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Figure 6. CD spectra of the synthetic peptides. Upper panel (A-C) corresponds to OR peptide region. Lower panel (D-F) corresponds to SR
peptide region. The sequences of the corresponding peptides are in Table S1, series Il (peptide 1 and 3, respectively). The measurements were

performed at 5, 25 and 37°C with or without 40% TFE.
doi:10.1371/journal.pone.0098460.g006

analysis, N-terminal domain of P/SERAS, including SE36,
contains only one tryptophan residue that was predicted in an
ordered region (Fig. 5). Therefore, tryptophan fluorescence spectra
provide a clue to assess the extent of formation of hydrophobic
cluster in recombinant SE36 protein. The spectrum of SE36
protein in the absence of denaturant showed a peak at 330—
340 nm, suggesting that the region around the tryptophan residue
was located in relatively hydrophobic condition (Fig. 7B). The
peak of the spectrum shifted to ~350 nm and the intensity
increased upon the addition of 8 M urea. This spectral change
implies that fluorescence quenching component(s) such as a polar
residue and/or a disulfide bond existed near the tryptophan
residue in a non-denatured state. Results from CD and tryptophan
fluorescence experiments support that there are some driving
forces to form compact tertiary structure in the sequence of SE36.
The structure prediction and spectroscopic studies showed the
existence of both structured and unstructured parts in SE36 with
OR and SR epitopes belonging to unstructured parts.

Discussion

In this study, we first investigated which sequences in our SE36
vaccine candidate are predominantly recognized by sera from
malaria endemic areas. From the results of the epitope mapping
using the synthetic peptides, we identified N-terminal repetitive
sequences, OR and SR regions, as the dominant epitopes in SE36
protein in Ugandan high titer adult sera. In contrast, vaccination
of SE36 to mice or squirrel monkeys did not result in specific
induction of OR- and SR-biased antibodies. However, it is
interesting that the vaccinated monkeys increased the antibody

PLOS ONE | www.plosone.org

reactivity against OR and SR regions after challenge infection,
while non-vaccinated monkeys did not show any significant
response to SE36 even after challenge infection. In malaria
endemic areas, as previously reported [5], the frequency of
individuals seropositive (or having high antibody titers) to SE36 is
not high even in adults. Although the mechanism is unclear,
vaccination by SE36 led to induction in immune response to
SE36, including OR and SR regions after challenge infection in
squirrel monkeys. To examine the inhibitory effect of antibodies
against OR and SR dominant epitopes, we performed an ADCI
assay. The assay showed that the antibodies specific to both OR
and SR regions inhibited in vitro growth of asexual blood stage
parasites in cooperation with blood monocytes, suggesting that
these regions are indeed protective epitopes in SE36. ADCI has
been shown to require for specific inhibition of infected
erythrocytes cooperation between the Fc domain of cytophilic
IgG and the Fc-y receptors of monocytes [28,37]. The recognition
and subsequent activation likely induce the release of cytotoxic
mediators leading to parasite killing at the intra-erythrocytic level.
Although some parasites are indeed phagocytosed [28], this
indirect intra-erythrocytic effect is the main mode of action of
ADCI. What is generally observed in blood thin smears is the
presence of many picnotic or crisis forms of parasites at the end of
the assay [37].

The protective epitopes identified in this study are consistent
with our previous results using mouse antibodies, .., glutathione-
S-transferase-fused proteins containing the N-terminal regions
corresponding to OR and SR regions were recognized by parasite-
inhibitory antibodies {17,18]. However, the OR and SR regions
may not be the sole protective epitopes, since murine SE36 specific
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Figure 7. CD (A) and tryptophan fluorescence (B) spectra of SE36. Tryptophan fluorescence measurements were done with or without 8 M

urea at 25°C.
doi:10.1371/journal.pone.0098460.g007

antibodics showed broad reactivity against different regions of
SE36 and correspondingly have comparable parasite inhibitory
cffects at similar antibody concentrations (Fig. 25 and Tig. 4).
Squirrel monkeys vaccinated with the SE36 protein, likewise,
gained measurable protection without showing dominant OR and
SR specific antibodies [5]. Additionally, there are also some
individual samples (T65, TO28, T64, T68 and TOO08) that
showed reactivity to other peptide regions (Fig. S21, L, M, N, P).

