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BEAEGBRFIERERDE (RADOREMEAEHEENTEESE)
YK 26 fEEE RIEHTEEHE E

AT DRILD & DIRIE KRG E OB EFERIHALE &
FOEPEFETE - QEISICE T 28 H8F v U — 7 BHREIICE T SHE

EREE HO WM BREXFEEER - R
WMot E BF T  RIRUFSLAREENIERT - ZEMEE
A B RERTRERENTRERT - MR EE

WHIREE

2 BEF RO R MIER ORRERKIBEIC & 2 8RR FH OR A & ST
R RERRIZEZ TB T Lk, BEIERED <& OGRS IG 2D LTk
BTHD, ElMmes A TORBERGEOHRASLBRAZEDLBMET=4 Y
7B LI, BREICBITIREOREEHRT D ETHEETH D, AR T
BIED & Z AEFREHRIIDRNE DD, SBRIBTORND S DHREKRGEIC
HEH L., Z0OBEFHFEOMEN & BEBEESIOBEICHT e 21T o7, #
WAEMEFRREOBINCL Y 2EZSHTEER., Bi, & M Erbaltshi
non-0157, 026, O111 I7& HilitExEE GEAR EHEC) | & RIFME ARG E .
B E R EEREEICOWT, O MEHOERTF A 7 (O-genotype) LW
PRBEER T ORE R F — MR Lic, SERL 25 SFE ORFZE CEE L7 584
BROMEATIZ 238 BRE N A 725 817 Bh& AV 7o, 726 RO IESLAUAY EHEC 25 98
FEFE D O-genotype DHER ST LIk F0L2BEREBD BN, —F T,
FEAEE B ORER & B b SRR O CRRB SR IRE NS — 2R T 10 T
® O-genotype PHER STz, I HIXENENF—27 v — 2 ThHRREMENH
D, LKL BM-v FEITTOM (BE) LTV A TEREEINRIBR SN, E5T, ftk
D FHETL O-genotype BRE Lz 723G EHEC @ O HiR A &E (= T8
ORI 21T\, 5 FEOHH O-genotype Z4FE LTz, TN & REAIH
9% PCRELZBZ L., FH O-genotype BKEDVELERELBH O L o7, DLk
DFERIT.FEBEICK T D EHEC OVFZRRNSE M 2 18 2 L TOEE R LE
T —H 2725, O-genotype DHIFEIL, BEHRE D7 v — M CGREFEMEEENME) Ot
WicEzhThHy . BRUZEBRT— & L pBfEkROMERR LRI, Z20REK
FRONSEEBREZHER - BET DI ENFREERD, & O ITHEHIFAERIT IR
B DTE IRV e Ei ] 2 FrE T 2 B DA R RREFIEIT 2 D, AU TIIBAER
T L2 ERINESL BIE L. E coli O-genotyping PCR 72 ¥ OEREZ

1



BB R A T < PR U, BB < R

A, WHEE T

2011 I Wit X EE (EHEC) 0104
Wk D KRB BEPREH s R Y &
D& UTHAEL, T8 2 &1 4,000 4L Lo
BEYeR & B0 4L R OB e U T FE AR IR
AR GOSN IS e & LTz EHEC
0104 O HA~DEADBEE S, 0104
I~ A F 7 O miFFETHh D Z & o HHLLE
YERESL T —HOBBETLIEELTE
B9, WA REIE DS S LTV o
TeZ &t ENREREOZ <13 0104 &5
ET HWHEERILTH o7z, R LU THD
EA~OE NSRBI Do Te s, flF A7
DIFFRIGE I L D 28F 09 T T A S
IR RER AR AR CRBLETHD EE X
LTz,

EHEC oxEAR O miEfE 0157, 026,
0111 (=8}1%) EHEC) Th 5, i b
EHEC (22T, &SRR IR EN & D3R
HY7R M - o BEENBSS - ERLEhTEY.
RELRE MBI HIHYERS S E RO &
EFRFEIC OV THE < ORI #RE
ENTWD, —FHT, RS0 O MmEFICRE
9% EHEC (=#Elifilfy EHEC) 1T L A EYF
B HEE < MESN TS, BEREEH ik
B N2 &b RICIEH S5 O MiER S L
TiX 01038,0121,0145,0165 BETF N5,
S HIC ERESMC S 80 A E 2 5 O MR
B35 EHEC PEAECHRRINLTRBY,
ZO—EFITMmERL HUS & Vol EELEHD
bbmtesnTnDd, ZTOL D RsF i
EHEC O7ELERRLTOBEFHRERIC OV
TR EDL —H TITEATHN D L DD

T & DA & B Lz,

RNV IR D, LR LT FAYTo
EFAHF OB ME 2 W/r ¥ A 70 EHEC
Tho ThHHREBBLIH LRI EZIEL S
R U, TR0l e 6l 21T O 12 DAL g
BEEHEL CRB I EEBRBECBITSED
HEREHREOMEL D L TRLEThHD EE
A2 HID,
AFAFFETlE, FHEEE TP b DO#ZE
G R0 AR G G Al ST D FE LAY Y
EHECIZHEHBEL, B&MPHEE&, b MrLlor—
FF o B D BB e ) T A B 5
B s o ERIC oW, TWRERERF] & Mg
T ORI A ERRRICIT L, € 01F
Wa T _R=2 T 5 & L b, MEBET
FEA R B R PR R ELEOBE 21T o7, &
WEBEEEOBBICL Y BEAKE~OER
BIEE SN A IBEHEERGE (EPEC) LR
BEEMEYERGE (BEAEC) I oWThEEE
wIER U CRERDIRHT 24T SRR IR R R
JEEE O P FETE Bl eI E T D ERILE
T hU— 7 HEOBEE BE L,

B. W4t

1. HEEUE R

AR T 2006 FLIEICENTRE - B4
M, A&, b FEE (TREZREOFRE
BEBIOBEERREELZET) PooHESHh
7o IE AN EHEC (726 k). EPEC (14 Bf),
EAEC (77 %) 08817 Bk& AV (8 1),
DEICIETRICRT, AR —EHAEM»L
IR 1R (F—EF S 2im s n &
725 O-genotype BRI BEZ LTV DA,
HEZA T 1K) 2 L, A EHEC



ZHRERICRS &, B NHEE 380 FE, v H
%k 307 Bk, U LMOBMESK 18 Bk, RdnH
k13 Kk, HORIEAHI 8 R Ch o, 5T
RIIF LA R ERTFEAT. M IRE A RIEAT R
AT, PEs) N IREAESTZERT, AL TN T BR IR AT
AT, SV ETREENENEE 2 — BE
WRST R AEREEOTIERT. BURT RN SR, MR
miRGERT, MUREEREE L —, BEFRE
BRI v & — . IR IRREEBREAT ST,
IR REAEBRENIERT. BEWRRERE L 5
—. REARBRREREREHIIIRT. BATRER
EE L F— JRERIIBE BN e R RE
By — FINREREREN S 5 — &
WEAREY 7 — BERGENRR., =&
IR EBREEMT AT, o REEREE S F—,
WEBEERNRE X —, BERERREREY
vE = FRRARERES SR, FrRTiE
AEBREERFSURT. PP TEREEIRGEDTZERT, FHRR
BREREE ¥ — B REEHELEBFEIZEHT.
i T REREITETT, a/RREBREY ¥
—. EHEAENER. TEREENER. T
ERERENSERT. ST EREZ 2.
TR T AR RRBR AT, PR T SLBRBER T JERT
Koy REERENEE 7 —, RIGRBERRE
Wt ¥ —, RERRERSHIF. BIRE
PREBRER EIF R, RRRTREFERE T
vE—, BERREREREY X — BR
AR EN e & —, IR REE AR,
IR AT, @ REAREN ST X
—. &R RO R EEATFERT. R iR
ZER . R R AT SR RT . AL E LR AT SRR .
Tk L BB AN ' v & —, NG E
b, HARAEMNIGERT. LL L 53 HER,

