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F1 AWESYMREOEECREER

Number of
Group sex age weight samples Fasting  Sampling time
G1 Male 10 weeks 349.22+20.65 11 16 hr 10:00 AM
G2 Female 10 weeks 227.72+14.96"° 11 16 hr 10:00 AM
G3 Male 30 weeks 577.76+37.27""" 13 16 hr 10:00 AM
G4 Female 30 weeks 305.42+24,18"""" 12 16 hr 10:00 AM
G5 Male 10 weeks 405.9+26.98%% 11 No 10:00 AM
G6 Male 10 weeks 361.64+32.93 11 22 hr 10:00 AM
G7 Male 10 weeks 347.57+13.37 11 22 hr 4:00 PM

*** p € 0,005 for the comparison between male and female rats of same aged groups (Group 1 vs. Group 2, Group 3 vs. Group 4),
m, p < 0.005 for the comparison between young and old rats of same sex groups (Group 1 vs. Group 3, Group 2 vs, Group 4),
A p < 0.005 for the comparison between fasting and nonfasting rats of same age and sex groups (Group 1 vs. Group 5).

x2 AVEREBADEREREDIESR

[cMY] [CFY] [cMO] [cFO] Statistical
Groups Young male Young female Elderly male Elderly female significance
Gender Male Female Male Female
Number 15 15 15 15
Median age [range] 29 [25-33] 28 [25-34] 59 [55-64] 59 [55-63]

Median Weight (Kg) 78 93.4 75.6 90.7 {CMY] vs. [CEY] (N.5), [CMO] vs, [CEO] (N.5),
[range] [52.2-113.9]  [59.9-147.4] [63.5-116.1] [62.6-114,3]  [CMY]vs. [CMO) (NS}, [CFY] vs. [CFO] (N.5)
Median height (cm) 172.7 162.6 177.8 162.6 [CMY] vs. [CFY] (p=0.017), [CMO] vs. [CFO) {p=0.0001),

[range] [154.9-185.4] [149.9-182.9] [165.1-190.5] [152.4-175,3] [CW¥lvs. (O] (p0.032), [CFY] . [CFO) (N.S)
Median BMI 26.2 35.4 245 32.7 [CMY] vs. [CFY] (p=0.042), [CMO] vs. [CFO] (p=0.0008),
[range] [18.0-36.6] [24.9- 49.7] [19.5-34.9] [26.1-43,3]  [CMY]vs. [CMO] (NS), [CFY] vs. [CFO] (N.5)
matrices plasma/serum plasma/serum plasma/serum  plasma/serum
freeze-thaw 2 and 2 times 2 times 2 times
(plasma and serum) 10 times

N.S: not significant

®3 AVEEREBERAOEREREDIESE

[dMY] [JFY] [JMO] [JFO] .
Groups Japanese Japanese Japanese Japanese :;:;f;iz‘e
Young male Young female Elderly male Elderly female
Gender Male Female Male Female
Number 15 15 15 15
Median age [range] 32 [25-35] 32 [25-35) 60 [55-64] 60 [55-65]
Median Weight (Kg) 64 54 65 51 [IMY] vs. [JFY] (p=0.0054), [JMO] vs. [JFO] (p<0.0001),
{range] [53-72] [44-73] [53-83] [43-61] [IMY] vs. [IMO] (N.5), [JFY] vs. [JFO] (N.5)
Median height (cm) 171 162 167 156 [IMY] vs. [JFY] (p=0.0001), [IMO] vs. [JFO] (p<0.0001),
[range] [165-180] {151-175] [161-182] [143-161] [IMY] vs. [3MO] (N.S), [JFY] vs. [JFO] (p=0.0039)
Median BMI 22 20 23 21 [IMY] vs. [JFY] (N.S.), IMO] vs. [JFO] {p=0.0265),
[range] [19-24] [19-25] [20-25] [18-25] [IMY] vs. [IMO] (p=0.0161), [JFY] vs. [JFO] (N.S.)
matrices plasma plasma plasma plasma

