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® Dish = Dish

u PMe3A i PMe3A
« PTHFVE « PTHEVE
W FRCE = PEOEVE
RIS PMEA

H7. MENEMRIZEITENOS-3RUTMOD)FH B fFHT

Dish k CHE&EL:-R ME N KR TENOS-3 (A) EUTM (B) DHIR LK (TIME-GFPOER%E1ET3). FhEhD—
b ECEELE-RIMERRMEIZEHTSHNOS-3 (C) RUTM (D)DFHIRLLE (Dish L TCORMENEMAIZE TIRREF 1L
3 5. FIHEOIFZRNANEIURTELEM21=1D).
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Dish PMEA100% PMEA50% PMEAQ%

8. > —rmEiE®DN100,50,0%%PMEAD—T 125 LT-—b ET4ERIEEL-TIME-GFPDIEIER L&
Y14 A D EIEE (EE4H#%OMBaL/IEIEL-#20(60000)), 3@ DI L-EBRDFEHYELSDERLTNS, HEE
1 5E13X0ne-Way ANOVAR U'SNKi&EZE AL TITo1= (*P < 0.05),



- 18-

#%2. Dish: TOEELHELT TIME-GFP ) mRNA #IRAEE(TLL-EEF

> 2 f& <12 1%
untreated 106 308
PMe3A 79 150
PTHFVE 77 100
PEOEVE 128 101
PMEA 66 100

analyzed by GeneSpring GX 12
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®3. RULEOPCY— L THEELALTIME-GFPOEGEFRERDEELEICIYELLT HETFRINSGERE RV EARREERE

Predicted o
Categories Diseases or Functions Annotation| p-Value | Activation (R Molecules Molectia
z-score s No.
State
. IANK1,DKK1,DMTN,EGR1,ELK4 EOMES EPOR,FGF2,FLT1,GADD45B,IL6R,INHBA,
e e oo ldevelopment of blood cells 1.88E-03 |Increased| 2524 [LCP2MAPK1,NFATC2,NR4A2,PIK3CD,PLEKHA2 PPM1D PSTPIP2, PTGS1PTPN2, | 32
P! 1 P RIPK2,RORA,SLAMF6,S0D2,TAB3, TGFB2, TNFRSF11A, TNFSF10,TXNRD2,ZBTB16

Cardiovascular Disease, Developmental Disorder, hypertrophy of left ventricle 5.48E-04 |Increased| 2219 |ABCA1,ACTC1,ADRB2,CPT1A EPOR,PLAT,PLAU,SLC8A1 8
[Organismal Injury and Abnormalities lventricular hypertrophy 416E-05 |Increased| 2103 |ABCA1,ACTC1,ADRB2,CPT1AEPOR FSTL3,IL6R,INHBA PLAT,PLAU,PLCE1,SLCBA1| 12

migration of breast cancer cell IADAMS ADRB2,CAPN2,CDH2,CXCL5,CXCL8,EPOR,FGF2,ITGAV,ITGB1,LMO7,

lines 1.16E-03 |Decreased| 2117 |11 pic1 NF2,PLAU,SOCS4 15
Cellular Movement -

ool movement of brain cancer cell| 5 54 04 [Decreased| -2.124 |CDH2,EGR1,FGF2,FGF5,FLT1,TGAV,ITGB1,NCL,PLAU,PVR SOD2 11

metabolism of acylglycerol 9.69E-05 |Decreased| -2.138 |AGPAT9,CPT1A FASN,INSIG1,LDLR,LPIN1,PLAU,PLCE1,PLD1,SCARB1,SCD,SCD5 12
Lipid Metabolism, Small Molecule Biochemistry

synthesis of acylglycerol 1.45E-04 |Decreased| -2.138 |AGPATY,FASN,LDLR,LPIN1,PLAU,PLCE1,PLD1,SCARB1,SCD,SCD5 10
Cellular Movement, ConneCtive Tissue il riovement of fibroblasts 2.39E-03 |Decreased| -2.186 ICALCRL,CAPN2 DMTN,FGF2,FNDC3B,GSN,ITGB1,MAPK1,PLAU PTPN2,RHOB, 12
Development and Function [SLC8A1

