 1779 |Ecto-ADP-ribosyltransferase 3 53.13|NAR3_HUMAN
1173|Fibrinogen alpha chain 50.88|FIBA_ HUMAN 180 |Extracellular sulfatase Sulf-2 85.3|SULF2 HUMAN
5060 |Galectin-3-binding protein 47.51|LG3BP_HUMAN 6359 [IGF-like family receptor 1 46.5[IGFR1T_HUMAN
1116|Hemopexin 51.37|HEMO_HUMAN 4033 |Immunoglobulin superfamily containing leucine-rich re| 48.95|ISLR HUMAN
303|lg gamma-4 chain C region 71.4|IGHG4_ HUMAN 9131 |Integrin beta-1 49.65[ITB1_HUMAN
186 |Ig kappa chain C region 66.85[IGKC_HUMAN 3725|Kunitz—-type protease inhibitor 2 42|SPIT2 HUMAN
4480|Ig kappa chain V-1 region Roy 41.95/KV116_ HUMAN 2468|Membrane protein FAM174A 45.04|F174A HUMAN
7390|Ig kappa chain V-III region VG (Fragment) 40.04|KV309_ HUMAN 216 |Phosphoinositide-3-kinase—interacting protein 1 69.04|P3IP1_HUMAN
3552 |1g kappa chain V-III region WOL 50.22|KV305 HUMAN 8895|Plasma protease C1 inhibitor 57.84|1C1_ HUMAN
625|Ig lambda chain V-III region LOI 46.42|LV302 HUMAN 10320|Platelet-derived growth factor subunit B 63.46 |PDGFB_HUMAN
172|lg lambda-2 chain C regions 86.08(LAC2 HUMAN 12762 |Prolow—density lipoprotein receptor-related protein 1 52.61|LRP1_HUMAN
10615 |Inter—alpha~trypsin inhibitor heavy chain H4 58.45(ITIH4 HUMAN 8801 |Prostaglandin E2 receptor EP3 subtype 53.37|PE2R3_HUMAN
6326|Leucine-rich alpha-2-glycoprotein 48.77|A2GL_HUMAN 11811 |Protein HEG homolog 1 52.28HEG1_HUMAN
39577|Low-density lipoprotein receptor-related proteirl 46.31|LRP2 HUMAN 1186 |Protein NOV homolog 111.46|[NOV_HUMAN
3934 [Monocyte differentiation antigen CD14 51.21|CD14 HUMAN 6919|Protein YIPF3 58.67|YIPF3_ HUMAN
21072[Neogenin 47.4|NEO1_HUMAN 916|Sarcoplasmic reticulum histidine-rich calcium—-bindin 40.38|SRCH_HUMAN
6864 |Neuronal growth regulator 1 58.58[NEGR1_HUMAN 4161|Sodium/nucleoside cotransporter 1 65.71|S28A1_HUMAN
1580 |Pancreatic alpha-amylase 88.92|AMYP_HUMAN 1102|Syndecan-1 81.24|SDC1_HUMAN
22566 |Receptor-type tyrosine—protein phosphatase ga| 41.02|PTPRG_HUMAN 4109|Tenascin—X 80.07 [TENX_HUMAN
22079 |Sialate O-acetylesterase 44.91|SIAE_ HUMAN 1273 |Thrombospondin—1 96.9|TSP1_HUMAN
9035|Sulfhydryl oxidase 1 46.02|]QSOX1_HUMAN 1177)Tumor necrosis factor receptor superfamily member 1 83.76 | TNR16_HUMAN
681|Vesicular integral-membrane protein VIP36 80.83|LMAN2 HUMAN 5437|Tumor—associated calcium signal transducer 2 63.93|TACD2_ HUMAN
289|WAP four—disulfide core domain protein 2 89.2|WFDC2 HUMAN
8627 |Xylosyltransferase 1 50.04 | XYLT1_HUMAN
> S =
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Prot Description — Right side PCA Score Accession Prot Description — Left side PCA Score Accession
7861 |Alpha—1-antichymotrypsin 62.06 AACT_HUMAN 8084 [Amyloid beta A4 protein 72.93|A4 HUMAN