N.S: not significant

R4 ARRICAVWEERESEH(BAAN BABAN) OFREREDIES

[umY] [AMY] [CMY] .
Groups Japanese African Caucasian ssi;:;is:;i'e
Young male Young male Young male
Gender Male Male Male
Number 15 15 15
Median age [range] 32 [25-35]) 29 [26-33] 29 [25-33]
Median Weight (Kg) 64 74 78 [IMY] vs. [AMY] (p=0.0037), [JMY] vs. [CMY] (p=0.0225),
[range] [53-72] [54-130] [52.2-113.9]  [AMY]vs. [CMY] (N.S.)
Median height {cm) 171 180 172.7 [IMY] vs. [AMY] (p=0.0037), [JMY] vs. [CMY] (p=0.0062),
[range] [165-180] [165- 196] [154.9-185.4]  [AMY] vs. [CMY] (p=0.0379)
Median BMI 22 22 26.2 [IMY] vs. [AMY] (N.S.), [IMY] vs. [CMY] {p=0.0062),
[range] [19-24] [18- 34] [18.0-36.6] [AMY] vs. [CMY] (N.S.)
matrices plasma plasma plasma

N.S: not significant
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Male Specific Protein

Protein akbreviation Protein Descrption Protein mass Prtein . Protein Description Proinmass
SPBP_RAT g protein OS=| Sbp PE=1 SV=1 312  BRCAZRAT Breestcarcertype i PE=1 SV=1 376261
2272 RAT Cystatin- Cp2 PE=2 SV=1 2146 DYHI2.RAT Dynein heavy chain 12, axonemal OS=Rattus norvegicus GN=Dnahi2 PE=2 SV=2 30027
2P1_RAT [ 108 dpro PE=1 SVa1 214€  [TPRI_RAT Inositdl 1,45 receptor type 1 OS= tert PE=1 SV=2 316406
TGV4 RAT Protein-giLtamil 40S=Ratt. rgmd PE={ SV=1 TSRE SPTA2_RAT chain, brain OS=Ral Sptant PE=1 SV=2 285261
KACA RAT g kappa chain C region, A allele OS=Raitus norvegious PE=1 SV=1 118 MAPIB.RAT associated protein 1B OS= fapib PE=1 SV=2 70632
REGAG_RAT derived pr gamma OS=| =Regag PE=2 SV=1 19472 ACACA RAT Acely-CoA 108} egi PE=1 SV=1 205672
ACTS_RAT Actin, musdle O PE=25V=1 4066 ROS_RAT  Prolo-oncoger ROS OS=f PE=25Ve] 263884
PSC2_RAT €208 sbpc PE={ SV=1 13162 PLCE1_RAT 1 4 epsion-1 OS=] PE=1 SV=1 2586505
LONS_RAT Exiddymal-specific lipocalin OS=Ratus norvegicus GN=Lon5 PE=1 SV=2 200F  TFACI_RAT General factor 3C polypeptie 1 OS= PE=1 SV=1 245004
SO1A1_RAT olute family member 1A1 Of 1 PE=1 SV={ 75782 FA3BARAT Protein FAM3BA OS=Raffus novegious G=Famga PE=2 SV=2 263
PSC1_RAT 1 OS= sbpol PE=f SVet 1309 OTOF RAT Otoferiin OS=Rattus norvegicus GN=Ctof PE=1 SV=2 2wz
SVS2_ RAT Serminal vesicie secretory protein 2 OS=Rattus norvegicus GN=Sve2 PE=1 SV=1 45568 MYCSB_RAT Myosin-Xb OS=Rattus norvegicus GN=Myosb PE=1 SV=1 26380
DFBS0_RAT Os=Rat. Sv=t 8isc MYH3_RAT  Myosin-3 OS=Rattus norvegicus GN=Myh3 PE=2 SV=1 24746
SG2A2_RAT ‘Secretogiobin farmily 2 member 2 OS=Raftus norvegicus GN=Scgkoa2 PE=1 SV=1{ 1100E  MYH4 RAT Myosin4 OS=Rattus norvegicus GNMyhd PE=2 SV=1
MSVB_RAT Beta ; PE=1 Sv=t 13311 PGCA RAT  Aggrecan core protein OS=Rattus norveglous GN=Acen PE=1 SV=2 2%
CATS_RAT Cathepsin S OS=Rattus norvegicus G=Ciss PE=2 SV={ 431 MYO!6_RAT MyosinX\i OS=Rattus norvegicus GN=Myo16 PE=1 SV=1 23122
SVRI_RAT SMR1 protein OS=Rattus norvegicus GN=Vosa PE=1 SV=1 16017 POSKS_RAT agment) OS: jcus GN=PosiS PE=2 SV=2 212487
AKIAT_RAT Alcohdl DP+] OS> gl faf PE=1 SV=2 711 KIF{B_RAT  Kinesindike protein KIF 1B OS=RattLs norvegicus GN=Kif1b PE=1 SV=2 205411
LEGS RAT Galectins OS=Rattus norvegicus G=Lgals5 PE=1 SV=2 18414 P20 RAT Nudlearp 21008= o210 PE=1 SV=1 2084
SO1A3_ RAT ol gar eporter family member 1A3 OS: PE=25V=2 7o m;_m’ Breast cancer type 1 GNeBrcal PE=1 SV={ 203004
SVS4 RAT ‘Seminal vesicle secrelory protein 4 OS=Rattus norvegicus GN=Svs4 PE=1 SV=1 1% paT  Linkainbf OS=Ralts novegius Gh=Liap PEST SVA1 =
mﬁ: W“Wc:mm'mmm:;’sw x SIL2 RAT  Signakinduced pro 1aike protein 2 0S= pail2 PE2 SVt 19150