metabolism of triacylglycerol 4.26E-04 |Decreased| -2.200 |AGPAT9,CPT1A FASN,INSIG1,LDLR,LPIN1,SCARB1,SCD,SCD5 9
Lipid Metabolism, Small Molecule Biochemistry

synthesis of triacylglycerol 6.01E-04 |Decreased| -2.200 |AGPATY,FASN,LDLR,LPIN1,SCARB1,SCD,SCD5 7
Organismal Injury and Abnormalities, Renal and  ffailure of kidney 1.14E-03 |Decreased| -2.200 P\DRBBIGC,CXCLE,CYPIA DACTRDNASEL ERORELTA, HMOXTUDLR,PDESA, 14

P < PDE4B,PDESA PTGS1

Urological Disease

migration of brain cancer cell lines | 1.10E-03 |Decreased| -2.395 |[CDH2EGR1,FGF2,FGF5,ITGB1,NCL,PLAUPVR,SOD2 9
Gellular fovariart IADAMS ADRB2,CAPN2,CDH2,CXCL5,CXCL8,DCBLD2,EGR1,EPOR,FGF2,FGF5,

Imigration of tumor cell lines 1.88E-05 |Decreased| -2.407 IGNAS,HMOX1,IGFBPS,ITGAV,ITGB1,LMO7,LOX,LYVE1, MAPK1,MITF, MSX2 NCL, 18

INF2,NR4A2 PARVA PIK3C2B,PLAU,PLD1,PVR,RALGAPA2,RHOB,S1PR3, SIRTS,
SOCS4,S0D2, TGFBI, TNFSF10
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#&4. PMe3A L THEELITIME-GFPOELEFREEDARLEILICKYEILT HEFHINLER RV EREERRE

: Diseases or Functions Predicted  [Activation z- Molecul
Salegories Annotation Dadalie |Activation State| score Molecules No.
IABCA1,ABCG1,ADAD1,ANXA1,COL1A2,COX6A2 DNAJBY EPOR FABP4 FOS,GLIS3 HAPLN1 HPSE,INSR ITPR2 LMNA,
Metabolic Disease glucose metabolism disorder 1.12E-02 Increased 2901 MAPK10,NAA25 PARD3B,PDE3B PDESA PLA2R1,PPP1R3C,PTGS1,SERPIND1,SLCIA1,SOCS3 TMEM71, TNFSF10, 30
ZKSCANS8
ehavior iti 6.99E-03 Increased 2138 [CARF EPOR,FOS GABBR2 HAPLN1,HTR7.KIT.KMT2D, MAP2K7 MAPK10,NF1,PKM.PTPRN2 TET1 14

IABCA1,ABCC3,ABCG1,ABI3BP ADAD1,AGGF1,AJAP1, AKAP9 ANK1 ANXA1 AQP12A/AQP12B ARHGEF7 ARMCX4,
IATAD3A ATAD3B.ATP6V1D,ATP7B,B3GALT4,B4GALT4 BTG3,C1GALT1,C1R,C50rf34, CARF,CASC10,CCDC183,CD209
ICENPA ,CHD6,CLASP1,CLCNS,CLEC1A,CNTLN,CNTNAP3,COL1A2,COL5A1,CPA4,CSGALNACT1,CYP27C1,CYP2BS6,
DAP3 DIP2A DNAJB9,DUSP16, EMCN EPOR FABP4,FAM111B FAM161A FAM208A FARP1 FBN1,FGF2,FIZ1, FNDC38B,
FOS GABBR2,GDAP2,GEM,GLIPR1,GLIS3,GLRB,GUCY1A2 HABP4 HAPLN1 HPSE HTR7 HUS1,IFT57 IGFBPS5,IGFLR1,
L1RL1,IL6R,ING4,INHA INSR,ITPR2 KIAA1211 KIF21A KIT KLHL24 KMT2D KRT25 KYNU,LMNA LRRC17 MAP2K7,
(Cancer labdominal cancer 2.10E-05 Increased 2.000 |MAP9 MAPK10,MEDAG MEST,MGRN1,MLF1 MLLT4 MYRIP N4BP2L1,NAA25 NCBP1,NDUFA10,NF1 NT5C NTN4, 179
INXPE1,NYNRIN,OAZ3,0TUD4 PANK2 PAPOLG PAPPA PAQR7,PARD3B PCDHAS,PCDHB15,PCDHB7 PCGF5 PDE3B,
PDESA PKM,PLA2R1,PODN,POGZ PPIP5K1,PPP1R3C,PROSER3,PRR14L,PTGS1,PTPRN2,QSER1,RAB38 RBAK,
RBM33 RELN,REPS2,REXO2 RFX3,RHEB RIPK2,SCAF11,SEC24A SELENBP1,SERPINB2, SERPIND1,SERTAD4,
ISETD7,SLC28A3,SLC7A2 SLCOA1 SMEK2,SOCS3,STAG1,STC1, TAGLN, TET1, TGFB2, THAP2, THSD7A TIFA TMEFF1,
[TMEM158 TMEM67 TMEM71, TMEM87A TNFSF10,TPCN1,TRA2B, TRNT1,TRPC1,TRUB1,TXNL1,ULK4 VCAN VCPIP1,
[VPS53.ZAR1,ZBTB43 ZKSCANS ZNF117, ZNF135 ZNF197

