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Decrease in high abundant low molecular weight proteins
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Principal Components Analysis
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Up regulated Proteins (15) in Male Samples

&
|
i

1 lutamyl aminopeptidase OS=Homo sapiens GN=ENPEP PE=1 SV=3

2 IBromodomain testis-specific protein OS=Homo sapiens GN=BRDT PE=1 SV=4

3 (Catalase OS=Homo sapiens GN=CAT PE=1 SV=3

4 Protein FAM198B OS=Homo sapiens GN=FAM198B PE=2 SV=1

5  [Keratin, type | cuticular Hal OS=Homo saplens GN=KRT31 PE=2 SV=3 ® 8 ofthe 15

6 Keratin, type | cuticular Ha4 OS=Homo sapiens GN=KRT34 PE=2 SV=2 p roteins were
7 Keratin, type Il cuticular Hb1 OS=Homo sapiens GN=KRT81 PE=1 SV=3 keratin.

8 Keratin, type Il cuticular Hb3 OS=Homo sapiens GN=KRT83 PE=1 SV=2

9 |Keratin, type Il cuticular Hb5 OS=Homo sapiens GN=KRT85 PE=1 SV=1 ® Men has more
10 Keratin, type Il cuticular Hb6 OS=Homo sapiens GN=KRT86 PE=1 SV=1 keratin!

11 Keratin, type | cuticular Ha3-I OS=Homo sapiens GN=KRT33A PE=2 SV=2

12 Keratin, type | cuticular Ha3-1l OS=Homo sapiens GN=KRT33B PE=2 SV=3

13 Low-density lipoprotein receptor OS=Homo sapiens GN=LDLR PE=1 SV=1

14 Myosin-13 OS=Homo sapiens GN=MYH13 PE=1 SV=2

15 (Tyrosine-protein phosphatase non-receptor type substrate 1 0S=Homo sapiens

X 10 BEAARTOBEMHERMLRERE
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Standardised Normalisad Abundante

Up regulated Proteins (34) in Female Samples

Wilpha-2-macroglobulin—like protein 1 OS=Homo sapiens GN=A2ML1 PE=1 SV=3

Alpha-actinin-4 OS=Homo sapiens GN=ACTN4 PE=1 SV=2

Neuroblast differentiation—associated protein AHNAK OS=Homo sapiens GN=AHNAK PE=1 SV=2

Annexin A1 OS=Homo sapiens GN=ANXA1 PE=1 SV=2

Mnnexin A2 OS=Homo sapiens GN=ANXA2 PE=1 SV=2

IScavenger receptor cysteine-rich type 1 protein M130 OS=Homo sapiens GN=CD163 PE=1 SV=2

ICathelicidin antimicrobial peptide OS=Homo sapiens GN=CAMP PE=1 SV=1

C oiled—coil domain—containing protein 73 OS=Homo sapiens GN=CCDC73 PE=2 SV=2

© |00 || |O1 | | [N |—

Centromere protein F OS=Homo sapiens GN=CENPF PE=1 SV=2

10 [Collagen alpha=1(VI) chain OS=Homo sapiens GN=COL6A1 PE=1 SV=3

11 ICentrosome—associated protein CEP250 OS=Homo sapiens GN=CEP250 PE=1 SV=2

12 [Cornulin OS=Homo sapiens GN=CRNN PE=1 SV=1

13 ICystatin~A OS=Homo sapiens GN=CSTA PE=1 SV=1

14 Disabled homolog 2-interacting protein OS=Homo sapiens GN=DAB2IP PE=1 SV=2

15 Fatty acid—binding protein, epidermal OS=Homo sapiens GN=FABP5 PE=1 SV=3

16 Filaggrin OS=Homo sapiens GN=FLG PE=1 SV=3

17 [78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPA5 PE=1 SV=2

18 |[Heat shock protein beta=1 OS=Homo sapiens GN=HSPB1 PE=1 SV=2

19 ISerine protease inhibitor Kazal-type 5 OS=Homo sapiens GN=SPINK5 PE=1 SV=2

20 ntegrin alpha—M OS=Homo sapiens GN=ITGAM PE=1 SV=2

11 BEBARTOLXMEFENLERE

Standardived Mormalised Abundance

Protein expression pattern between young and old human were similar

and fewer peptides/proteins could be related to.

CD59 glycoprotein

Interferon—induced protein with tetratricopeptide repeats 2

Multimerin—1 OS=Homo sapiens

1
2
3
4

Sulfhydryl oxidase 1

X 12 EEAARTOEHEFRENERE
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Up Regulated Proteins (~ 460) in Obese Samples

O NOWL A WN P

HLA class | histocompatibility antigen, A-80 alpha chain OS=Homo saplens GN=HLA-A PE=1 SV=1
Alpha-1-antitrypsin OS=Homo sapiens GN=SERPINA1 PE=1 SV=3

Alpha-1B-glycoprotein OS=Homo sapiens GN=A1BG PE=1 SV=4

Leucine-rich alpha-2-glycoprotein OS=Homo sapiens GN=LRG1 PE=1 SV=2

Amyloid beta A4 protein OS=Homo sapiens GN=APP PE=1 SV=3

ATP-binding cassette sub-family F member 1 OS=Homo saplens GN=ABCF1 PE=1 SV=2

Arf-GAP with colled-coll, ANK repeat and PH domain-containing protein 2 0S=Homo saplens GN
Beta-actin-like protein 2 OS=Homo sapiens GN=ACTBL2 PE=1 SV=2

Activin receptor type-1B OS=Homo sapiens GN=ACVR1B PE=1 SV=1

Aminoacylase-1 OS=Homo sapiens GN=ACY1 PE=1 SV=1

ADP/ATP translocase 3 OS=Homo saplens GN=SLC25A6 PE=1 SV=4

Afamin OS=Homo sapiens GN=AFM PE=1 SV=1

Alpha-galactosidase A OS=Homo sapiens GN=GLA PE=1 SV=1

Agrin 0S=Homo sapiens GN=AGRN PE=1 SV=5

Neuroblast differentiation-associated protein AHNAK OS=Homo saplens GN=AHNAK PE=1 SV=2
A-kinase anchor protein 17A OS=Homo saplens GN=AKAP17A PE=1 SV=2

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2

Fructose-bisphosphate aldolase B 0S=Homo sapiens GN=ALDOB PE=1 SV=2

Putative ALMS1-like protein OS=Homo saplens GN=ALMS1P PE=5 SV=1

Protein AMBP OS=Homo sapiens GN=AMBP PE=1 SV=1

13 ®EAANRFOEREFRAOEAE
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Principal Components Analysis

Too many
proteins
were up
regulated
in relation
to obesity!
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Men young Men aged Women young Women aged
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Men young

Men aged Women young

Women aged
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PGRP2 - N-acetylmuramoyl-L-alanine amidase

By Sex and Age
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