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 Protein: MUP_RAT Major urinary protein OS-Rattus norvegicus PE=1 SV~1

Standardised Expression Profiles
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T Protein: MUP_RATRT Wajor urinary protein (Fragments) OS-Ratius ratius PE=1 SV-2
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Major urinary protein - MUP
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1 Protein: SPBP_RAT Prostatic spenmine-binding protein OS-Rattus norvegicus GN=-8bp PE~1 §V-1 1 Protein: SVS2_RAT Seminal vesicle secretory protein 2 OS-Ratius norvegicus GN=Svs2 PE~1 SV=1
¥ Peplides of selected protein & Puplides of selecied protein
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Prostatic spermine-binding protein Seminal vesicle secretory protein 2

o . The rat seminal vesicle contains six major
iﬁg:gl::-ggs;gtgegr‘?;:galls an  Pra ALAAT Mg pttada I 8- v Sevepop P 948 androgen-dependent secretory proteins The

ot ol Pupid Viows D et SVS |l protein is a major component of the rat
prostate glycoprotein that binds : copulatory plug.
various polyamines
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T8N T HIEL Aminopeptidase N
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ﬁ?ﬁ% Plays a role in the final

digestion of peptides generated
from hydrolysis of proteins by
gastric and pancreatic

proteases.
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ProteoMiner with reduced R 223 349
amount of proteins and beads — 00 4 273
1/5% and 1/10th. To reduce the 200 - 174
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0 B T T I B 1
1/5t amount was found to be Raw Standard | 1/SthBeads|  1/10th
effective for human serum
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+ Protein: ALDU_RAT Serum albumin OS-Ratius norvegicus GN-Alb PE-1 8V-2
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Albumin expression in human (Young vs Old)

Albumin expression in human (Obesity)
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Standardived Mormathed Abundance
a

Up regulated Proteins (15) in Male Samples

IGlutamyl aminopeptidase OS=Homo sapiens GN=ENPEP PE=1 SV=3

Bromodomain testis-specific protein 0S=Homo sapiens GN=BRDT PE=1 SV=4

ICatalase OS=Homo sapiens GN=CAT PE=1 SV=3

Protein FAM198B OS=Homo sapiens GN=FAM198B PE=2 SV=1

Keratin, type | cuticular Hal OS=Homo sapiens GN=KRT31 PE=2 SV=3

Keratin, type | cuticular Ha4 OS=Homo sapiens GN=KRT34 PE=2 SV=2

Keratin, type |l cuticular Hb1 OS=Homo sapiens GN=KRT81 PE=1 SV=3

Keratin, type Il cuticular Hb3 OS=Homo sapiens GN=KRT83 PE=1 SV=2

W0 |N|O |V |BDIWIN |-

Keratin, type Il cuticular Hb5 OS=Homo sapiens GN=KRT85 PE=1 SV=1

(e
o

Keratin, type Il cuticular Hbé OS=Homo sapiens GN=KRT86 PE=1 SV=1

[
[

Keratin, type | cuticular Ha3-1 0S=Homo sapiens GN=KRT33A PE=2 SV=2

[y
N

Keratin, type | cuticular Ha3-1l OS=Homo sapiens GN=KRT33B PE=2 SV=3

[y
w

Low-density lipoprotein receptor OS=Homo sapiens GN=LDLR PE=1 SV=1

[uy
S

Myosin-13 OS=Homo sapiens GN=MYH13 PE=1 SV=2

[
w

ITyrosine-protein phosphatase non-receptor type substrate 1 OS=Homo sapiens
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Up regulated Proteins (34) in Female Samples

|Standardised Expression Profiles =

B T Male

‘Standardised Normalised Abundance
- 0m

Alpha—2-macroglobulin—like protein 1 O0S=Homo sapiens GN=A2ML1 PE=1 SV=3

Alpha-actinin—4 OS=Homo sapiens GN=ACTN4 PE=1 SV=2

INeuroblast differentiation—associated protein AHNAK OS=Homo sapiens GN=AHNAK PE=1 SV=2
Annexin A1 0S=Homo sapiens GN=ANXA1 PE=1 SV=2