yeseomal tioedaries PRT2 OS=fittis nvwicis YL MADD RAT  MAP Kinase-adtivating PE=1 SV=1 175308
SOIAS RAT  Solufe carrier organic anion transporter family merrber AS OS=Rattus norvegicr = TOE  ARCCH RAT ATP-binding casselte transporter subfarmily C meber 8 OS=Raftus norvegicus GN=AbocB PE={ SVed 1Teeee
HBB1_RAT it beta-1 OS=Ratt b PE=1 SV=3 1602 SYNJI_RAT oS yril PE=1 SV=3 173870
DNS2B RAT D beta OS=Ratf. =Dnase2b PE=1 SV=1 40C  TOP2ARAT DNA 2-aipha OS=Rat lop2a PE=2 SV=1 173883
ASVGA RAT  Acd ke 3 OS=Raty P PE=2 SV §677  SUTI_RAT it homolog 1 protein OS=Rattus norvegicus GN=Sitt PE=1 SV=1 173434
ARF1_RAT ADP-ribosy factor 1 O 1 PE={ SV=2 20741 P3C2G_RAT 4phosphate 3-Kinase C2 domalr polypeptide g Wac2g PE=2 SV=1 173147
TERA_RAT Transtional ATPase OS Jop PE=1 SV=3 8077 RERERAT A Rere PE=2 SV=2 178%
RAC1_RAT Rastelated 10S=Ratt \=Ract PE=1 SV=1 218% MUG2 RAT  Mudin-2 (Fragment) CS=Rattus norvegious GN=Muc2 PE=1 SV=1 172556
CRISI_RAT Oyste protein 1 OS= =Crisp! PE=2 §V=1 26741 NVDE2 RAT Gittarmate [NVIDA] receptor subunit epsilon-2 OS=Raftus norvegicus GN=Grinzb PE=1 Sv=1 167676
ENPPS_RAT farmily mermber 5 OS=| npp5 PE={ SV=2 5481 MRPSRAT associated profein 8 OS Sv=1 166771
GSTMQ.RAT  Giutathione Mi20S PE=1 SV=2 285 SYNRRAT ynj2 PE=1 SV=2 166414
GSTMA RAT  Giutathione Yb3 Os=Ratt PE=1 SV=2 258%  NOS{_RAT  Niriccxide synthase, brain OS=Ratius norvegious GN=Nost PE=1 Sv=1 161627
AKCL2 RAT 1,5-anhydro-D-fructose reductase OS=Rattus norvegious GN=Akr1d2 PE=2 SV=1 U762 ROCK2 RAT Rho 208 g PE=1 SV={ 160475
GSTMI_RAT  Giutathione Mu 1 OS=Ratty PE=1 SV=2 2062 SHANZRAT SH3and 2 0S=Rat PE=1 SV=2 150008
MYOTE RAT  Myosinde OS=Raftus norvegicus GN=Myofe PE=2 Sv=1 127374 DVBTI_RAT Deleted in malignart 1 protein OS= GN=Dmit{ PE=1 SV=1 158871
GAS7_RAT specific protein 7 O ek 45X MED23 RAT Medator of RNA polymerase || it 23 0S= PE=2SV=2 158089
LRCS9_RAT Letcine-rich repeat-cortairing protein 53 OS=Rattus norvegicus GN=LIToS3 PE=1 SV=1 /304 CONTPI_RAT Contactin-associated protein 1 OS=Rattus norvegicus G=Crtnap PE={ Sv=1 157768
SO1A4 RAT o family member 1A4 OS> PE=25V=1 74851  MET_RAT  Hepatooyte growth factor receptor OS=Rattus norvegicus GN=het PE=1 SV=1 156181
GBBS_RAT rlectice beta5 O PE=25\&( BBE  RBGPR RAT Rabd g pr Rabigar2 PE=1 SV=2 15809
DDAH1_RAT NG N 108 gous GN=Dxdant PE=1 SV=3 3180 VGFR3 RAT Vascuar endothelial growth factor receptor 3 OS=Rattus norvegicus GN=Fit4 PE=1 SVt 155328
OMD_RAT Ostecmockiin OS=Rattus norvegicus GN=Omd PE=2 SV={ S052  CSW1_RAT Caskin-1 OS=Rattus norvegicus G=Caskini PE=1 SV=1 150882
CAH1_RAT G 10s=i Gh=Cat PE=1 SV=1 3% PARD3 RAT Partiioring defective 3 homolog OS=Rattus norvegicus GN=Pard3 PE=1 SV=1 150041
1SK3_RAT pr type3 Spini3 PE=1 SV=2 82 (D45 RAT  Leukooyte oro PE=2 V=2 144776
RB11B_RAT Rab-11B 0S: 1b PE=2 SV=4 24588 RGRF{_RAT xlectide 108 Rasgrft PE=1 SVt 143774
FPRP_RAT Prostagiandin F2 receptor negative regulator OS=Rattus norvegicus GN=Pigfn PE=1 Sv=1 6% SVCIA RAT Strudral in 1A 0S: PE=1 Sv=t 15574
RGN_RAT Regucaldn OS=Ratus norvegicus GN=Rgn PE=1 SV=3 36X VDRI_RAT Muticrug resistance protein 1 OS=Rattus norvegicus GN=Abcb1 PE=2 SV=1 141925
MYOIB RAT  Myosindb OS=Rattus norvegicus GN=MWyo1b PE=2 Sv=1 132861 [1CAM_RAT Neural cell L1 08 fcam PE=2 S\=3 141816
GPX5_RAT Epididymal secretory gittathione percxidase OS=Raftus norvegicus GN=Gr PE=2 SVe=1 25 SYVORAT  ValyHRNA synhetase OS=Rattus norvegious GN=Vars PE=2 5Ve2 1415
LRRCT_RAT  Leucinedich repeat-cortairing protein 7 OS=Rattus norvegicus GN=_ITc7 PE=1 SV=1 16X oLAP2 RAT GLIR 208 o Casp2 PE=2 SVt 141483
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Prot Description Right side PCA Score Accession Prot Description — Left side PCA Score Accession
1368|Alpha-1B-glycoprotein 68.41|A1BG_ HUMAN 2025|Amyloid beta A4 protein 48.5|A4 HUMAN
4046 |Alpha-amylase 1 86.35|AMY1_HUMAN 12159)|Basement membrane-specific heparan sulfate proteoy  51.98|PGBM_HUMAN
1094 |Alpha-amylase 2B 57.22|AMY2B_HUMAN 6813|Bone morphogenetic protein 3B 41.54|BMP3B_HUMAN

