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0.4 pL 50 pL
PCR 98 10
53 30 72 60 30
PCR PCR template
BigDye® Terminator v3.1 Cycle Sequencing
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0.2 pM
98 60
30 72 60 40
C.

1-1



<10 MU/g
14 20 MU/g
60 MU/g
100-1000 MU/g
2397 MU/g
2.2-7.9 MU/g
1-2
2
x
X
25 MU/g X
20 MU/g
X X
2 MU/g
1-3

14-84 MU/g 17-515 MU/g  TTX

10-99 MU/g
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1 120 MU/g
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