TR BEEFENR2HEERIT. Wizard Genomic
DNA Purification Kit (7’1 X 4) (Z K0 IFH

L7cBE#k DNA (10ng/pl) 2 LT,

2. BRI R BRSO o AT fRAT
EZHRICHONT, RKIBETINETICHETEN
TW5 21 BEORFEEEERT « stx] (2
TR 1), etx2 GERER 28, 4 EEOWE:
stx2c, stx2d. stxZe. stx2f). eae (MZLS53U
REERTA F V), aggR (BEEMERMNER
FARBIEMHERT) . ehxA (EHEC ~E U V),
elt (BB T2 X)), est (MEE=
Y7u k&), edtV (RBALBIERER) .
subAB (V7 F 7 —ERMEEE) . astd
(EAEC MEMEFESR) | ipaH (EBE AR 1) |
bfpA (RIRFRET F~UV) .| saa (STEC BHL
EREEMET R | iha (IrgA R T R,
neuC (K1 3RS HEER) . papC (P #E) . imA
(IBHE) ZHoWT, Bl FOREZ PCRIC
XU,
AWFFECTEM L7z PCR O 54 <~ —EFIEB
L OBSSRM2 LR 2 1TRT, PCR XX
KAPATaq EXtra PCR v b (BARYV =%F
4 7 A)VEMER U, RISHEMBARIZER 31277,

3. O-genotype DHIE

RIBHE O MEMHOEEFNRHAE
(O-genotype) IZi&, Tex DT N—TBEALY
BRI E RS (I T PSR
B - FRURIYEMTZES2E) HEORBE itk
1% B R M IE D IR R R F R OV IR DR (LI
BA-9 o mr9E (H24-26, DHEREE  KEE B
SCREGERTSEET M E—F - #&E) TR L
7o AFIEETO O IRz BIRFHICHIEH 2k
% PCR ¥ (E. coli O-genotyping PCR v A7
L) RV, KL 162 BEO TS M ~v—F
v bEER0BEOLVF Ly 7 APCRF




v b bigoTEY (£4-7), Frr~v—7EIL
MG EFTH RO KG#E 2 O miEHEEZEK%E
AT EOZAELRREPHER STV S,
PCR & £ % #91& 7€ % 13 QIAXCEL DNA
Screening Kit (557 47 ) £ 7137 VB KE)
2 L0 HERE Uiz, PR SRR & ML 7o FUGIRIZ -
Wik SSI &k vzttt bu—
PCR EEWy & W~ CHUKEY L R A4 A% fedd
L7z,

(far B~ BECIE)

B SRRSOk, BEICHERS R AT e E 4
LS TWDIEHRD B2 I TIE 21T - 72,

C. Wroemssk
1. JEA EHEC 07 a7 7 A )

(0 #E

stxl + stx2 - eae DK /N F — %5 8 IR

T b PHSEERCEE R NF — L stx] B

(30%) . stx2 B (28%). stxl+eae (23%)
ThHHOIR L, 7HRR T stx2 B
2RO 68% % 50Tz, eae FRAEIT L MR
T 41% (157 BR) . U Hskik< 30% (91 )
ToHolz, bipA. aggR. elt, est, ipaH =&
BYHHKIE, et thAD 18 (BERREE
H3ERR) ZBRVWCERD DI o7z, E. coli
O-genotyping PCR {2 & ¥ 98 &% O-genotype
DHEFR S 7o, F7z 145 BRTIL O-genotype 3
HIEH SR o7 (0gUT : PCREMMNE DN
R Tr),

(2) BEFEE B RER OB

HREF B 135 k0 b 42 O O-genotype

PRER SN (R 9, T bR E /23
MRBEEGENZ 2 L BE (EES) Bkes
Brd>51d 26 FEE D O-genotype BSFER S iz,
BEEA B SkkR & Bl U O-genotype 237 o HI SERR

i 16 FESH (05, 028ac/042, 045, 084,
088, 091, 0103, 0107/0117, 0109, 0113,
0115, 0163, 0172, 0174, 0177, 0182),
COMOEH B 3T (77X HRR D 1
B O(0177), Ak, D 2 B (056 B&X
T 0141) ) fedB S hvie (32 9), oo HSRER (09,
022, 0130, 0130, O150) 7 &HIEH MR
& ARiE9 5 O-genotype [HRER SN2 o T2,

10 fi¥H D O-genotype Clt. HEAEH Bk &
W\ LR BE B RE /2 — R U
kB R S/ (0103, 0113, 0163,
0177,0182,045, 05, 084, 088, 028ac/042)

(#& 10), 2D 5 b 6 F¥H(0103,0177,0182,
045, 05, 084) Tik eae WM TH -T2, 7
% 4l (0113, 0163, 088, 028ac/042)
Tl cae BEMETH L —F ToaaBGETH -
720

2. EPEC B IO EAEC D7 a7 v A/

EPEC TiX 10 FE O O-genotype (049, 056,
0108, 0109, 0125, 0128, 0145, 0177,
0156, 0184) @&, OgUT X 3 TH
o7z, —J7 EAEC Tii 22 fiJH® O-genotype
PHEFR X (025, 039, 044, 086, 092,
099, 0104, 011, 0111, 0114, 0125, 0126,
0127, 0128, 0130, 0131, 0154, 0175,
0176 N 0181 N 090/0127 .
017/044/073/077/0106), OgUT IZ 6 Ik TH
-7z, EPEC & EAEC TlX astA B3 E 4
B (29%) & 178k (22%) T. iha BEH TN
3k (21%) & 22 (29%) CTEREDHER S1
7. EPEC @ 38T ehx ORE PR ST,
Z Dl stx, ipaH, cdtV. subAB, saa. papC
X EPEC & EAEC & TTCRIETH o,




3. AEx v OB L FEAL

(DMP-1+ (FF )

EHEC kB2 EE 7 EEO O MmiFH

(0157, 026, 0O111iZ/W%x. 0103, 0121,
0145, 0165) & 3RO ERLT (stxl,
stx2, eae) ¥ 1 RKDOF = —7 T - BHT
E5PCRFy PERFE L, &bz, £0M
EHEZERBIOXR O MFHICE T OHAE
(& 108K 2 HWTREEOHER LT T,
AFy MIZHBETHEHRRE TS L. H
SR GERI TR LT 5 TEHEC R4 -
B~ == 7] OREISETRICHERT S FE
T (BE 1D, ST T4 ~—EFRBUG
AR 72 T L. LR FIEORREESHR N
BREZHKE LMk PCR ¥ v b TEHEC (O
antigens) PCR Typing Kit] (¥ 5354 4,
RR133A) OFRRITHI LT,

(2) E. coli O-genotyping PCR

E. coli O-genotyping PCR (2L 0ELND
O-genotype D[F—MEiX. s BEELRRE DR
B EMEE R U= T T 5FELE LTED
ThD,

RFPEOFEM (BER 2) oW T E R
DHETUHEE & AT D L RIFFC, BFJEES—
YT b K< AR LK

( http://www.cc.miyazaki-u.ac.jp/iguchi/iguc
hi_lab/O-genotyping.html) , & 52, [E LR
FEDFFEAT - MIE 5 — 80, RBRF A RE L
AT - RRYWEES, BV EEANTSERT - MIEE - FAR
WrgefEEk > 3 MBI E. coli O-genotyping
PCR 2172802774 ~v—ky hBIUE
O MIEHBERDOBME= > v —/L DNA ZHEd
L. TNENOEBETITPILTNAEIEERE
fi, B FPEEPDSBES D RIERIGE O
# - R CTORBRAYER 2B LTz,

B o2 e

4. F# O-genotype DFE R L PCR REIEDHH
it

EREH DD BE S N7 JEHAIR) EHEC T,
O-genotype BHIEARRE -7z 5 ERIZDWT, 0O
PR A RE G TER OB LRSI 2 oE LR
Brllo, TORER, €0 O miERECK L
THEEREWE SRS wax (O FIF=2=y K
s N7y B way (OHBEERSZ /%
7)) BB DM EESIFR FEMEBERN O & Dt
LT B0%UTTHY, TZRETNBHFRO
O-genotype & L CHIBr=#7= (ON3, ONB6,
ON8, ON10. ON31), ##l O-genotype % 4F
BRMICHmE T& 5 PCR (k2B % L.
O-genotype DNHIERRETE o7 145 FRIZDNT
TR L7225, ON3 28 11 ¥k, ONG6 23 8 #k.
ONS8 7% 28 #. ON10 2% 6 &, ON31 2% 4 Kk
RENT-, (HH O-genotype DEFIFEHRI L
PCR 7' I A = —BINIRER D120 AHET
IFEMETB), TDHH 4 FEEHD O-genotype