Digestive System Development and
Function, Hepatic System Development fegeneration of liver 3.82E-03 Increased 2.000 |HPSE,ILBRMAP2K7 PTGS1,SOCS3 5
land Function, Organ Morphology
ICell Death and Survival, Connective
[Tissue D pment and Function

lcell viability of fibroblasts 6.11E-03 Decreased -2.000 ATP7B,FGF2 FOS,INSR.LMNA 5

ABCA1,AGGF1,AJAP1 ANXA1,BGN,C1GALT1,CD209,CDK8B,EPOR FABP4 FBN1,FGF2 FNDC3B,FOS GLRB HEY1,
HPSE HTR7 IGFBPS,IL1RL1,IL6R,ING4,INSR KIT,KMT2D,LMNA MAPK10,MLLT4 NF1 NFIC NTN4 PAPPA PKM PLA2R1,
PODN,RELN REPS2 RIPK2, SEMA4C, SERPINB2,SERPIND1,SLC9A1,SOCS3,STC1,STX6,TGFB2, TNFSF10, TNFSF15,
[TRAF4 TRPC1,VCAN

IANXA1,BTG3,CDK6,CENPA,FGF2,FOS, IGFBPS5,IL1RL1,IL6R,INHA,INSR KIT MAP2K7 MLLT4 NF1,PKM,RHEB SOCS3,
[TGFB2 TNFSF10,VCAN
IABCA1,AGGF1,ANXA1,BGN,C1GALT1,CD209,CDK6,EPOR FABP4 FGF2,FNDC3B,FOS,GLRB HEY1,HPSE HTR7,
IGFBPS5,IL1RL1,IL6R,ING4,INSR KIT KMT2D,LMNA MAPK10,MLLT4 NF1,NFIC,NTN4 PAPPA PKM PLA2R 1, PODN.RELN.
REPS2 RIPK2 SEMA4C, SERPINB2,SERPIND1,SLC8A1,SOCS3,STC1,STX6,TGFB2, TNFSF10,TNFSF15 TRAF4, TRPC1,
VCAN

IABCA1,BGN,CDK6,CSGALNACT1 FABP4,FOS GABBR2,GLIS3 HEY1,IGFBPS,INHA INSR,ITPR2,LMNA NFIC PAPPA, 24
RFX3,SLC25A25,SLCYA1, TET1,TGFB2, TRAF4, TRPC1,ULK4
IANXA1,ARHGEF7,BGN,BTG3,CDK6,EPOR, FABP4 FGF2,FNDC3B,FOS,GADD45B,GEM,GLIS3 HEY1 HPSE HTR7,
IGFBPS,IL1RL1,IL6R,INHA,INSR KIT,L3MBTL1,LMNA LRRC17 MAP2K7 MLF1,NF1 NFIC ,PDESA PKM PTGS1RELN,
RHEB,RIPK2 SELENBP1,SEMA4C, SERPINB2,SLC8A1,SOCS3,STC1,SUFU, TET1, TGFB2, TLR1, TMEM67 TNFSF10,
ITNFSF15 TRPC1,VCAN