15586 |Alpha-N-acetylglucosaminidase 54.66 ANAG_ HUMAN 4324|CD320 antigen 53.84|CD320 HUMAN
1616 |Apolipoprotein D 108.02|APOD_HUMAN 571|CD44 antigen 42.46|CD44 HUMAN
4092|Biotinidase 94.95/BTD_HUMAN 149|CD59 glycoprotein 83.94|CD59 HUMAN
9042|Complement Cir subcomponent-like protein 40.23|{C1RL_HUMAN 6153(Collagen alpha—1(I) chain 75(CO1A1_HUMAN

11384 |Cubilin 50.12|CUBN_HUMAN 17495|Collagen alpha—1(XXVIII) chain 56.67|COSA1_HUMAN
8912|Endonuclease domain-containing 1 protein 43.37|ENDD1_HUMAN 7602|Delta and Notch-like epidermal growth factor-related 63.2|DNER_ HUMAN
5205 [Extracellular superoxide dismutase [Cu-Zn] 64.62|SODE_HUMAN 1779|Ecto~ADP-ribosyltransferase 3 53.13[NAR3_HUMAN
1173|Fibrinogen alpha chain 50.88|FIBA HUMAN 180 |Extracellular sulfatase Sulf-2 85.3|SULF2 HUMAN
5060|Galectin-3-binding protein 47.51|LG3BP_HUMAN 6359 |IGF-like family receptor 1 46.5[IGFR1_HUMAN
1116|Hemopexin 51.37|HEMO_HUMAN 4033 |Immunoglobulin superfamily containing leucine-rich re| 48.95|ISLR HUMAN