(ON3. ON6, ON8, ON10) Tikv v #EH
KK EE ATz, FTH ON8 1TV ik
DHT 0113 (55 8K) DRICEZWE A T Lo
7o

D. BE

KA TIEERSE - BESHY., AL 0t b
L0 oA n7-IE AR EHEC, EAEC,EPEC
572 5E 800 BRLL_ED O-genotype B L ONF
ORREERETF T2 7 7 A VR L2 E 7
o7z, E&E 113 D O-genotype NWHER I
el & XD ., ZDLRENRBO b —TFT,
[El— O-genotype ¥kD M & T E MR E T
LB ETONRE = bALNE R o7z, FE
#AE) EHEC I2B W Tk, EEF B L F



U O-genotype 7% 7 2R Ol bk 0> &
17 ﬁ?ﬁ/ﬁiwwu éﬁfle EhitENEFNLD

O-genotype PN CHJEF MK & Al —#{z+ 7
07y A AT Y R DM RS

10 FEFH D O-genotype THERR STz, 2 bk
FHUFENE—7 u—ThHDLAHREMERH Y | A
<@Ey-v METHA (B LT D EerES
TR X Tz, BHEFE O B 4B S A7z O-genotype
FRIZ DWW T, & OREIEM R L~ D75 4k
AW THRFICIERE T ORER LD EEZLDL
o BRIEIOREM 2 R BIER & I B M 5 %
12 1% multilocus sequence typing (MLST) <
PSNVAT 4= R VERIKEY N — gAY
BUHETHDLHEEZ LI,

AHFGECTHA LIZE RO HIC 2011 4E0 FA
W FEH TH B/ EHEC & EAEC DA
TU oy FEA TR IR T, stx2,
eaet L C elt Zff -5 EHEC & ETEC D/
ATV w REA TR (0166 : TIEREE LR
k) DMHERD STz,

E. coli O-genotyping PCR DMIEHRS 5 & fEsk
DO IMIEFHFEIC L DHERBR & O5IGIzD
WTHEBIEFHMTZED TR Y | —HE RV TE
]I DHZEREREIN TN D, HEOBEMES

BEMEZE L TCHEELEZE X
O-genotypeing (2 £ 5 %15 ﬁj‘iﬁ%ﬁﬂ)z_ﬂﬂ
RREETOBEOAZ Y —= TFEE L
THEHTHDLEEZ BT,

OgUT BRI DWW TR EES BRIk Z .02 O
FUR & OGBS F IR O T 21TV 5 T O
#i O-genotype &R LTz, T OEIEWM % &
IZFNE D O-genotype ZikAI9 5 PCRIES
BEL. COFERERLPALNE RoTz, 1T
b ON8 (L7 v EESCRMPDIKS SFBES LT
B, <Yt METHMH (B LTnb

AIREVEDV R S 7o, 7% D OgUT BRIiZ>WTh
O FUR & POt R T Ik O T & E D . Bl
O-genotype Th » A X OHEEZNE
KHFETHTFETH D,

AWFZEIC L0 JEAEG EHEC ¢
2P RGO B FRR B O L 7o
2o ZRBIERITFSEICKT 5 EHEC D5
BelR L@ m 2 889 5 L TORRT -2 &
v MR D EBEZ I,

B. it

Fi - WA, £, b RSB
95 5K B O AR SR H R & 2 D75 BRI &
O Lz, SHICKRBEO O Mgk %2 8=
FHICHE Nk 5 F1E (E. coli O-geotyping
PCR 72 &) B L. IL<IFHE P L7z, B
oS, WRT ORI B D IR KIGE D5
ekl i 5 & T, FHIFE AR OTE R
& R — b T A EN R TECRD EEX
b,
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#F 1. Bk ORI

TR .EHEC | EPEC | EAEC
ER 380 | 9 | 77
o 307 4 0
SOUNOTW | 18 | 1 0
B 13 0 0
R 8 0 | 0
Total 726 | 14 77

£ 2. RGEPFEEERE T OHECANT T T A ~ —fl 5 & OBOR SR

Target size
Primer Sequence (537 PCR® Reference
Gene (bp)
LP30 CAGTTAATGTGGTGGCGAAGG Cebula et al (1996) J. Clin. Microbiol,
stx1? 348
P31 CACCAGACAATGTAACCGCTG 33: 248-250
58-30s
1LP43 ATCCTATTCCCGGGAGTTTACG Cebula et al (1996) J. Clin. Microbiol.
stxZ” 584
LP44 GUGTCATCGTATACACAGGAGC 33: 248-250
stx2¢ F GCGGTTTTATTTGCATTAGT Osek et al (2003) J Appl Microbiol 95,
stxZc 124 53-30s
stx2c R AGTACTCTTTTCCGGCCACT 1217-1225.
stx2d-F GGTAAAATTGAGTTICTCTAAGTAT Osek et al (2003) J Appl Microbiol 95,
stxZd 175 53-30s
stx2d-R CAGCAAATCCTCGAACCTGACG 1217-1225.
stx2s F ATGAAGAAGATGTTTATAGCG Osek et al (2003) J Appl Microbiol 95,
stxZe 267 53-30s
stxZe R TCAGTTAAACTTCACCTGGGE 12171225,
stx2f F AGATTGGGCGTCATTCACTGGTTG Osek et al (2003) J Appl Microbiol 95,
stx2f 428 53-30s
stx2f R TACTTTAATGGCCGCCCTGTCTCC 1217-1225.
hiyAF GCATCATCAAGCGTACGTTCC Paton and Paton (1998) J. Clin.
ehxA 534 53-30s
hiyAR AATGAGOCAAGCTGGTTAAGCT Microbiol. 36: 598-602
SKi CCCGAATTCGGCACAAGCATAAGC Oswald et al (2000) Infec. Immun. 68:
eae 881 53-30s
SK2 CCCGGATCCGTCTCQOCCAGTATTCG 64-71
TW20 GGCGACAGATTATACCGTGC Stacy~Phipps et al. (1995) J. Clin.
elt (1) 450 53-30s
JW11 CGGTCTCTATATTCCCTGTT Microbiol. 33: 10541059
JW14 ATTTTTMTTTCTGTATTRTCTT Stacy—Phipps et al. (1995) J. Clin.
est (st) 190 53-30s
JW7 CACCGCGGTACARGCAGGATT Microbiol. 33: 10541052
cdtV F TTCATTGTTCGCCTCCTG Cergole—Novella MC et al. (2007),
cdtV 755 53-1m
cdtV R TTTATAAGCTGGTATCCTG FEMS Microbiol. Lett. 274:329-334
subAB_F GTGTACAGGACTCATGG Newton Hd et al. (2009) Emerg.
subAB 783 55-1m
subAB_R ATCACCAGTCCACTCAG Infect. Dis. 15: 372~380
EASTIia CCATCAACACAGTATATCCGA Yamarmoto and Echeverria. (1996).
astA 111 55-30s
EAST11b GGTCGCGAGTGACGGCTTTGT Infec. Imun. 64: 1441-1445
ipalll GTTCCTTGACCGCCTTTCCGATACCGTC Sethabutr et al. (2000). Diagn.
ipaH 600 55-30s
ipalV GCCGGTCAGCCACCCTCTGAGAGTAC Microbiol. Infect. Dis. 37: 11-16.




EP1 AATGGTGCTTGCGCTTGCTGC Gunzburg et al. (1995) J. Clin.
bipA 328 55-30s

EPZ GCCGCTTTATCCAACCTGGTA Microbiol. 33: 1375-1377

aggR F CTAATTGTACAATCGATGTA Czeczulin et al. (1999). Infec. Immun.
ageR 308 42-30s

aggR R ATGAAGTAATTCTTGAAT 67: 2692-2699

SAAD_F CGTGATGAACAGGCTATTGC Adrienne W. Paton et al, (2002), J.
saa i19 55-30s

SAAD R ATGGACATGCCTGTGGCAAC Clin. Microbiol. 40:271-274

tha-i CAGTTCAGTTTCGCATTCAGC Schmidt et al (2001) 1AI 69:

tha 1,305 55-1m

iha—1l GTATGGCTCTGATGCGATG 6863-6873

neut AGGTGAAAAGCCTGGTAGTGTG Moulin—Schouleur et al (2007) J. Clin.
neuC 676 60-30s

neu? GGTGGTACATCCCGGGATGTC Microbiol. 45: 3360~3376

papt GACGGCTGTACTGCAGGGTGTGGCG Moulin-Schouleur et al (2007) J. Clin.
papC 328 60-30s

pap2 ATATCCTTTCTGCAGGGATGCAATA : Microbiol. 45: 3360-3376

fimA1 CGGCTCTGTCCCTSAGT Moulin—Schouleur et al (2007) J. Clin.
fimA 500 52-30s

fimA2 GTCGCATCCGCATTAGC Microbiol. 45: 3360-3376

a BRI O HEEFAILT stxla B LU stxle (stxId 1B HRT)

bR DR HEE L stx2a, 2b, 2c, 2d, 2e, 2g (stx2fITHHRT)

T ==V TR HIRE (C) LRME (s: . m:4) 25”7, PCRIE (94C-30 B, 7=—VU 7,
72°C-14y) & 25 ¥4 7 T o 7=,

#* 3. KIEHRFEEEE R F PCR O RUGIRMLAL

MR (D RIQRE
PCR grade water 7.475
5x KAPA Extra Buffer {(without Mg2+) 3
MgCl, (25miM) 15 2.5mM
dNTP mix (10mM each dNTP) 045 0.3mM
primer F (10 M) 0.8 0S5uM
primer F (10 1 M) 0.8 05uM
KAPA Taqg DNA polymerase (5U/ u 1) 0.075 0.4U
Template DNA 1
total 15 p!