IABCA1,ABCC3,ABCG1,ABI3BP ABLIM1 ADAD1,AGGF1,AJAP1 AKAP9 ANK1 ANXA1 AQP12A/AQP12B ARHGEF7,
ARMCX4 ASPHD2,ATAD3A ATAD3B,ATG13 ATP6V1D ATP7B B3GALT4 B4GALT4 BGN BTG3,C180rf54 C1GALT1,C1R,
IC50rf34 CARF,CASC10,CCDC183,CD209,CDK6,CENPA,CHD6, CLASP1,CLCN5,CLEC1A CNTLN,CNTNAP3,COL1A2,
ICOL5A1,COPS7B,COX6A2,CPA4,CSGALNACT1,CTAGE1,CYP27C1,CYP2B6 DAP3,DENNDEB DIP2A DNAJB9Y,DUSP16
EIF3M EMCN EPOR FABP4,FAM111B FAM161A,FAM208A FARP1,FBN1,FGF2 FIZ1 FNDC3B FOS,GABBR2,GADD45B,
IGDAP2,GEM,GLIPR1,GLIS3,GLRB,GUCY1A2 HABP4, HAPLN1,HEY1 HPSE HTR7 HUS1 IFT57 IGFBPS IGFLR1IL1RL1,
L6R,ING4,INHA INSR,INTU,ITPR2 KIAA1211 KIAA1715 KIF21A KIT KLHL24 KMT2D KRT25 KYNU,L3MBTL1,LMNA,
[Cancer [Cancer 4.68E-05 Decreased -2.559 L RRC17 MAP2K7 MAP9 MAPK10,MBNL2 MEDAG MEST MGRN1MLF1 MLLT4 MYRIP N4BP2L1 NAA25 NCBP1, 208
NDUFA10,NF1,NFIC NIPAL1 NTSC NTN4 NXPE1 NYNRIN,OAZ3 0TUD4 PANK2 PAPOLG,PAPPA PAQR7 PARD3B,
PCDHAB,PCDHB15,PCDHB7 PCGF5,PDE3B,PDESA PKM,PLA2R1, PODN,POGZ PPIP5K1,PPP1R3C PPP2R2C,
PPROSER3,PRR14L PTGS1,PTPRN2,QSER1,RAB38 RBAK,RBM33, RELN REPS2 REXO2 RFX2 RFX3 RHEB RIPK2,
ISCAF11,SCUBE3,SEC24A SELENBP1,SEMA4C,SERPINB2,SERPIND1,SERPINI1, SERTAD4 SETD7,SLAIN2,SLC12A4,
[SLC28A3 SLC7A2,SLCYA1,SMEK2,SOCS3,STAG1,STC1,SUFU, TAGLN, TET1,TGFB2, THAP2 THSD7A TIFA,TLR1,
[TMEFF1,TMEM158 TMEM67 TMEM71,TMEM87A TNFSF10,TPCN1,TRA2B,TRAF4, TRNT1,TRPC1, TRUB1,TXNL1,ULK4,
IVCAN,VCPIP1,VPS53,ZAR1,ZBTB43 ZKSCANS ZNF117 ZNF135,ZNF197

cell death of hep 6.02E-03 Decreased -2.589 FPOR,FOS.GADD458.IL6R.lNHA,SOCSS.TNFSHO 7

[Cellular Movement cell movement 1.81E-03 Decreased -2.088 51

[Cancer growth of tumor 9.37E-03 Decreased -2.089 21

(Cellular Movement imigration of cells 5.35E-04 Decreased -2.172 49

Organismal Development isize of body 1.08E-02 Decreased -2.213

[Cellular Development differentiation of cells 4.16E-03 Decreased -2.397

(Cell Death and Survival, G
Disease, Hepatic System Disease
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#5. PTHFVE L THEZEL-TIME-GFPOEIEFHEEDEELEILIZKYEILTHEF RSN EEREVEAREEMEE