We further characterized the physicochemical properties of OR
and SR protective epitopes. Structure prediction programs and
spectroscopic experiments indicated that the OR and SR regions
arc predominantly disordered, referred to as TURs. TURs are
found in many cukaryotes, especially in apicomplexan parasites
including 2. faletparum [22]. The OR region consists of octamer
repeats with closely related sequence motifs and the number of
repeats largely differs among 445 ficld isolates [11]. All of the
octamer repeat sequences arc similar and lack bulky hydrophobic
residues, suggesting that they all are intrinsically unstructured. The
sequence motif corresponding to the SR region, on the other
hand, is highly conscerved although with slight variation in the
number of repeats.

One example of the biological function of TURs is interaction of
transcription factors with nucleic acids [38,39]. The fly-casting
mechanism has been suggested as an advantage, allowing the
flexibility of TURs [40,41]. Since the OR region has strain-specific
octamer repeat numbers [11], the OR region may function to
interact with other molecule(s) without strict structural require-
ment which can be observed in a traditional cnzyme-substrate
interaction. In contrast to the OR region, the tendency to form a
secondary structure at lower temperature with TFE (Fig. 6) and
the higher sequence conservation of SR region may reflect rigid
structure formation cither by binding-coupled folding or more
strictly controlled interaction to other molecule(s).

There are a few reports which refer to the immunogenicity of
intrinsically unstructured regions [24,26,42]. Here, we found
strong antigenicity of OR and SR regions of B/SERAS protein that
were found to be intrinsically unstructured. The antibodies
recognizing the unstructured peptides have strong antiparasitic
effect in an ADCI assay. The intrinsically unstructured charac-
teristic of the protective epitope(s) is an advantage for a vaccine
candidate. Some malaria antigens such as PfCP-2.9 (a fusion
protein consisting of AMA-1 domain III and AMA-1 19 kDa C-
terminal domain fragment) are known to have conformational
epitopes which require strict stereo structure of antigens [43].

PLOS ONE | www.plosone.org

However, the protective cpitopes of SE36 do not require strict
stereo structure. Even though the epitopes are unstructured and
flexible in free states, upon interacting with an antibody,
unstructured  peptides would be fixed for antibody specific
interactions as shown in Fig. S1C.

Conclusions

We identified the cpitopes targeted by biologically active
antibodies in the malaria vaccine candidate SE36 using sera from
people living in an endemic arca, Uganda. The cpitopes have
repetitive  sequences and  have characteristics of intrinsically
unstructured region. The polymorphism of the epitope regions is
limited and they do not require strict stereo structure to clicit
functional antibodics inhibiting in vitro growth of asexual blood
stage parasites. These results support SE36 as a promising malaria
vaccine antigen.
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SUMMARY

Cerebral malaria is a complication of Plasmodium
falciparum infection characterized by sudden
coma, death, or neurodisability. Studies using a
mouse model of experimental cerebral malaria
(ECM) have indicated that blood-brain barrier
disruption and CD8 T cell recruitment contribute
to disease, but the spatiotemporal mechanisms
are poorly understood. We show by ultra-high-field
MRI and muitiphoton microscopy that the olfactory
bulb is physically and functionally damaged (loss of
smell) by Plasmodium parasites during ECM. The
trabecular small capillaries comprising the olfactory
bulb show parasite accumulation and cell occlu-
sion followed by microbleeding, events associated
with high fever and cytokine storm. Specifically,
the olfactory upregulates chemokine CCL21, and
loss or functional blockade of its receptors CCR7
and CXCRa3 results in decreased CD8 T cell activa-
tion and recruitment, respectively, as well as

prolonged survival. Thus, early detection of olfac-
tion loss and blockade of pathological cell recruit-
ment may offer potential therapeutic strategies
for ECM.

INTRODUCTION

Cerebral malaria (CM) is a severe complication of malaria
infection in humans caused by P. falciparum parasites and
characterized by sudden clinical symptoms such as convul-
sions and coma with high rates of death or long-term disabil-
ities (idro et al, 2010; Tavior et al., 2004). Early diagnosis of
CM is not easy, as it presents with nonspecific symptoms,
often resulting in the manifestation of disease at a time point
when CM treatment is less effective. Therefore, early, quick,
and cheap diagnhosis of CM that allows timely interventions
has been needed.