% 4. E. coli O-genotyping PCRICHW 77 A v —DEA /2 &

M50 B oA A
O-genotype TG Aty TG A —FF (5-3) ZH
B * (bp)

Ogt 071 wzx Og1-PCR_F GTGAGCAAAAGTCAAATAAGGAACG 1098 LiD. etal

Og1-PCR_R CGCTGATACGAATACCATCCTAC J Microbiol Methods. 2010 82:71-7
0Og3 03 wzy 0g3-PCR_F GAATGAGTGCCACAATGGCTA 571 iguchi A. et al.

0g3-PCR_R GCAGARAGAATGGACACGCAT J Clin Microbiol. 2015 accepted
Og4 04 wZx 0gd-PCR_F TIGTTGCGATAATGTGCATGTTCC 664 LiD. etal.

0gd-PCR R AATAATTTGCTATACCCACACCCTC J Microbiol Methods. 2010 82:71-7
CGgb 05 Wy Cg5-PCR_F AGGGCAATCTTCCGTAATGA 566 lguchi A, ef al.

0g5-PCR_R CCTCTTGGGCTATAAACAACC J Clin Microbiol. 2015 accepted
Ogb 08 wzy Og6-PCR_F GCATGACGATGTGATTTTGGCTAAC 783 LiD.etal.

0gB-PCR_R TCTGGGTTTECTGTGTATGAGGC J Microbiol Metheds. 2010 82:71-7
Og7 a7 wzx Og7-PCR_F CTATCAARATACCTCTGCTGGAATC 610 LiD. etal.

0g7-PCR R TGGCTTCGAGATTAAACCTATTCCT J Microbiol Methods. 2010 82:71-7
Og8 Qg orf469 Qg8-PCR_F CCAGAGGCATAATCAGAAATAACAG 448 LiD. etal.

0g8-PCR_R GCAGAGTTAGTCAACAAAAGGTCAG J Microbiol Methods. 2010 82:71-7
0Og9 09 wzt 0g8-PCR_F CGTCGGCAAGGCGTATAAATA 1235 lguchi A. et al.

0g9-PCR_R CCCAGAAATCCATGCTC J Clin Microbiol. 2015 accepted
QOgi0 010 wzy 0g10-PCR_F GCTGGAGTTGCAGGTGCTATA 546 lguchi A. et al.

0g10-PCR_R AAGGGGCAGGAATGGAAGTA J Clin Microbiol. 2015 accepted
Ogi1 o011 wzy 0g11-PCR_F ATTAATGGGGCCAGATGGAGT 509 Iguchi A. et al.

Og11-PCR_R ATTGCGCTGGGATGAATACA J Clin Microbiol. 2015 accepted
QOgi2 012 wzy 0g12-PCR_F CAATGGGGTTGTCGTATCAAA 885 Iguchi A. et al.

0g12-PCR_R AAAAATGCCCCATAGGACCA J Clin Microbiol. 2015 accepted
Og15 015 wzy 0g15-PCR_F TGGGCAATGGATTGGTATCT 608 lguchi A. et al.

0g15-PCR_R AGGGAAGAACACCGCTCCTAA J Clin Microbiol. 2015 accepted
Qg6 016 wzx 0g16-PCR_F GGTTTCAATCTCACAGCAACTCAG 302 LiD.etal.

0g16-PCR_R GTTAGAGGGATAATAGCCAAGCGG J Microbiol Metheds. 2010 82:71-7
0g19 019 wzy 0g19-PCR_F ATAAGCGCGAGCTTAGCTCTT 383 Iguchi A. et al.

0g19-PCR_R CACAACACGGCGCTAAGTAAA J Clin Microbiol. 2015 accepted
0g21 021 wzx 0g21-PCR_F CTGCTGATGTCGCTATTATTGCTG 209 LiD.etal

0g21-PCR_R TGAAAAAAAGGGAAACAGAAGAGCC J Microbiol Methods. 2010 82:71-7
0g22 022 wzx 0g22-PCR_F TGTCGCCACTACTTTCCGCGTTTA 458 Fratamico PM. et al.

0g22-PCR_R AGCCCATGACATTACTACGGCACT Food Analytical Methods. 2009 2:169-179
0g23 023 wzy 0g23-PCR_F TCGTGGTAATGGAGGAGATG 427 Iguchi A. et al.

0g23-PCR_R TGCCTTCTCGGCTCTGTATA J Clin Microbiol. 2015 accepted
0g24 024 wzx 0g24-PCR_F TGGGATTTATGCGGTTGCTT 233 lguchi A. et al.

0g24-PCR R TGCGAGAAGAGGAGTAGTCGA J Clin Microbiol. 2015 accepted
0g25 025 wzy 0g25-PCR_F AGAGATCCGTCTTITATTTGTTCGC 230 LiD. etal.

0g25-PCR_R GTTCTGGATACCTAACGCAATACCC J Microbiol Metheds. 2010 82:71-7
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Og26 026 wzx 0g26-PCR_F GGGGGTGGGTACTATATTGG 241 Paddack Z. et al.

0g26-PCR_R AGCGCCTATTTCAGCAAAGA Vet Microbiol. 2012 156:381-8
Qg27 027 wzy 0g27-PCR_F AACCCTATGGGAAGCTCTGGA 382 Iguchi A. et al.

0g27-PCR_R ACACACAGGCAACAACATCGA J Clin Microbiol. 2015 accepted
0g28ab 028ab wzy 0g28ab-PCR_F AAGCGCAGTGGATCTCGTT 445 lguchi A. et al.

0g28ab-PCR_R ACCACCCATGCGCATAGTAAT J Clin Microbiol. 2015 accepted
0g29 029 wzy 0g29-PCR_F TGCTCCCTGCTGGTGGTTATA 260 lguchi A. et al.

0g29-PCR_R TACGTCAAGCCTGGTGCTAAT J Clin Microbiol. 2015 accepted
Og30 030 wzy 0g30-PCR_F GAATGGGAGGGGATATCAGAA 894 lguchi A, et al.

0g30-PCR_R TTGCGCTACCCTGAATAGCAT J Clin Microbiol. 2015 accepted
0g32 032 wzy OgSZ-PCR_F TCCCAACCCTGTTGCTTTAA 452 Iguchi A. et al.

0g32-PCR R CAGCCAGACCAGTAGAGGAAA J Clin Microbiol. 2015 accepted
0g33 033 wzy 0g33-PCR_F GGGGCGTGGTGTTGTTATTAT 783 Iguchi A. et al.

0g33-PCR_R TCACCTACGACCAATGCAGAA J Clin Microbiol. 2015 accepted
Og34 034 wzy Og34-PCR_F TGCTTCTGTGGGGGAGTTTA 247 lguchi A, et al.

0g34-PCR_R AATGGCATATTCGTGCCATC J Clin Microbiof. 2015 accepted
Og35 035 wzy 0g35-PCR_F TGCAGGTGCTTCAATTGGTT 303 lguchi A. et al.

0g35-PCR_R CCATCCAAATACGGAGCAATT J Clin Microbiol. 2015 accepted
0g36 036 wzy 0g36-PGR_F AATCCCAGGGATGGTTATCA 202 Iguchi A. et al.

0g36-PCR_R TATAGAGAATGGCACACGCTG J Clin Microbiol. 2015 accepted
0g37 037 wzy Og37-PCR_F TTCGCCCTTGAAGGAGAATT 683 Iguchi A. et al.

0g37-PCR_R TTATGCGCTCCCATTCCAA J Clin Microbiol. 2015 accepted
0g38 038 wzy 0g38-PCR_F TCGCCATTGTTACACCCAGT 822 lguchi A. et al.