303|lg gamma-4 chain C region 71.4[IGHG4 HUMAN 9131 |Integrin beta—1 49.65|1TB1_HUMAN
186 |Ig kappa chain C region 66.85[IGKC_HUMAN 3725|Kunitz—type protease inhibitor 2 42|SPIT2_ HUMAN
4480|Ig kappa chain V-I region Roy 41.95/KV116_HUMAN 2468 |Membrane protein FAM174A 45.04|F174A_ HUMAN
7390 Ié ka:a chain V-III region VG (Fragment) 40.04|KV309_HUMAN 216|Phosphoinositide-3-kinase-interacting protein 1 69.04[P31P1_HUMAN
3552|1g kappa chain V-III region WOL 50.22|KV305 HUMAN 8895|Plasma protease C1 inhibitor 57.84[IC1_ HUMAN
625|Ig lambda chain V-III region LOI 46.42|L.V302 HUMAN 10320|Platelet-derived growth factor subunit B 63.46 |[PDGFB_HUMAN
172|lg lambda—-2 chain C regions 86.08|LAC2_ HUMAN 12762 |Prolow—density lipoprotein receptor-related protein 1 52.61[LRP1_HUMAN
10615|Inter—alpha—trypsin inhibitor heavy chain H4 58.45(ITIH4 HUMAN 8801 |Prostaglandin E2 receptor EP3 subtype 53.37|PE2R3_HUMAN
6326 |Leucine-rich alpha-2-glycoprotein 48.77)/A2GL_HUMAN 11811 |Protein HEG homolog 1 52.28HEG1_HUMAN

39577 |Low-density lipoprotein receptor-related protei 46.31|LRP2 HUMAN 1186 |Protein NOV homolog 111.46 [NOV_HUMAN
3934 |Monocyte differentiation antigen CD14 51.21|/CD14 HUMAN 6919 |Protein YIPF3 58.67|YIPF3_ HUMAN

21072|Neogenin 47.4[NEO1_HUMAN 916|Sarcoplasmic reticulum histidine-rich calcium-binding 40.38|SRCH_HUMAN
6864 |Neuronal growth regulator 1 58.58[NEGR1_HUMAN 4161 |Sodium/nucleoside cotransporter 1 65.71|S28A1_HUMAN
1580 [Pancreatic alpha—amylase 88.92|AMYP_HUMAN 1102[Syndecan-1 81.24|SDC1_HUMAN

22566 |Receptor-type tyrosine—protein phosphatase ga| 41.02|PTPRG_ HUMAN 4109|Tenascin-X 80.07|TENX_HUMAN

22079 |Sialate O—acetylesterase 44.91|SIAE_ HUMAN 1273|Thrombospondin—1 96.9|TSP1_HUMAN
9035|Sulfhydry! oxidase 1 46.02]/QSOX1_HUMAN 1177|Tumor necrosis factor receptor superfamily member 83.76 |TNR16_HUMAN

681|Vesicular integral-membrane protein VIP36 80.83|LMAN2_ HUMAN 5437|Tumor—associated calcium signal transducer 2 63.93|TACD2_HUMAN
289|WAP four-disulfide core domain protein 2 89.2|WFDC2 HUMAN
8627 [Xylosyltransferase 1 50.04 [XYLT1_HUMAN
#8 REBAARDIILDEDERL RIS F REZOFRERA2T
Prot Description —~ Right side PCA Score Accession Prot Description — Left side PCA Score Accession
7861 [Alpha—1-antichymotrypsin 62.06 AACT HUMAN 8084 |Amyloid beta A4 protein 72.93|A4 HUMAN
9755|Alpha-1B-glycoprotein 116.16[A1BG_HUMAN 14097 [Asialoglycoprotein receptor 1 79.5|ASGR1_HUMAN

16254 |Alpha-N-acetylglucosaminidase 53.6|ANAG_ HUMAN 4051 |Basement membrane-specific heparan sulfate proteo 79.67|PGBM_HUMAN
8290 |Biotinidase 94.15|BTD_HUMAN 11803|Basigin 52.94|BASI_ HUMAN