9755 |Alpha—1B-glycoprotein 116.16|[A1BG_HUMAN 14097 |Asialoglycoprotein receptor 1 79.5|ASGR1_HUMAN
16254 |Alpha—N-acetylglucosaminidase 53.6 | ANAG_HUMAN 4051|Basement membrane—-specific heparan sulfate proteo 79.67|PGBM_HUMAN
8290 |Biotinidase 94.15|BTD_HUMAN 11803 |Basigin 52.94|BASI HUMAN
10024 |Complement C1r subcomponent-like protein 54.41|C1RL_HUMAN 20304 |Cadherin—2 43.14|CADH2 HUMAN
6496 |Corticosteroid-binding globulin 75.73|CBG_HUMAN 7551|CD209 antigen 59.53|CD209 HUMAN
6001|Endonuclease domain—containing 1 protein 59.78|ENDD1_HUMAN 65|CD59 glycoprotein 61.29|CD59_HUMAN
7819 |Gamma-glutamyltranspeptidase 2 61.13|GGT2_ HUMAN 10352|CD99 antigen-like protein 2 68.88|C99L2_ HUMAN
7704 |Hemopexin 71.29]HEMO_HUMAN 4260]Collagen alpha=1(1) chain 72.45|CO1A1_HUMAN
1235|Ig alpha—1 chain C region 99.2[IGHAT_HUMAN 1387|Complement decay—accelerating factor 67.86 | DAF_HUMAN
803|lg kappa chain V-III region VG (Fragment) 67.47|KV309 HUMAN 10156 |Desmoglein—1 82.21|DSG1_HUMAN
2731 |Inter—alpha-trypsin inhibitor heavy chain H4 69.15[ITIH4 HUMAN 2552 |Dihydrolipoyllysine-residue succinyltransferase compd 62[{0D02 HUMAN
360 |Kininogen—1 60.13[KNG1_HUMAN 2359 |Di-N-acetylchitobiase 42.43|DIAC_HUMAN
2792|Leucine-rich alpha-2-glycoprotein 58.84|A2GL_HUMAN 575 |Endosialin 49.96CD248 HUMAN
7357 |Plasma protease C1 inhibitor 108.1[IC1_HUMAN 117|Extracellular sulfatase Sulf-2 71.82|SULF2 HUMAN
2569 |Polymeric immunoglobulin receptor 66.99|PIGR HUMAN 7598 |Fibroblast growth factor receptor 1 74.79 [FGFR1_HUMAN
4297 [Pro—epidermal growth factor 43.17|EGF_HUMAN 24890 |Fibronectin 112.91 [FINC_HUMAN
1521|Serotransferrin 100.48| TRFE_ HUMAN 15569 |Hornerin 74.97|HORN_HUMAN
4441 |Transthyretin 72.28|TTHY HUMAN 27629 |Junction plakoglobin 49.88|PLAK HUMAN
3621|Vasorin 84.63|VASN_HUMAN 1959 |Membrane protein FAM174A 50.89 |[F174A HUMAN
834|Vesicular integral-membrane protein VIP36 60.43[LMAN2 HUMAN 22770|Multimerin—2 56.91 |MMRN2 HUMAN
4339|Neurosecretory protein VGF 61.87|VGF_HUMAN
1322 |Peptidase inhibitor 15 51.18/PI15_ HUMAN
44 |Phosphoinositide—3—kinase—interacting protein 1 115.93|P3IP1_HUMAN
21693 |Prostaglandin E2 receptor EP3 subtype 58.78 [PE2R3_HUMAN
1704 |Protein shisa-5 69.38|SHSA5_ HUMAN
2044 |Secretogranin—1 94.85|SCG1_HUMAN
9048 [Sodium/nucleoside cotransporter 1 58.24|S28A1_HUMAN
16909 |Sulfhydryl oxidase 1 41.62|{QSOX1_HUMAN
1556 |Syndecan-1 63.94/SDC1_HUMAN
11789|Tenascin-X 74.88 | TENX_HUMAN
3068|Thrombospondin—1 110.26 | TSP1_HUMAN
26043 |Thrombospondin—4 59.71|TSP4_ HUMAN
1882 |Trefoil factor 3 48.86 | TFF3_HUMAN
2537|Tumor necrosis factor receptor superfamily member 1 76.3|TNR14_ HUMAN
12541|Tumor—associated calcium signal transducer 2 63.56 [TACD2 HUMAN
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