Oé38-PCR_R ATTCGAAAGTGCTGGGAAAG J Clin Microbiol. 2015 accepted
0g39 039 wzy 0g39-PCR_F GGATGGAGCGGAATACTGATT 867 Iguchi A. et al.

0g39-PCR_ R CAAACCAACCGGGCATAATA J Clin Microbiol. 2015 accepted
0g40 040 wzy 0g40-PCR_F ACGGGTAATAGCTTAGGGCAA 1082 lguchi A. et al.

0g40-PCR_R CGAGCTACCCAATATGCTGCT J Clin Microbiol. 2015 accepted
Ogé1 041 wzx Ogd1-PCR_F TGGATCGCTCGTTATITGG 942 lguchi A. et al.

0g41-PCR_R CGCCACCCCTTGGTATATAAA J Clin Microbiol. 2015 accepted
0gd3 043 wzy 0g43-PCR_F TTTTGGGTGCAATACTTGCAT 1041 lquchi A, et al.

0gd3-PCR_R GCTTTACCCCATTGTAGCGAA J Clin Microbiol. 2015 accepted
Ogd5 045 wzy 0g45-PCR_F GTCCCCAGGGTTTGTGTATG 916 fquchi A. et al.

0gd5-PCR_R AATAAGGGAGCCCGCGAT J Clin Microbiol. 2015 accepted
Og48 048 wzy Og48-PCR_F TATGGTGCTGCTTTCTCCAA 793 lguchi A. et al.

Ogd8-PCR_R AGGAATTGCAGITGTTCCGA J Clin Microbiol. 2015 accepted
Og49 049 wzy Og49-PCR_F AGTTGCCTTTTCTTGGGTGA 789 lguchi A. et al.

Og49-PCR_R TCGTATCCAATTAAGCCAGCC J Cin Microbiol, 2015 accepted
Ogb1 051 wzy Og51-PCR_F CCATGAGGGGAAACAATGTTG 583 Iguchi A. et al.

Q0g51-PCR_R TITTCCCCTTGCTCTCGATA 4 Clin Microbiol. 2015 accepted
Qg52 062 wzm 0g52-PCR_F TTTGGTCGCAGCGTTAGT 543 FengL.etal
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0g52-PCR_R CAACTCGTGGGAAGATGA J Bacteriol. 2004 186:4510-9.
0g53 053 wzy 0gb3-PCR_F AAGCTCAAGGGGCATGTTTT 806 lguchi A, et al.

0gb3-PCR R TTCCCCTAACCCCTGCACTAA J Clin Microbiol. 2015 accepted
Og54 054 wzy 0gb4-PCR_F TGGCAATATATGCGTTTGTGA 351 lguchi A. et al.

0g54-PCR R TGTGGACCACGTCCAACTTC J Clin Microbiol. 2015 accepted
0Ogb5 055 wzy 0gh5-PCR_F TCCTTATTTGTGTCGGEGG 207 lguchi A. et al.

0gh5-PCR_R CCAGGAAAGCTGCCAATTATC J Clin Microbiol. 2015 accepted
0g56 056 wzx Ogb6-PCR_F CTTCGGGTTTGAAGGTTGGAT 250 Iguchi A. et al.

0g56-PCR_R TGCTAATAACAATGCGCCTG J Clin ticrobiol. 2015 accepted
0Og58 058 wzy 0g58-PCR_F TAGGTGCAAGTCCTATGTGGE 1046 lguchi A. et al.

0g58-PCR_R TAGCCTGGCAGCACAGAGTTT J Clin Mierobiol, 2015 accepted
0g59 059 wzy Og58-PCR_F TGATCCAGCGGGTGAATATT 783 Iguchi A. et al.

0gs9-PCR_R ACACCTGGGTTGAACTCTCCA J Clin Microbicl. 2015 accepted
0Og60 060 wzm Ogb0-PCR_F TAGGTGCGGCATGGCTAATAT 443 lguchi A. et al.

0gB60-PCR_R GAATTGGCCAACATCACGAA J Clin Microbiol. 2015 accepted
Ogb1 061 wzy 0Ogb61-PCR_F ATCTCAGACCGTCCGGATATT 487 lguchi A. et al.

Og61-PCR_R GCATCGAACCGGGGCTATA J Clin Microbiol. 2015 accepted
0Og63 083 wzy 0gB3-PCR_F ATTCGGTGCTGCTGGAATTA 995 iguchi A. etal.

0gB3-PCR_R TGAACATTATGCCACCGATG J Clin Microbiol. 2015 accepted
Ogbd 084 wzy Og64-PCR_F TGGGCAATACAAGTCTGATGC 727 tguchi A. et al.

OgB4-PCR_R AGGGCGTTACCGGATAGAAAT J Clin Microbiol. 2015 accepled
0g65 085 wzy 0g65-PCR_F TGTTGGCGCTGGTTTTATGTT 381 Iguchi A. et al.

0g65-PCR_R CCCATAATTGCACCGCATAA J Clin Microbiol. 2015 accepted
0g68 066 wzy Qg66-PCR_F CGAGCAAATTAAATCCAC 301 Cheng J. etal.

0g66-PCR_R TCAACACTAAACGAAACG J Microbiol. 2007 45:69-74,
0g69 069 wzy 0g69-PCR_F ACCTGGCTTTGGAGTTGATGA 653 lguchi A. et al.

0g69-PCR_R TAGCCAATGGTAGTCGACCAA J Clin Microbiol. 2015 accepted
0g70 070 wzy 0g70-PCR_F CTTGGCAAAGGCACAAATCT 393 Iguchi A. et al.

Og70-PCR_R CCTTCCGTCTGCCCAATAAAT J Clin Microbiol. 2015 accepted
Og71 o wzx Og71-PCR_F GCATTATTAGCCACTTCAA 344 HuB.etal

0g71-PCR_R AGCCGTATCATTTAGAGCAGA FEMS Immunol Med Microbiol. 2010 53;161-9
Og74 Q74 wzy Og74-PCR_F TCCAAAGGTGATATGTTGGCA 289 lguchi A. et al.

0g74-PCR_R TATGCGCAGGAAAGTCAATG J Clin Microbiol. 2015 accepted
Qg75 075 wzy Og75-PCR_F GAGATATACATGGGGAGGTAGGCT 511 LD etal

Cg75-PCR_R ACCCGATAATCATATTCTTCCCAAC J Microbiof Methods. 2010 82:71-7
0g76 076 wzy 0g76-PCR_F TGGCTTTTATGGCGATATGTG 457 Iguchi A. et al.

0g76-PCR_R TTGTGAGTATAAGCCCCCCAA J Clin Microbiol. 2015 accepted
0g78 078 wzx 0g78-PCR_F GGTATGGGTTTGGTGGTA 992 Liu B. etal.

0g78-PCR_R AGAATCACAACTCTCGGCA Vet Microbiol. 2010 142:373-8
0g79 079 wzy Og78-PCR_F AAATGGTCGTGACGCGAAA 333 iguchi A. etal.

0g79-PCR_R TTGTCTGTACGCCCCTGAAAT J Clin Microbiol. 2015 accepted
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0g80 080 wzy Q0g80-PCR_F TGGTGTTGATTCCACTAGCGT 285 fguchi A. et al.

0g80-PCR_R CGAGAGTACCTGGTTCCCAAA J Clin Microbiol. 2015 accepted
Ogst 081 wzy 0g81-PCR_F TGGTAGGTTTGGTGGTGGAAT 329 Iguchi A, et al.

0g81-PCR_R GGACGGATGACAAATGCGATA J Clin Microbiof. 2015 accepted
0g82 082 wzx 0g82-PCR_F TCCCTATTTAACCAGGGTGCT 538 lguchi A. et al.

0g82-PCR_R TGAATCCCTAAAACTCGGCTT J Clin Microbiol. 2015 accepted
0g83 083 wzx 0g83-PCR_F GTACACCAGGCAAACCTCGAAAG 362 LiD.etal.

0g83-PCR_R TTCTGTAAGCTAATGAATAGGCACC J Microbiol Methods. 2010 82:71-7
Og8d 084 wzx Og84-PCR_F GTTGGCATATCAATTGGGGTT 775 lguchi A. et al.

0g84-PCR_R CGTTCCAAGAAGCACTCCAGT J Clin Microbiol. 2015 accepted
0g85 085 wzy Q0g85-PCR_F TTCGGAGGAGATCTCGATGT 388 lguchi A. et al.

