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cpe enterotoxin gene

becB novel enterotoxin gene

cpb2 B2toxin gene

qyrB DNAgyrase B subunit gene

sigkK sporulation-specific sigma factors gene
SodA superoxide dismutase gene

grofL  heat shock protein gene

pgkK phosphofructokinase gene

nadA quinolinate synthetase gene

plc phospholipase C (alpha toxin) gene

colA collagenase gene

lonB heat shock protein gene

eno enolase (Phosphopyruvate hydratase) gene
virS regulator of plasmid-encoded putative virulence genes
pfoA theta toxin gene

tcpH  plasmid transfer factor gene

tcpF  plasmid transfer factor gene

rep replication gene on transferable plasmids gene
can putative collagen adhesion protein gene
soj sporulation initiation inhibitor protein gene

parB putative plasmid maintenance genes
topA putative plasmid maintenance genes
becn UV-induced bacteriocin gene
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