10024 |Complement C1r subcomponent-like protein 54.41|C1RL HUMAN 20304 [Cadherin-2 43.14|CADH2 HUMAN
6496 |Corticosteroid-binding globulin 75.73|CBG_HUMAN 7551|CD209 antigen 59.53|CD209_HUMAN
6001 |Endonuclease domain—containing 1 protein 59.78|ENDD1_HUMAN 65|CD59 glycoprotein 61.29|CD59_HUMAN
7819 |Gamma—glutamyltranspeptidase 2 61.13|GGT2_HUMAN 10352|CD99 antigen-like protein 2 68.88[C99L2 HUMAN
7704 {Hemopexin 71.29/HEMO_HUMAN 4260|Collagen alpha—1(1) chain 72.45/CO1A1_HUMAN
1235|Ig alpha—1 chain C region 99.2|IGHA1_HUMAN 1387|Complement decay—accelerating factor 67.86 | DAF_HUMAN

803|Ig kappa chain V-III region VG (Fragment) 67.47|KV309_HUMAN 10156 |Desmoglein—1 82.21|DSG1_HUMAN
2731 |Inter—alpha—-trypsin inhibitor heavy chain H4 69.15[ITIH4 HUMAN 2552|Dihydrolipoyllysine-residue succinyltransferase compd 62|0D02 HUMAN
360|Kininogen—1 60.13|[KNG1_HUMAN 2359 |Di-N-acetylchitobiase 42.43|DIAC_ HUMAN
2792|Leucine-rich alpha—2-glycoprotein 58.84|A2GL_ HUMAN 575|Endosialin 49.96|CD248 HUMAN
7357|Plasma protease C1 inhibitor 108.1{IC1_HUMAN 117|Extracellular sulfatase Sulf-2 71.82|SULF2_ HUMAN
2569 |Polymeric immunoglobulin receptor 66.99|PIGR HUMAN 7598 |Fibroblast growth factor receptor 1 74.79 |[FGFR1_HUMAN
4297|Pro—epidermal growth factor 43.17|EGF_HUMAN 24890 |Fibronectin 112.91|FINC_ HUMAN
1521]Serotransferrin 100.48| TRFE_ HUMAN 15569 |Hornerin 74.97)HORN_HUMAN
4441 |Transthyretin 72.28|TTHY_HUMAN 27629 |Junction plakoglobin 49.88|PLAK_ HUMAN
3621 |Vasorin 84.63|VASN_HUMAN 1959 [Membrane protein FAM174A 50.89|F174A_ HUMAN
834 |Vesicular integral-membrane protein VIP36 60.43|LMAN2 HUMAN 22770 |Multimerin—2 56.91 |MMRN2 HUMAN
4339 |Neurosecretory protein VGF 61.87|VGF_ HUMAN
1322|Peptidase inhibitor 15 51.18[PI15_ HUMAN
44 |Phosphoinositide—3-kinase—interacting protein 1 115.93|P3IP1_HUMAN
21693 |Prostaglandin E2 receptor EP3 subtype 58.78 |PE2R3_HUMAN
1704 |Protein shisa-5 69.38|SHSA5 HUMAN
2044 |Secretogranin—1 94.85|SCG1_HUMAN
9048|Sodium/nucleoside cotransporter 1 58.24|S28A1_HUMAN
16909 [Sulfhydryl oxidase 1 41.62|QSOX1_HUMAN
1556 |Syndecan-1 63.94/SDC1_HUMAN
11789|Tenascin-X 74.88| TENX_HUMAN
3068|Thrombospondin—1 110.26)TSP1_HUMAN
26043 |Thrombospondin—4 59.71|TSP4_ HUMAN
1882 |Trefoil factor 3 48.86 | TFF3_ HUMAN
2537|Tumor necrosis factor receptor superfamily member 1 76.3| TNR14_HUMAN
12541|Tumor—associated calcium signal transducer 2 63.56 TACD2_HUMAN
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Molecular Function