0g85-PCR_R TTCCATCATTCCCAGCTTGT J Clin Microbiol. 2015 accepted
0g86 086 wzy 0g86-PCR_F GAGTTATTTTGGTTCACCCTT 731 Liu B. etal.

0g86-PCR_R TAGCCCACCTATGAATAGAGC Vet Microbiol. 2010 142:373-8
0g87 087 wzy 0g87-PCR_F GGATGAATGGGGAAAAGCAA 167 lguchi A. et al.

0g87-PCR R TCACGCGTAAATCTTCAATCC J Clin Microbiol. 2015 accepted
Og8s 088 wzy 0g88-PCR_F CTGCGCTTGGAGCATTCTAT 781 fguchi A. et al.

0g88-PCR_R GGCGCGAAACTTTCATATGC J Clin Microbiol. 2015 accepted
0g91 os1 wzy 0g91-PCR_F GCCTGCGATACCAGTATCCTT 953 Iguchi A. et al.

0g91-PCR_R CCCCCATAATTGGGATCATAT J Clin Microbiol. 2015 accepted
0g92 092 wzt 0g92-PCR_F TATTCGCGTGGAATGCTCTT 233 iguchi A. et al.

0g92-PCR_R CAACGGGCTCTTTCCATAAA J Clin Microbiol. 2015 accepted
0g93 083 wzy 0g93-PCR_F AAAGTGCCCGATATGCGAA 229 Iguchi A, et al.

0g93-PCR_R CCACATAAGCTTGAGTTGCGT J Clin Microbiol. 2015 accepted
0g95 085 wzt 0g95-PCR_F ATGGCTCCATTTICTTGTCTGC 212 Iguchi A. et al.

0g95-PCR_R AACAGCCAAAGCTTCGTCGAT J Clin Microbiol. 2015 accepted
0g9% 096 wzy 0g96-PCR_F TTAGGAGGTTTCAAAGGCGG 938 lguchi A. et al.

0g96-PCR_R TGGTATCGGAATGCATTGCT J Clin Microbiol. 2015 accepted
0Og97 097 wzt 0g97-PCR_F AGGCAGATCGTCCACAGTCA 184 lguchi A. et al.

0g97-PCR_R ACAGGATAAATGCCAGCCAA J Clin Microbiol. 2015 accepted
0g98 098 wzy 0g98-PCR_F TCCAGGCAAATGCAGTGCTT 1139 Iguchi A, etal.

0g98-PCR_R TGCTGTTGTGCTTGGAGGATA J Clin Microbiol. 2015 accepted
0g99 093 wzt 0g99-PCR_F TATCGTTCCCGGCATTCTTA 226 Iguchi A. et al.

0g99-PCR_R ATAGCGGCGATCTAAAGGGAT J Clin Microbiol. 2015 accepted
0g100 0100 wzy 0g100-PCR_F TATGGGGGGCGAATTAGGTAT 1006 lguchi A, et al.

0g100-PCR_R ACCTGCCAGGACGAAAGAAA J Clin Microbiol. 2015 accepted
0g102 0102 wzy Og102-PCR_F TCCGGTAAGTATCTTACGGGCA 1025 lguchi A. et al.

0g102-PCR_R GCACCAAATAGCGAAATACCA J Clin Microbiol. 2015 accepted
0g103 0103 wzx Og103-PCR_F TAAGTACGGGGGTGCTTTTT 716 Paddack Z. et al.

0g103-PCR_R AAGCTCCCGAGCACGTATAA Vet Microbiol. 2012 156:381-8
0g104 0104 wzx Og104-PCR_F AAGGCAGTAGCACGTTTAGCC 993 lguchi A. et al.
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0g104-PCR_R AATAGCTGCGCCTAAAGCTGA J Clin Microbiol, 2015 accepted
Cg105 0105 wzy Og105-PCR_F GCTGTTGGTATTGCTTITTCG 246 Iguchi A. et al.

0g105-PCR_R TGCGCTGCCACTTAAATCAA J Clin Microbiol. 2015 accepted
Og108 0108 wzy 0g108-PCR_F AGCTTCCCTGTCTACGGTTGA 647 lguchi A. et .

Og108-PCR_R CCATCCCATCACCAAATTGA J Clin Microbiol. 2015 accepted
0g108 0169 wzy 0Og109-PCR_F GCATAATGGGGGTGGTTTTT 409 lguchi A. et al.

0g109-PCR_ R GCTTCCCATCCTTGCAGATAT J Clin Microbiol. 2015 accepted
Og110 o110 wzy Og110-PCR_F CCTTGGATAGGAGCGGTTTAT 493 lguchi A. et al.

Ogt10-PCR_R ACAACCAAAGCCCGTTATCA J Clin Microbiol. 2015 accepted
Ogi11 o Wz Ogl11-PCR_F CAAGAGTGCTCTGGGCTTCT 461 Paddack Z. et al.

0g111-PCR_R AACGCAAGACAAGGCAARAC Vet Microbiol. 2012 156:381-8
0Og112ab 0112ab wzy 0g112ab-PCR_F  CGGGTTAACAGCCCATTTTT 241 lguchi A. etal.

0g112ab-PCR_R  CAGCCCCCATTTACCAGTAAT J Ciin Microbiol. 2015 accepted
Ogi12ac 0112ac WK 0gt12ac-PCR_F CTGTCCTTTTGCGCGAATTA 1180 fguchi A. et al.

Ogli2ac-PCR_ R AAATCCCAGAGCAAGGGTAGA J Clin Microbiol. 2015 accepted
Ogt13 0113 wzy Og113-PCR_F GCATGTATGATGCATAGCTTCGCC 419 DebRoy C. etal.

0g113-PCR_R TGATATCGTTCGCTAACCACCCA Appl Environ Microbiol, 2004 70:1830-2
Og114 0114 wzy Og114-PCR_F TCCCAAGCCCATTATATTIGG 553 lguchi A. et al.

0g114-PCR_R TCTGATGCTGGCATCACACTC J Clin Microbiol. 2015 accepted
Og115 o5 wzy Og115-PCR_F CGTCGTGATGTGCATTGTTT 327 Wang Q. et al.

0g115-PCR_R GCAACACTAAACGCCTCTTT fviol Celt Probes. 2010 24:286-90.
Og116 o116 wzx Og118-PCR_F TCCTGCAATGACACTGACGAA 156 lguchi A. et al.

Ogi16-PCR_R ATAATCCCAATACCGGCCAT J Clin Microbiol. 2015 accepted
Og119 o119 wzx Og119-PCR_F GTTAACAATCAGCTCGATAAAC 650 Liu B.etal.

Og119-PCR R TTTGCAAGTAAACACCCTAAAC Vet Microbiol. 2010 142:373-8
0g120 0120 wzx 0g120-PCR_F TATGGGAGTGGGGTTATGCA 329 Iguchi A, et al.

0g120-PCR_R ATGGCGTCCAAGAGGATAGAT J Clin Microbiol. 2015 accepted
Ogi21 o121 wzy 0g121-PCR_F CAAATGGGCGTTAATACAGCC 193 lguchi A. et al.

0g121-PCR_R TTCCACCCATCCAACCTCTAA J Clin-Microbiol. 2015 accepted
Og125 0125 wzy 0g125-PCR_F TGAATGCTTTGGGCGAAAGT 210 Iguchi A. et al.

0g125-PCR_R CTCGTCTTGAACCTACCAGCA J Clin Microbiot. 2015 accepted
0g126 0126 wzy Qg126-PCR_F ATGGACCTGATAAAGCATCG 645 Wang Q. stal.

0g126-PCR_R AACTTAATACGACCGGGAAA fviol Cell Probes, 2010 24:286-90.
Ogi28 0128 wzy 0g128-PCR_F ATGATTTCTTACGGAGTGC 782 LiY.etal

0g128-PCR_R CTCTAACCTAATCCCTCCC J Clin Microbiol. 2006 44:4376-83.
Og130 0130 wzy 0g130-PCR_F TAGCCCGGTCAATCCAACTTA 944 lguchi A. et al.

0g130-PCR_R CGCCAACAAATATAGGAACCC J Clin Microbiol. 2015 accepted
0g131 0131 wzy Og131-PCR_F AAATTGGATTGCCTGCCCT 238 Iguchi A. et al.

0g131-PCR_R AAAGATGCAACCGCCTGTC J Clin Microbiol. 2015 accepted
0g132 0132 wzy 0g132-PCR_F GGCGTGAGAACCACTTCAATA 215 lguchi A. etal.