A mouse model of CM using P. berghei ANKA (PbA) para-
sites (experimental cerebral malaria, ECM) has widely been
used to understand the pathogenesis of CM (Langhome
st al., 2011). Although the brain is a privileged site that pre-
vents the entry of exogenous pathogens where tight endothe-
lial cells form the blood-brain barrier (BBB), ECM is believed to
result from multiple reasons such as BBB breakage, followed
by inflammatory responses and cell accumulation in the brain.
Indeed, a large number of studies suggest that various cells,
mostly leukocytes in high numbers, accumulate in the brain
vessels where infected red blood cells (iRBCs) and parasite-
specific pathogenic CD8 T cells crossprimed by CD8a+
dendritic cells (DCs) play a critical role in ECM pathogenesis
(Bapiista ot ab, 2010; Hague et al, 2011 Howland et al,
2013 Lundie et al, 2008; McQuillan et al, 2071). Moreover,
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Figure 1. Ultra-High-Field MRI Identifies OLF Bulb as a Vulnerable Location for PbA Parasites

C57BL/6 mice were infected with 10° PbA parasites.

(A) 11.7 T MRI of coronal and sagittal sections of mice heads (FLASH T2-star signals, naive v.s. infected). White dotted circle in coronal section and white arrow in

sagittal section correspond to OLF bulb.

(B) DWI of coronal section of mouse head on day 6. Gray dotted rectangle and arrow point to HE staining in (C). The images in (A) and (B) are representative of at

least five animals.

(C) Histology of coronal section of OLF on day 6 after infection. Hypodense regions correspond to several bleeding sites by HE staining (scale bar, 1 mm). ONL
(OLF nerve layer), GL (glomerular layer), MCL. (mitral cell layer), GCL (granule cell layer).
(D) IHC of OLF section on day 6. Red, TER119+ erythrocytes; green, GFP-PbA parasites; blue, nuclei (DAP!). Scale bar, 100 pm.

See also Figures $1 and S2.

recent studies have reported CD11c expression on activated
CD8 T cells during PbA infection, yet their precise role is not
studied well (Tamira at gh, 2011). Although these systemic
as well as local events for the dysfunction of BBB are well
studied, whether the initial brain injury and BBB disruption
occur in blood vessels of the whole brain simultaneously or
there is a particular location that allows brain to become
permissive to iRBC and pathological events has not been fully
addressed.

In this study, we investigated the spatiotemporal regulation of
pathophysiological and immunological mechanisms of murine
CM, using combination of two powerful imaging techniques,
an ultra-high-field 11.7 T MRI and multiphoton microscopy
(MP). We elucidated the underlying mechanisms where brain
became permissive during systemic infection with PbA para-
sites. We found that the olfactory bulb (OLF), composed of
unique capillary structures, serves as a suitable environment
for parasites as well as cell migration, and is the first place to
sense malaria infection and permit “crosstalk” between the
brain and the activated immune system. This links the OLF
with loss of smell, high fever, astrocytes, CCL21, CCR?7,
CXCRS3, and CD11c+ CD8 T cells.

RESULTS

Ultra-High-Field MRI! Imaging Identifies Oifactory Bulb

as Location of Microbleeding in the Brain during ECM

To study changes in mouse brain and visualize ECM-related pa-
thology, we performed ultra-high-field 11.7 T MRI (pori et af,,
2011). Six days after PbA infection when specific ECM symp-
toms such as disorientation and paralysis begin, 11.7 T MRI
displayed dark but clear spots in the bilateral OLF (Figure A,
coronal section), while no other parts of the brain, including
cerebrum or cerebellum, showed such spots (Figure 1A, sagittal
section). When diffusion-weighted images (DWI) were obtained,
details of the OLF region were more evident and remarkably
similar to the histological details, where hypodense regions
correspond to the bleedings by hematoxylin and eosin (H&E)
staining (Figures 1B and 1C). Immunohistochemistry ({IHC) also
confirmed that bleeding (TER119+ erythrocytes) and GFP-PbA
parasites were present in the same area of OLF and were as
deep as the granular cell layer (GCL) (Figure 1D). Additional
MRI at earlier time points did not detect changes earlier than
day 6 postinfection (see Figure $1B available onling). Further-
more, several MRI images after the onset of symptoms showed

552 Cell Host & Microbe 75, 551-563, May 14, 2014 ©2014 Elsevier Inc.
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Figure 2. Intravital Multiphoton Imaging of OLF Bulb during Infection

(A) Schematic representation of MP microscopy through the thinned-skull of dorsal OLF bulb. The depth of the images is ~150 pm from the pial surface in which
capillaries (red, diameter <5 pm) in the GL are visualized. Larger vessels (surface arteries and arterioles, diameter ~20-40 um) are located in the ONL.