Annexin A2 OS=Homo sapiens GN=ANXA2 PE=1 SV=2

IScavenger receptor cysteine-rich type 1 protein M130 OS=Homo sapiens GN=CD163 PE=1 SV=2
Cathelicidin antimicrobial peptide OS=Homo sapiens GN=CAMP PE=1 SV=1

Coiled—coil domain—containing protein 73 OS=Homo sapiens GN=CCDC73 PE=2 SV=2
Centromere protein F OS=Homo sapiens GN=CENPF PE=1 SV=2

ICollagen alpha—1(VI) chain OS=Homo sapiens GN=COL6A1 PE=1 SV=3

ICentrosome—associated protein CEP250 OS=Homo sapiens GN=CEP250 PE=1 SV=2

ICornulin 0S=Homo sapiens GN=CRNN PE=1 SV=1

Cystatin—A OS=Homo sapiens GN=CSTA PE=1 SV=1

Disabled homolog 2-interacting protein OS=Homo sapiens GN=DAB2IP PE=1 SV=2

Fatty acid-binding protein, epidermal OS=Homo sapiens GN=FABP5 PE=1 SV=3

Filaggrin OS=Homo sapiens GN=FLG PE=1 SV=3

78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPA5 PE=1 SV=2

Heat shock protein beta—1 OS=Homo sapiens GN=HSPB1 PE=1 SV=2

ISerine protease inhibitor Kazal-type 5 OS=Homo sapiens GN=SPINK5 PE=1 SV=2

ntegrin alpha—M OS=Homo sapiens GN=ITGAM PE=1 SV=2
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Standardised Normafised Abundance

Protein expression pattern between young and old human were similar
and fewer peptides/proteins could be related to.

CD59 glycoprotein

Interferon—induced protein with tetratricopeptide repeats 2

1
2
3 [Multimerin—1 OS=Homo sapiens
4

Sulfhydryl oxidase 1
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Up Regulated Proteins (~ 460) in Obese Samples

o

-

w

u

-

Standardised Normatised Abundance

&

3

HLA class | histocompatibility antigen, A-80 alpha chain OS=Homo sapiens GN=HLA-A PE=1 SV=1
Alpha-1-antitrypsin OS=Homo sapiens GN=SERPINA1 PE=1 SV=3
Alpha-1B-glycoprotein OS=Homo sapiens GN=A1BG PE=1 SV=4
Leucine-rich alpha-2-glycoprotein OS=Homo sapiens GN=LRG1 PE=1 SV=2
Amyloid beta A4 protein OS=Homo sapiens GN=APP PE=1 SV=3 TO 0O man y
ATP-binding cassette sub-family F member 1 OS=Homo sapiens GN=ABCF1 PE=1 SV=2
Arf-GAP with coiled-coil, ANK repeat and PH domain-containing protein 2 0S=Homo sapiens GN p rote i n S
Beta-actin-like protein 2 OS=Homo sapiens GN=ACTBL2 PE=1 SV=2
Activin receptor type-1B OS=Homo sapiens GN=ACVR1B PE=1 SV=1
10 Aminoacylase-1 OS=Homo sapiens GN=ACY1 PE=1 SV=1 We re u p
11 ADP/ATP translocase 3 OS=Homo sapiens GN=SLC25A6 PE=1 SV=4
12 Afamin 0S=Homo sapiens GN=AFM PE=1 SV=1 regu lated
13 Alpha-galactosidase A OS=Homo sapiens GN=GLA PE=1 SV=1 p :
14  Agrin OS=Homo sapiens GN=AGRN PE=1 SV=5 INnre I atl on
15 Neuroblast differentiation-associated protein AHNAK OS=Homo sapiens GN=AHNAK PE=1 SV=2
16 A-kinase anchor protein 17A OS=Homo sapiens GN=AKAP17A PE=1 SV=2 H |
17 Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 to 0 b e s Ity :
18 Fructose-bisphosphate aldolase B 0S=Homo sapiens GN=ALDOB PE=1 SV=2
19 Putative ALMS1-like protein OS=Homo sapiens GN=ALMS1P PE=5 SV=1
20 Protein AMBP OS=Homo sapiens GN=AMBP PE=1 SV=1
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Principal Components Analysis
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Principal Components Analysis
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MSMB Beta-microseminoprotein
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