Molecular Function
——

Prot Description - Right Side PCA | Score| Accession [T Prot Description - Left Side PCA Score Accession |
1368|Alpha-1B-glycoprotein 68.41|A1BG HUMAN 2025|Amyloid beta A4 protein 48.5/A4 HUMAN
15586|Alpha-N-acetylglucosaminidase 54.66|ANAG HUMAN 12159|Basement membrane-specific heparan sulfate proteogl 51.98|PGBM_HUMAN
4092(Biotinidase 94.95/BTD HUMAN 149|CD59 glycoprotein 83.94/CD59 HUMAN e
9042|Complement C1r subcomponent-like protein 40.23|C1RL_ HUMAN 6153|Collagen alpha-1(1) chain 75/CO1A1_HUMAN
8912|Endonuclease domain-containing 1 protein 43.37|ENDD1_HUMAN 180|Extracellular sulfatase Sulf-2 85.3|SULF2 HUMAN
1116{Hemopexin 51.37|HEMO_HUMAN 2468|Membrane protein FAM174A 45.04|F174A HUMAN
7390|1g kappa chain V-III region VG (Fragment) 40.04|KV309 HUMAN 216{Phosphoinositide-3-kinase-interacting protein 1 69.04|P3IP1_ HUMAN
10615|Inter-alpha-trypsin inhibitor heavy chain H4 58.45|ITIH4 HUMAN 8801|Prostaglandin E2 receptor EP3 subtype 53.37|PE2R3 HUMAN
6326|Leucine-rich alpha-2-glycoprotein 48.77|A2GL HUMAN 4161|Sodium/nucleoside cotransporter 1 65.71|S28A1 HUMAN
681|Vesicular integral-membrane protein VIP36 80.83[LMAN2 HUMAN |NA 1102|Syndecan-1 81.24/SDC1 HUMAN |
4109|Tenascin-X 80.07|TENX HUMAN [
1273|Thrombospondin-1 96.9|TSP1_ HUMAN
1177|Tumor necrosis factor receptor superfamily member 16 83.76/TNR16 HUMAN
5437|Tumor-associated calcium signal transducer 2 63.93|TACD2 HUMAN

GO Molecular Function
Total # Genes: 24 Total # function hits: 24

binding (GO:0005488)
catalytic activity (G0:0003824)

receptor activity (GO:0004872)

structural molecule activity (GO:0005198)
transporter activity (G0:0005215)
enzyme regulator activity (G0O:0030234)
receptor activity (GO:0004872)

25



£10 7y FCREOFE, RMEFRH, EREFEICK YRR VAV ER UL 3 HEREEY

Statistical Comparisons

BEDOHHE (vs fed) 3 1M B R RS
16 hr AM 22 hr AM (22 hr AM vs 22 hr PM) (16 hr AM vs 22 hr AM)
Number of
statistically
different levels of 156 163 47 4
metabolites
P <0.05
Direction of 90 (1 by fasting) 96 (1 by fasting) 23 (AMTT) 2 (16 hrT1)
differences and
metabolite 69 (J by fasting) 73 (L by fasting) 24 (PMTY) 2 (22 hr 1)
numbers

F11 7y TR RZE (M2 - FilE) ICXVRRD VAV EIR LA F A

Statistical Comparisons

Gender comparison Age comparison
Young old Male Female
Number of statistically
different levels of 119 154 109 93
metabolites
P < 0.05
1 in Male / 1 in Male / T in Young / T in Young /
Direction of differences T in Female T in Female 1 in Old T in OId
and metabolite numbers
73/46 48/106 93/16 36/57
Common 3839 (Male-Female) 29-9 (Young-Old)

®R12 RHSHWERERBOOISRAET LS FHE

. Detected lon B Number of molecules detected "
Lipid types Lipid classes Human Human
mode Rat ;
(Caucasian) | (Japanese)
lysophosphatidylcholine (LPC) 9 9 6
lysophosphatidylethanolamine (LPE) 1 2 0
phosphatidylcholine (PC) 40 34 35
Glycerophospholipid Negative ether-type PC (ePC) 4 20 19
phosphatidylethanolamine (PE) 4 9 7
ether-type PE (ePE) 3 9 16
phsophatidylinositol (Pl) 7 8 9
sphingomyelin (SM) 14 22 26
Sphingolipid Negative ceramide (Cer) 5 7 4
hexosylceramide (HexCer) 1 8 6
cholesterol/cholesterolester (Ch/ChE) 26 8 ND
Neutral lipid Positive diacylglycerol (DG) 10 7 ND
(Simple lipid) triacylglycerol (TG) : 1015 | 79 ND
coenzyme Q (CoQ) 1 1 ND
Poly unsaturated arachidonic acid (AA) and its metabolites 18 ] 13 22 .
fatty acids (PUFAs) Negative eicosapentaenoic acid (EPA) and its metabolites 8 4 8
and their metabolites docosahexaenoic acid (DHA) and its metabolites 10 6 8
total 262 251 166