0g132-PCR_R AAACCAGTTCCACCCAACAA J Clin Microbiol. 2015 accepted
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0g133 0133 wzy 0g133-PCR_F TCTGCGTTATGGCAACTGTCA 1017 Iguchi A. et al.

0g133-PCR_R CACTCGCAAACGTCTCACATT J Clin Microbiol. 2015 accepted
0g136 0136 wzy 0g136-PCR_F TGTTGAAGGTGGCGTAATAGC 210 iguchi A. et al.

0g136-PCR_R AAATACACGCCCATCAATG J Clin Microbiol. 2015 accepted
0g138 0138 wzy 0g138-PCR_F CTGCATGGTTCCTTTCTGTCA 267 lguchi A. et al.

0g138-PCR_R CGGACAAAATGGCCAATACG J Clin Micrabiol. 2015 accepted
0g139 0139 wzy 0g139-PCR_F TACGCATTCGTGAACGAGGAT 287 Iguchi A. et al.

0g139-PCR R CATCCCGACCGATAAAAGAA J Clin Microbiol. 2015 accepted
Og140 0140 wzy Og140-PCR_F CTGCGCATGCAATTICTTTG 409 Iguchi A. et al.

0g140-PCR_R AAACCGATCCTAGCCGGAA 4 Clin Microbiol. 2015 accepted
Og141 0141 wzy QOg141-PCR_F TTCGGGTGCTTATAGTTGGG 745 lguchi A. et al.

Qg141-PCR_R CGAAAATCGGTAAGCTATGGA J Clin Microbiol. 2015 accepted
Og142 0142 wzy Og142-PCR_F TGGGCCTGCATCATTTTIC 538 iguchi A. et al.

0g142-PCR_R GGGCACGTTGACGTAATCTAA J Clin Microbiol. 2015 accepted
0g143 0143 wzy 0g143-PCR_F TGGCCTGCATGCTCTTITT 500 Iquehi A. et al.

0g143-PCRR ATATACCCCTCCGAGGACAAA J Clin Microbiol, 2015 accepted
Og144 0144 wzx 0Og144-PCR_F CGATGCAGATTAATTCAGCCT 406 Iguchi A. et al.

0g144-PCR_R AACTGTGGCTCATGCCAATA J Clin Microbiol. 2015 accepted
Og145 0145 wzy Og145-PCR_F TTCGCGCACAGCATGGTTAT 132 Iguchi A. et al.

0g145-PCR_R TACAATGCACCGCAAACAGT J Clin Microbiol. 2015 accepted
Og146 0146 wzx 0g146-PCR_F CGCCACAATTACCATGGGA 801 Iguchi A. et al.

Og146-PCR_R CCCCTCCAGGCAAAATTACA J Clin Microbiol. 2015 accepted
Og147 0147 wzy 0g147-PCR_F TGGAAATGCTCTCATTCCATTTGCCT 399 DebRoy et al.

Qg147-PCR_R GATGACATTACCCAAACCAGAACC Foodbome Pathog Dis. 2010 7:1407-1414
0Og148 0148 wzx 0g148-PCR_F TGGCAACCATTTGTCTTGCA 865 Iguchi A. et al.

0g148-PCR_R CCCCAAGCCCCATAATAGTAA J Clin Microbiol, 2015 accepted
Og149 0149 wzy 0g149-PCR_F TTTGGTGCAGATACTCAGA 709 Han W. etal.

0g149-PCR_R GAACAATAGATGCGATACAA Appl Environ Microbiol. 2007 73:4082-8
Og150 0150 wzx 0g150-PCR_F ACCACCGGGATATGAACATGA 1089 lguchi A. et al.

0g160-PCR_R AGTCCAAAGCAACCAACCAA J Clin Microbiol. 2015 accepted
Og152 0152 wzy 0g152-PCR_F AGGCGCTGATTACTTCCGATA 568 lguchi A. et al.

0g152-PCR_R ACCTACCCCACTTCCGATTTT J Clin Microbiol. 2015 accepted
Og154 0154 wzx 0g154-PCR_F TCCGACACAGTTAGGTGCGTA 299 lguchi A. et al.

Qg154-PCR_R TAATCACCCCGACAATAAGCC J Clin Microbiol. 2015 accepted
0g155 0155 wzy Og155-PCR_F ATGCCATAGGGCAATTTGATT 671 Iguchi A. etal.

0g155-PCR_R GAGCATCGTGCGACCTGATA J Clin Microbiol. 2015 accepted
Og156 0156 wzy 0g156-PCR_F GGAAAATGGAACATTTAGCGG 236 Iguchi A. et al.

0g156-PCR_R TCGGAGTGCCAACCAAAATA J Clin Microbiol. 2015 accepted
Qg157 0157 hE 0g157-PCR_F CAGGTGAAGGTGGAATGGTTGTC 296 Bertrand R. and Roig B.

0g157-PCR_R TTAGAATTGAGACCATCCAATAAG Water Res. 2007 41:1280-6
0g158 0158 wzy 0g158-PCR_F CTGCGGTATTACCCAGAACAA 693 lguchi A. et al.
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0g158-PCR_R ACGCATTCGATGCATTTCCT J Clin Microbiol. 2015 accepted
Og159 0159 wzy 0g169-PCR_F TGTGTATGTTAGGCGGGGTAA 298 lguchi A, et al.

Og159-PCR_R AGTCGGTTCCATTIGTTGCA J Clin Microbiol. 2015 accepted
0g160 0160 wzx Og160-PCR_F TGTTTCAGGGGCTTGAARAG 333 Iguchi A, et al.

Og160-PCR_R CAACTTGATACGTIGTCCOCA J Clin Microbiol, 2015 accepted
0Og161 G181 WzX 0Og161-PCR_F TATGTTGGCGGATATTCGGT 349 lguchi A. et al.

0gi161-PCR_R AGGCAACGGATGGAATTGAT J Clin Microbiol. 2015 accepted
0g163 0163 wzy 0g163-PCR_F GCAATCTTGAAGCCAGAACCT 342 Iguchi A, et al.

0g163-PCR_R AAGATGTTCCACTCCCTGCAA J Clin Microbiol. 2016 accepted
0Og165 0165 wzx 0Og165_PCR_F GGCGTAATAAAATATGGGGG 1042 Iguchi A, et al.

0g165_PCR R GCCCTCTAACAAACGAATTGT J Clin Microbiol. 2015 accepted
0g166 0166 wzy 0g166-PCR_F TTCATAGCTGGCCTCCTTGTT 452 lguchi A. et al.

0g166-PCR_R TCTATTCGCCGAATCCTTTCT J Clin Microbiol. 2015 accepted
Og167 0167 wzy Og167-PCR_F TCAGGGGCAATTACAATCCTT 403 lguchi A. et al.

Og167-PCR_R TCGCGCATAGAATAGCATGTC J Clin Microbiol. 2015 accepted
0g168 0168 wzy 0g168-PCR_F AGTGAGCCTGCTGCATTATGT 282 lguchi A. et al.

0g168-PCR_R ACGCTGCTGGATACTATCCGA J Clin Microbiol. 2015 accepted
Og169 0169 wzx 0g169-PCR_F GCCGGTTCAACAATCGTAAT 22 lguchi A, etal.

0g169-PCR_R GCCGCTTTAACAATTGCTTTC J Clin Microbiol, 2015 accepted
Og170 0170 wzy Og170-PCR_F TTGCGTTCGGAATTGTTACTC 271 Iguchi A. et al.

Og170-PCR_R AATCCAACACCCGCATTTTG J Clin Microbiol. 2015 accepted
0g171 017 wzy Og171-PCR_F AGCGGTGTGGTTCTGTCTTTT 212 lguchi A. et al.

Ogi71-PCR_R TGAATCCGAGGGGTATCAAA J Clin Microbiof. 2015 accepted
0g172 0172 wzx Og172-PCR_F TGGGGGTGTGGTATGTITTT 1108 Iguchi A. et al.

0g172-PCR_R AATGCTCCCTTGAATCCTGTT J Clin Microbiol, 2015 accepted
0g173 0173 wzy 0g173-PCR_F TTCAAAGTGCTCTGGAGGGA 606 Wang Q. etal.

0g173-PCR_R TGGCTGAGACTTGACTATTTT Mol Cell Probes. 2010 24:266-20.
Ogi74 0174 wzy Og174-PCR_F CGGAAGTCGGACTGCTATTIT 541 lguchi A. et al.