(B) A representative snapshot intravital MP image from WT mouse OLF bulb on day 5 after GFP-PbA infection, related to Movie 81, White arrow shows GFP
parasites attached/occluded to the blood vessel labeled with red TRITC-Dextran. Gray line separates bigger vessels and capillaries. Scale bar, 50 pm.

(C) PbA parasite load and CD3e (pan-T cell surface marker) were quantified by gPCR using primers specific for PbA 18S rRNA and CD3e on days 3, 4, 5, and 6 after
infection in the OLF, cortex, and cerebellum. Results are presented as relative mRNA units (mean + SE, n = 3 for days 3, 4, and 5 and n = 8 for day 6). *p < 0.05 and
**p < 0.01 for infected versus noninfected mice by Mann-Whitney test.

(D) Fresh microbleeding in OLF. Representative snapshot images (0 and 51 min time point) on day 6 after infection, related to Movie $2. Red, vessels (red TRITC-
Dextran); green, GFP-PbA (green arrow); blue, CD8 T cells (anti-CD8 Ab, white arrow). Red areas in gray circles show already-bled regions, yellow arrows show

the angular vessels where fresh bleeding will occur, and white arrows show leaked blood vessel indicating fresh bleeding occurred, on the right image.

o

See also Movie 81, Movie 82, Movie 83, and Movie 84,

different degrees of hemorrhages in the OLF, perhaps implying
progressive disease symptoms (Figure $2). However, there
was no clear evidence of microhemorrhages in other parts of
the brain, even the heavy bleeding occurred in OLF (Figure 52).
Furthermore, mice infected with lethal parasites, P. yoeliill
(PyL), had no microbleedings in their OLF (Figure S3A). Itis there-
fore reasonable that our ultra-high-field MRI setting enabled the
identification of OLF as a vulnerable area during PbA infection,
where bleedings could easily occur compared with other parts
of the brain.

Intravital Multiphoton Imaging of Parasites within OLF
Trabecular Small Vessels

We next investigated why and how bleedings occur, including
possible involvement of the BBB disintegration, from the OLF
during ECM. The OLF is composed of trabecular small vessel
structures, which are high in density and oriented in different

directions (radially and tangentially). These complex vessels,
together with neuron and glial cells, make synaptic interactions
in glomeruli and may serve as a scaffold environment for
neuronal cell migration in the tissue (Bovett af al., 2007, Dan-
iglyan et al,, 2008). To examine whether this unique vessel archi-
tecture could be a “weak spot” for iRBC and infection-related
events, OLF was visualized by intravital MP microscopy. MP im-
aging of rodent OLF bulb has previously been performed as deep
as GL (~150 pm) which are rich in capillaries (Figure 2A)
(Chaigneau st al, 2003; Pelzold et al, 2008; Sawada et al,
2011). We performed thinned-skull surgery over the dorsal OLF
bulb to maintain tissue intact (Sawadia et al., 2011). Live images
of OLF vessels showed this region has anatomically complex
capillary architecture (diameter <5 pm) (Peizold et al., 2008)
and is suitable for the adhesion/occlusion of circulating iRBC,
shown as GFP signals expressed in PbA parasites, 5 days after
infection (Figure 2B; Movie 51). As seen in Movia 81, the speed
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of some GFP-labeled parasites was reduced and/or stopped,
eventually causing occlusion. This was in accordance with a
significantly higher parasite load as well as T cells’ accumulation
in the OLF (Figure 2C). Taken together, these results suggest that
OLF is a unique area for ECM pathogenesis, possibly due to its
complex capillary architecture, whereby circulating iRBCs may
slow down, attach, and/or become sequestered, ultimately
leading to bieeding.