ND, not determined yet



R13 BAOERTOREREERHENERECEREIHANENEH (LF- NFE. BXE. FHE) RUEHKERH(FEREOER) 08

Statistical Comparisons
: 3 5 Matrix comparison: Gender Comparison: Age comparison: Freeze Thaw:
:I;::;x::a:lg)ned-rank Eestimatby 14h fast 14h fast, plasma 14h fast, plasma CMY plasma
Mann-Whitney U-test (gender, age) serum [CMY) | serum (CFY) CEY CEO Mo o ln_tlm.es
plasma plasma cMY cMO cMY CFY 2 times
Total biochemicals (251 in total) 34 82 16 61 8 81 201
p <0.05 (14%) (33%) (6%) (24%) (3%) (32%) (80%)
Biochemicals 23|11 7319 10]6 565 8|0 78] 3 7|19
(Increase | Decrease) (9%) | (4%) | (29%) | (4%) | (4%) | (2%) | (22%) | (2%) | (3%) | (0%) | (31%) | (1%) | (3%) |(77%)
Phospholipids (91 in total) 713 SRR 0]4 25]0 1]0 29|0 0]85
Sphingolipids (37 in total) 0]o 3|1 10]0 21]0 0]o 4]0 0] 27
Neutral lipids (100 in total) 6]2 502 0]1 10]0 410 45| 0 7159
PUFAs and metabolites (23 in total) 10| 6 9|5 0]1 0]5 3|0 0]3 0]23
Common Biochemicals 22|16 9]1 410
(Increase | Decrease) (9%) | (2%) (4%) | (0.4%) (2%) | (0%)

£14 BANOLEFOREREERHEDEECRETRHEREH(BRXE. SHB)RUVABZOESE
Statistical Comparisons

Gender Comparison: Age comparison: Ethnic comparison:
Mann-Whitney U-test 14h fast, plasma 14h fast, plasma 14h fast, plasma
JFY JFO MO JFO MY AMY
JMY JMO JMY JFY JMY JMY
Total biochemicals 10 21 49 39 45 60
p£0.05 (6%) (13%) (30%) (23%) (35.2%) (46.9%)
Biochemicals 10]0 183 46| 3 327 15| 30 3921
(Increase | Decrease) (6.0%) | (0%) | (11%) | (2%) | (28%) | (2%) | (19%) | (4%) | (12%) | (23%) | (30%) | (16%)
Phospholipids (92 in total) 9]0 7]2 323 18] 6 15| 22 38 ] 16
Sphingolipids (36 in total) 1]0 11]0 5|0 6|1 0]8 1|5
Neutral lipids ND ND ND ND ND ND
PUFAs and metabolites (38 in total) 0|0 0]1 9]0 8|0 ND ND
Common Biochemicals 1]o0 20 |3 15 |19
(Increase | Decrease) (0.8%) | (0%) (10%) | (2%) (12%) | (15%)

ND, not determined yet

15 _SyrmBGORAEREERHYMEEICEFZTH

Statistical Comparisons

27

Gender Comparison: Age comparison: Fasting status: | Time of sample
Welch's Two-Sample 16h fast, AM collection 16h fast, AM collection 10wk Males collection:
t-Test F10wk (G2) | F30wk(G4) | M 30wk (G3) | F30wk(G4) | NEAM(GS) 22h PM (G7)
M 10wk (G1) | M 30wk (G3) | M 10wk (G1) | F10wk (G2) | 16hAM(G1) 22h AM (Gé6)
Total biochemicals (262 in total) 110 142 76 101 183 17
p<0.05 (42%) (54%) (29%) (39%) (70%) (6.5%)
Biochemicals 59| 51 11131 15| 61 98 |3 14835 6|11
(Increase | Decrease) (23%) | (19%) | (42%) | (12%) | (6%) | (23%) | (37%) | (1%) | (56%) |(13%) (2%) |(4%)
Phospholipids (68 in total) 288 46| 1 3|21 1810 442 06
Sphingolipids (20 in total) 13| 4 1412 1]6 8|0 3|4 0]1
Neutral lipids (138 in total) 15 | 38 30| 27 11] 16 70| 1 9% | 13 6|4
PUFAs and metabolites (36 in total) 3|1 21 |1 0] 18 1]2 5] 16 0|0
Common Biochemicals 41| 26 142
(Increase | Decrease) (16%) | (10%) (5%) | (1%)
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