Predicted A Ctivation Molecul
Categories Diseases or Functions Annotation | p-Value | Activation Molecules
State | o es No.
Cellular Movement icell movement of epithelial cells 2.16E-04 | Decreased | -2.060 |AKT2,CCL14,CTNNA1,GAB1,ITGB1,ITGB3,RAC1,SH3PXD2A 8
i migration of dermal cells 1.72E-03 | Decreased | -2.169 |CCL14,CTNNA1,ITGB1,ITGB3,RAC1 5
% Cellular Movement, Hair and Skin {0\ o vement of keratinocytes | 2.34E-03 | Decreased| -2.200 |CCL14,CTNNA1,ITGB1,RAC1, SH3PXD2A 5
C:’ Development and Function
Cellular Movement icell movement of dermal cells 5.18E-04 | Decreased | -2.395 |CCL14,CTNNA1,ITGB1,ITGB3,RAC1,SH3PXD2A 6




%6. PEOEVE L CIEEL-TIME-GFPOEIEZFRIEDAELEILICKYEIL T ELEFRINIER R UL AR EHEEE

Predicted

PIK3C3,PKD1,PLA2R1,PODN,PPARA PTPRZ1,RELN,RHOB,SCAI,SCARB1,SERPINB2,
ISTC1,STK4,STX6,SYNM, TGFB2 THBD, TNFSF10,USP9X,VCAN,VLDLR,ZBTB16