CD8 T Cells Traffic via the Blood Vessels in OLF
Intravascular accumulation of CD8 T cells in the brain was shown
to have an important role in the pathogenesis of ECM (iiyakada
et al., 2008). We examined if CD8 T cells could be observed and/
or related to microbleeding by intravital MP imaging. Live MP
imaging of labeled CD8 T cells and GFP-PbA parasites in OLF
clearly demonstrated that microbleeding occurred at the
branching capillaries (Figure 2D; Movie 52). As seen in Movia
$2, red dextran-labeled capillary structures were altered (red
dye almost leaked into tissue). Importantly, CD8 T cells were
increased in numbers and “crawling” back and forth in the
vessels during the development of ECM (Figure ZD; Movie 82,
Movie 53, and Movie $4), and some were associated around
the bled regions (fiovie S2). Those CD8 T cells in the OLF could
be passively moving during unstable blood flow in the terminal
phase of ECM; however, our constructed 3D movie in the rela-
tively larger vessels (around 10 pm) clearly indicated that CD8
T cells attached vessels and actively crawling along the vessel
wall (Movia 83). These crawling behaviors of T cells were not
due to in vivo anti-TCRB or anti-CD8 antibody labeling in which
ihe same antibody had no effect on T cells of naive mice (Maovie
$4; data not shown). Rather, activated T cells accumulated in the
OLF capillaries starting day 5 and highly increased in numbers
with crawling behaviors (flMiovie $4). Together, these live OLF
images indicate that accumulated iRBC with increased and
crawling CD8 T cells might leak out of the vessel via microbleed-
ing of the OLF capillaries.

Olfactory Function Is Destroyed during ECM

Given the above findings that microbleeding occurs in OLF dur-
ing ECM, we hypothesized that the OLF function (smell) would be
affected, because OLF contains OLF nerves that form a complex
physiological synapse for odors. To assess OLF function, we
performed a simple buried food test (BFT) (Yang and Crawley,
2308). OLF function was significantly impaired as early as day
4 after infection, as determined by the delayed time to find buried
food (Figura 3A), compared with mice that are resistant to ECM
such as BALB/c or Rag2~/~ mice or mice infected with lethal PyL.
parasites (Figiye 3B). Thus, olfaction loss might allow the predic-
tion of manifestations of ECM such as bleeding in the OLF and
potential loss of BBB integrity.

To evaluate whether the olfaction loss directly correlated with
the loss of BBB integrity, Evans-blue dye was injected into mice
at early time points (days 3-6) after infection and blue dye extrav-
asation into brain tissues were monitored. In accordance with
MP imaging observations where iRBC slowed down and
stopped in the vessels, blue dye extravasation into tissue
appeared from the OLF as early as day 5 after infection, while
the whole brain was blue on day 6 or 7 (Figure 3C). The BBB is
restrictive due to tight junctions (TJs), and proteins such as

Cell Host & Microbe
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zonula occludens-1 (ZO-1) and ZO-1 were indicated to be local-
ized in the OLF epithelium, OLF sensory neurons, and OLF bulb
MCL (Miragail et al, 1884). On day 6 after infection, significant
discontinuation of ZO-1 was observed in the MCL, which coin-
cided with the accumulation of GFP-PbA parasites (iRBC) (Fig-
we 3D), suggesting that altered ZO-1 expression in TJ of OLF
might be associated with the loss of BBB integrity during ECM.

High Fever and Chemokine Storm during ECM Are
Associated with OLF Dysfunction and Physical Damage
We next sought possible factors that contributed to OLF
dysfunction during ECM. High fever was shown to be one of
the facilitating factors for the BBB loss (Kivatkin and Sharma,
2008). Because high fever is an important symptom of malarial
coma, we developed a thermal camera system that allowed
continuous and noninvasive measurement of mouse body tem-
perature. The body temperature of infected mice revealed that
high-fever attacks begin 24 hr before the onset of ECM symp-
toms (around day 5) and continue for 24 hr, then end with thermal
loss and death in the following 12-24 hr (Figire 3E; Movie 55).
When Rag2~/~ mice, T/B cell-deficient mice that do not develop
ECM, were infected, no sign of high fever throughout the infec-
tion was observed, and the OLF was intact by MRI (Figure
and $3B). Moreover, mice infected with PyL or P. yoeliiNL had
no fever (Figures 3G and $4A), suggesting that the fever could
be PbA specific. Although the precise mechanism by which
high fever triggers and/or facilitates BBB disintegration followed
by OLF dysfunction and bleeding is not clear, the data suggest
that high fever occurs 24 hr before ECM-related death and
may be correlated to BBB leakage. Of note, elevated systemic
serum cytokine levels at day 5 after infection may support the
notion that cytokine storm accompanies high fever (Figure S4B).