Og174-PCR R TATGTGACCTAGCACACCCAA J Clin Microbicl, 2015 accepted
0Og175 0175 wzy Og175-PCR_F TTCGCAAGCTACCTGCTTT 690 lguchi A. et al.

0g175-PCR_R TGTATCCCCCAAACCATCAT J Clin Microbiol. 2015 accepted
0g176 0176 wzy 0g176-PCR_F TTGGCGTGCCAGGTATATATC 809 Iguchi A. et al.

Qg176-PCR_R TGACAGAGCTATCCCACTTGA J Clin Microbiol. 2015 accepted
Ogt77 o177 wzy Og177-PCR_F CCGATACACCGGATGGATTAT 427 lguchi A. et al.

Ogi77-PCR R AAGCCAGTACCCAGAACAGGA J Clin Microbiol. 2015 accepted
0g179 0179 wzy Qg179-PCR_F ACGGGCTGATTATTTGTCTCT 608 lguchi A. et al.

0g178-PCR_R AAACAAGACCCCTTGCCATA J Clin Microbiol. 2015 accepted
0g180 0180 wzy 0g180-PCR_F TGGCATCAACGAATGATGCA 744 lguchi A. et al.

0g180-PCR_R TTGCCCATGCTTCACCAATA J Clin Microbiol. 2015 accepted
Og181 0181 wzy Qg181-PCR_F AGGACTCCGATTTACTACCGC 261 Iguchi A. et al.

Cg181-PCR_R ACAGCGAATGCAACAATTGG J Clin Microbiol. 2015 accepted
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0g182 0182 wzy 0g182-PCR_F CGGTGATGGTTCTATTCTTGG 510 lguchi A. et al.
0g182-PCR_R TGCTTGCACCAACTGTGTTA J Clin Microbiol. 2015 accepted
0g183 0183 wZx 0g183-PCR_F CGTGGTAACCAATTTCGCAA 666 lguchi A. et al,
0g183-PCR_R GGGAATAACGAACGGTTTACA J Clin Microbiol. 2015 accepted
Og184 0184 wzy 0g184-PCR_F TTCTGGTCACCAGAGCTTGAT 964 lguchi A, etal.
0g184-PCR_R TCCTGCCCTCACAATGGATAT J Clin Microbiol. 2015 accepted
Og185 0185 wzy 0g185-PCR_F TGGTCGGTTECCTTGTITITT 254 lguchi A. et al.
0g185-PCR_R CTGACCGATAAAAGCCAACA J Clin Microbiof. 2015 accepted
QOg187 o187 wzy 0g187-PCR_F CTTCTGTTGGTCCTGCTTTGT 828 Iguchi A, et al.
0g187-PCR_R AAAATGAACCGGTCTCGCTA J Clin Micrebiol. 2015 accepted
QOgCpt wzy 0g137-PCR_F GGGATAGGTTTATTGTTGCA 1007 Wang Q. etal.
02001 0g137-PCR R GTTAGCCATCCACCAAGGTA Mot Cell Probes. 2010 24:286-90.
OgGp2 wzx 0g28ac-PCR_F GGTAATACACTTGCTGTGGTGGGT 218 Fratamico PM. et al.
028, 082 0g282c-PCR_R ATGATTGACCATCCCAGGCCGTAT Can J Microbiol. 2010 56:308-16
OgGp3 wzy 0Og118-PCR_F GTGGGAGTCTGAATCAAGTTGCGA 344 Liu Y et al.
o116, st Og118-PCR_R AGCAACCTTACCCAATCCTAAGGG Foodborne Pathog Dis. 2008 5:449-457
OgGpd wzy Og127-PCR_F TTCATCTCCGCTGGGAATACA 451 iguchi A. et al.
0. 0121 0g127-PCR R AATTGGTGACGCTGGAATGA J Clin Microbiol. 2015 accepted
OgGp5 wzy 0g186-PCR_F TTTCAACAGGTTCGAATGCC 362 lguchi A. et al.
0123, 0186
0g186-PCR_R CCCACCAATACCACTGGAATA J Clin Microbiol. 2015 accepted
OgGp6 wzy 0g46-PCR_F TTAACTGGTTCAAGGACGGG 445 lguchi A, et al.
046, 0134 0g46-PCR_R TGACCGTTATTGCAAGCGAT J Clin Microbiol. 2015 accepted
OgGp7 02, wzx 0g2-PCR_F TGGCCTTGTTCGATATACTGCGGA 813 Fratamico PM. et al.
050 0g2-PCR R TCACGAGCTGAGCGAAACTGTTCA Can J Microbiol. 2010 56:308-16
CgGp8 wzy Qg117-PCR_F TGTTCTCCACTGCGATCATAGGT 518 LiuYetal
otor.onr 0g117-PCR_R ACATAGAGTACCCGACACCATCAC Mol Cell Probes. 2007 21:295-302,
0gGp9 017, 044, wzy Og44-PCR_F GAGGGGCGGATACATTTGTA 849 lguchi A. et al.
073, 077,
0105 0g44-PCR_R ATACCACAGCGGGATGAAGTT J Clin Microbiof. 2015 accepted
OgGpi0 013, 0129, wzy 0g13-PCR_F TGGTGGTGGAAGATTACTGGA 774 Iguchi A. et al.
0135 0g13-PCR R CCAAACAAGAACGTCGCTAAA J Clin Microbiol. 2015 accepted
OgGptt wzy 0g153-PCR_F TCGGTAACGGCTTTGCATTA 703 lguchi A, et al.
0153, 0178
Og163-PCR_R AACCCCAGCCAATAGCAAAA J Clin Microbiol. 2015 accepted
OgGp12 wzx 0Og18ab-PCR_F GTTCGGTGGTTGGATTACAGTTAG 551 LiD. etal.
0O18ab, O18ac
0g18ab-PCR_.R  CTACTATCATCCTCACTGACCACG J Microbiol Methods. 2010 82:71-7
OgGp13 wzx Qg124-PCR_F AGTCACCGCGATGAATGATT 270 Iguchi A. et al.
0124, 0164
0g124-PCR R GCATTAAGTGGCGTCTGAATT J Clin Microbiol. 2015 accepted
OgGp14 wzy 0g62-PCR_F TCATGGTGGTCATCAAGCTTT 548 lguchi A. et al.
062088 0g62-PCR_R ACAATGCTGGATGAAATGCC J Clin Microbiol. 2015 accepted
OgGp15 089, O101, wzt 0g89-PCR_F TCTGTTGGACATCGCTCTAGG 198 Iguchi A. et al.
0162 0g89-PCR_R AATGCTAATCTCACGCGCAT J Clin Microbiol. 2015 accepted
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% 5. E. coli O-genotyping PCRIZBIT 2%~ LTF S L v 7 APCR¥ v bO T 54 v —lAhEGbH

< LT

A AKX JRFT DT A = (100 pM)
7 A T PIET % Ot O-genalype {bp) DL forwardireverse (p:;
PCR

0g165_PCR 0165 0Og165 1042 160/160
0g103-PCR 0103 0g103 716 g0
0g111-PCR o111 Og111 451 80780
0g157-PCR o157 0g157 296 160/160
MP-1 0g26-PCR 026 Og26 241 80/80
0g121_PCR 0121 Ogi121 193 80/80
0g145_PCR 0145 Og145 132 80/80
TE 2080
Total 3620
Ogl12ac_PCR Ot12ac 0g112ac 1180 80/80
0g148_PCR 0148 0g148 865 80/60
0g158_PCR 0158 0g158 693 80/80
0g114_PCR 0114 0Og114 553 80/80
MP-2 Og144_PCR 0144 Ogl44d 406 80/80
0g159_PCR 0159 0g159 298 80/80
0g169_PCR 0169 0g169 221 80/80
TE 2400
Total 3520
Og1_PCR o1 Ogt 1098 80/60
0Og146_PCR 0146 Og146 801 80/80
Og119_PCR 0119 Og119 650 80/80
0Og142_PCR 0142 QOg142 538 80/80
MP-3 0g167_PCR 0167 Og167 403 80/80
Og74_PCR o74 0g74 289 80/80
0g125_PCR 0125 0g125 210 80/80
TE 2400
Total 3520
0g63_PCR 063 0g63 995 80/80
0Og6_PCR 6 Ogb 783 80/80
0g126_PCR 0126 Og126 645 80/80
0g143_PCR 0143 Og143 500 80/80
P 0g27_PCR 027 Og27 382 80/80
0Og168_PCR 0168 Og168 282 80/80
0g136_PCR 0136 0g136 210 80/80
TE 2400
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