g Diseases or Functions e Activation Molecule
Categories atation p-Value | Activation i Molecules S
State
jportic disorder 2.05E-03 | Increased | 2.570 |ABCA1,DLL4,LDLR,NR1H3,SCD,TGFB2,THBD,VLDLR 8
_ . latherosclerosis of aorta 1.78E-05 | Increased | 2.170 IABCA1,LDLR,NR1H3 SCD,THBD,VLDLR 6
[Cardiovascular Disease IABCA1,ABCG1,ADRB2,CCL2,CXCR4,DLL4,EGR1,FABP5,IGFBP5,IGFBP7,IL1RLT,LDLR,
disorder of artery 7.40E-07 | Increased | 2.103 |LIPG,LRRC17 MEF2A NR1H3 NR4A2 NUMB,PACSIN2 PAPPA PDE3A PDE4B,PPARA, 32
PTGS1,SAT1,SCARB1,SCD,SORBS1,TGFB2, THBD, TNFSF10,VLDLR
[ ) JADAMTS1,BMX,CCL2,CXCL5,CXCR4,DLX2,EGR1,FABP5, GNAS KIT,PPARA,PTPRZ1,
[Cancer ineoplasia of cells 2.47E-04 | Decreased | -2.027 RELN,RHOB,SCUBE3,THBD 16
[Cell-To-Cell Signaling and Interaction, - 1 209
Hematological System Development and Function _|PInding of leukocytes 1:58E-03 | Decreased | -2.094 |0\, oxCR4,ITGBA,ITKKIT,LIPG,RHOB, SCARB1,STK4 5
ICardiovascular System Development and Function, cell movement of endothelial 751E-05 | Decreased | -2.104 IADAMTS1,BMX,CCL2,CXCR4,DLL4,F2RL1,HAS3,ITGB1,MAP2K5 PTPRZ1,RHOB, 16
ICellular Movement lcells : ' ISCARB1,STC1,TGFB2, THBD,TNFSF10
(Cell Death and Survival lapoptosis of lymphoma cell lines| 9.10E-04 | Decreased | -2.115 [BMX,CXCR4,EGR1,IGFBP7,ITPR3,PDE4B,STK38, TGFB2, TNFSF10 9
(Cellular Movement, Skeletal and Muscular System | ;i of smooth muscle cells| 1.28E-03 | Decreased | -2.153 |CCL2,EGRA,IGFBPS,TGB1,LDLR,PAPPA TNFSF10,VCAN 8
Development and Function
[Cell Death and Survival lcell death of breast cell lines 4.19E-03 | Decreased | -2.179 |GFBPS5,ITGB1,KLF5RPS6KA1, TNFSF10 5
imetabolism of triacylglycerol 2.75E-04 | Decreased | -2.200 ICPT1A,INSIG1,LDLR ,NR1H3,PPARA, SCARB1,SCD 7
Lipid Metabolism, Small Molecule Biochemistry Isynthesis of triacylglycerol 1.32E-03 | Decreased | -2.200 [LDLR,NR1H3,PPARA SCARB1,SCD 5
lesterification of cholesterol 6.89E-06 | Decreased | -2.200 |ABCA1,ABCG1,LDLR,PPARA,SCARB1,SCD 6
Lipid Metabolism, Small Molecule Biochemistry, . " g S
Vitamin and Mineral Metabolism [stervid metabollsm 4.37E-03 | Decreased | -2.219 |\ a1 ABCGY,DHCRY,INSIGH,LDLR NR1H3,SCARB1,STC1,TNFSF10,VLDLR 10
JABCC3,ADAMTS1,CCL2,CPA4,CXCL5,CXCR4,DLX2, FABP5 HDACS,IGFBP5,IGFBP7,
X IL1RL1,INSR,ITGB1,ITPR3,KIDINS220,KIT LRRC17, MEST,MLLT4,MYOZ2, PAPPA,
nefastasis 2.84B-09 | Decreased | 2220 |55\ p' BTPRZ1,RELN,RHOB,RPSBKA1, SCD,SCUBES SERPINB2, SRD5A3,STKA SUFU, | 3°
[TGFB2,THBD,VCAN
[Gancer IABCC3,ADAMTS1,CALB2,CCL2,CPA4,CXCL5,CXCR4,DLX2,FABP5 HDACY,IGFBP5,
! IGFBP7,IL1RL1,INSR,ITGB1,ITPR3,KIDINS220 KIT,LRRC17,MEST,MLLT4,MYOZ2,
pavanced maligrantaer 1538-08 | Decreased | -2.220 |o)ppp bPARA PTPRZ1,RELN,RHOB,RPSEKA1,SCD, SCUBES SERPINB2 SRD5A3, =
ISTK4,SUFU, TGFB2, THBD,VCAN
(Cellular Development, Embryonic Development,
Hair and Skin Development and Function, Organ L. o viation of keratinocytes | 3.31E-05 | Decreased | -2.236 [ERBB2IP,FABPS, INSR,ITGB1,KLF5,MSX2,PPARA PTGS1,STK4 TNFSF10 10
Development, Organismal Development, Tissue
Development
IABCA1,ADAMTS1,ADRB2,BGN,BMX,CCL2,CTH,CXCL5,CXCR4,DLL4,DLX2,EGR1,
F2RL1,FABP5,FMOD,GLIPR2,GNAS HAS3,IGFBP5,IL1RL1,INSR, ITGB1,ITK,KIDINS220,
KIT,KLF5,KMT2D,LDLR, MAP2, MAP2K5 MLLT4,MSX2, NFIC,NR4A2, PACSIN2, PAPPA,
ellimovement 8.528-06 | Decreased | -2.337 \one 4p pGK2,PIKIC3,PKD1,PLAZR1,PODN,PPARA, PTPRZ1,RELN,RHOB,RPSEKAT, Bl
ISCAI SCARB1,SERPINB2,STC1,STK4,STX6,SYNM, TGFB2, THBD, TNFSF10,USP9X,
IVCAN,VLDLR,ZBTB16
ICellular Movement icell movement of tumor cells 1.562E-03 | Decreased | -2.385 |[CCL2,CXCR4,F2RL1,ITGB1,MAP2K5 RHOB, TGFB2,VCAN,ZBTB16 9
icell movement of cancer cells 1.23E-038 | Decreased | -2.390 |CCL2,CXCR4,F2RL1,MAP2K5 RHOB, TGFB2,VCAN,ZBTB16 8
JABCA1,ADAMTS1,ADRB2,BGN,BMX,CCL2, CXCL5,CXCR4,DLL4,DLX2 EGR1,F2RL1,
FABP5,FMOD,GLIPR2,GNAS,HAS3,IGFBP5,IL1RL1,INSR ITGB1,ITK,KIDINS220,KIT,
Imigration of cells 1.13E-06 | Decreased | -2.394 |KLF5 KMT2D,LDLR MAP2,MAP2K5 MLLT4,MSX2 NFIC,NR4A2,PACSIN2,PAPPA PDE4B,| 58
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*6. DOx

(Cellular Development, Tissue Development

differentiation of epithelial cells

5.25E-03

Decreased

-2.401

[ERBB2IP,FABPS,INSR,ITGB1,KIT,KLF5 MSX2,PPARA PTGS1,STK4 TNFSF10

ICell-To-Cell Signaling and Interaction,
Hematological System Development and Function,
Inflammatory Response

binding of professional phagocytic
cells

1.04E-03

Decreased

-2.415

ICCL2,CXCR4,ITGB1,KIT LIPG,RHOB,SCARB1

ICellular Development, Embryonic Development,
Hair and Skin Development and Function, Organ
IDevelopment, Organismal Development, Tissue
Development

differentiation of skin

3.10E-05|

Decreased

-2.449

[ERBB2IP,FABPS,INSR,ITGB1,KIT,KLF5MSX2,PPARA PTGS1,STK4, TNFSF10

(Cellular Development, Tissue Development

differentiation of epithelial tissue

6.18E-03

Decreased

-2.586

ICXCR4,ERBB2IP,FABPS5,INSR, ITGB1,KIT,KLF5MSX2 PPARA PTGS1,STK4 TNFSF10

Lipid Metabolism, Small Molecule Biochemistry

Imetabolism of acylglycerol

8.55E-05

Decreased

-2.646

ICPT1A,GPR39,INSIG1,KIT,LDLR,NR1H3 PPARA,SCARB1,SCD

lsynthesis of acylglycerol

4.03E-04

Decreased

-2.646

IGPR39,KIT,LDLR,NR1H3,PPARA, SCARB1,SCD

Cancer

ICancer

3.82E-05

Decreased

-2.845

IABCA1,ABCC3,ABCG1,ACSF2,ADAMTS1,ADRB2,AHRR AKAP7 AKAP9 ANKRD32,
IANKRD42,AP1B1,AP1S3, ARHGAP23, ARMCX4,ATAD3B ATG13,BCLAF1,BCOR,
IBFSP1,BGN,BMX,BRWD1,CALB2,CCL2,CDH24,CLDN1,CLEC1A,COL5A1,CPA4,
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210

Cellular Movement, Immune Cell Trafficking

leukocyte migration

3.12E-03

Decreased

-3.097

IABCA1,ADRB2,BGN,CCL2,CXCL5,CXCR4,EGR1,F2RL1,GNAS, IL1RL1,ITGB1,ITK KIT,
ILDLR,NFIC,PDE4B,PIK3C3,PLA2R1,PPARA RHOB,STC1,STK4, TGFB2,THBD,VCAN,

BTB16
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NR2F1,PGAP1,RBL1,SIRT6, TGFB2

- > Predicted o Molec
Categories bisEees af F_unctlons p-Value Activation genanes Molecules ules
Annotation Z-score
State No.
Cellular Development, Cellular Growth and p:gg:;ﬁg‘:’;;fshemat°p°'et'° 3.90E-03 | Increased | 2.010 |CCND2,CXCL8,EOMES,FGFR1,HSF1,JUNBMLLT3TCF12 | 8
Proliferation, Hematological System - .
Development and Function, Hematopoiesis lexpansion of hematopoietic cells)| 6.35E-04 | Increased 2.000 |CCND2EOMES FGFR1,IL6R,TCF12 5
BDNF,BFSP1,BMPR1A,BRAF,CCND2,CXCL8,DRD2,EDAR,
Idevelopment of head 2.20E-03 | Decreased | -2.203 |[EOMES,FGFR1,FOS,GJA3,HSF1,HSPB8,NDE1,NR2F1, 20
Embryonic Development, Organismal PGAP1,RBL1,SIRT6,TGFB2
Development BDNF,BFSP1,BMPR1A,BRAF,CCND2,CXCL8,DRD2,EDAR,
idevelopment of body axis 3.27E-03 | Decreased | -2.203 |EOMES,FGFR1,FOS,GJA3,HSF1,HSPB8 MLLT3,NDE1, 21
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