CCL21 Is Expressed in OLF at the Early Stage of
Infection

We further investigated other possible factors relevant to olfac-
tion loss. Chemokines are early mediators of inflammation and
have increasingly being recognized as contributors in the patho-
genesis of fever (fachado et al,, 2007). As some chemokines
and cytokines have critical roles in the development of ECM,
expression levels of several of them were measured in the
OLF. CCL21 and CCL12 mRNA and protein levels were highly
expressed as early as day 3 after infection in the OLF bulb (Fig-
ures 4A and 4B), suggesting the early expression of chemokines,
especially CCL21, might be important during ECM.

These results above prompted us to examine whether CCR7
(receptor for CCL21 and CCL19) is involved in the pathology of
ECM. We infected WT and littermate Ccr7*/~ and Cer7~/~
mice with PbA and followed their survival. A significant increase
in survival among Ccr7 '~ mice occurred, and death was caused
by high parasitemia, with no difference in parasite levels between
groups during ECM period (Figuire 4C; data not shown). To eval-
uate whether olfaction in Ccr7~/~ mice was intact, a BFT was
performed and found to be intact (Figure 4D). Interestingly,
high fever occurred with a delayed onset in Ccr7™/~ mice
(~48 hr) (Figure 4E) with no signs of bleeding in the OLF at day
6 (Figures S5A and S5B). Evans blue staining gradually occurred
about 80% of Cor7 '~ mice brains onward of day 8 (Figiirs $5B).
These data suggested that CCR7 has a role in the pathogenesis

554 Cell Host & Microbe 15, 551-663, May 14, 2014 ©2014 Elsevier Inc.

— 439 —



Cell Host & Microbe
Olfactory Disruption during Early Cerebral Malaria

>
w
o

ZO1 PhbaEPl DAPL
e P
1024 - 5 1000
g . H
@ 800
g 512 s 3
f s % 600 °
g 256 x ‘; ; 400 K]
2 > Y
200
2 120 St 'vf&":' § r
= + T T o v T 0 —
A S - % -+ -+ 45
RGN Sy PBANKA S .
¥ C57BLU6 Rag2* BALBlc Pyl
C

Day6

-
Day6-7

24 hrs
<>

E 39 F . G
5 39) —Rag2* Naive - Rugs® Pbi ,\39 — Naive == Pyl
<. g g
£ g o 38
2 g 5
£y E 237
& e S
= -
36 35 36+
1 2 3 4 5 6 123456 10 11 12 13 3 4 5 6 7
Days Days Days

Figure 3. Olfaction Loss and Fever Occur during ECM

(A) To assess OLF function, mice were subjected to BFT at the indicated time points. The delay in time to find food is shown in seconds (mean = SD, n = 4-6 per
time point). *p < 0.05, **p < 0.01 and ™*p < 0.001 by Student’s t test or Mann-Whitney test.

(B) OLF function of naive and PbA- or PyL-infected C57BL/6, Rag2 ™", and BALB/c mice assessed by BFT on day 6 after infection (time to find food is shown in
seconds, mean x SD, n=5-8 per group). No statistical significance observed between groups by Student’s t test. >>> in (A) and (B) shows time greater than 900 s.
(C) Evans blue dye was injected i.v. to assess BBB leakage in naive or infected mice at the indicated time points. Two hours after dye injection, mice were
sacrificed, the brains removed, and images captured by dissecting microscopy. White arrow, OLF bulb (scale bar, 1 mm).

(D) IHC of OLF bulbs at the indicated time points. Red, TJ protein ZO-1; green, GFP-PbA; blue, nuclei (DAPI). White arrows show the continuous line of ZO-1
protein around the MCL in naive mice (scale bar, 10 pm).

(E) Thermal camera monitoring of infected C57BL/6 mice, related to Movie $&. Mice movements and fever were continuously recorded in the cages. Mean fever

measurements were calculated every 3 hr. Dotted green line shows the median fever level of the same mouse before infection. Red dots show 0-3 a.m. time
points for each day.

(F and G) Fever in PbA-infected Rag2~'~ mice (F) and PyL-infected C57BL/6 mice (G) were recorded by thermal camera monitor. Mean fever measurements were
calculated every 3 hr.

The data presented in (E)~(G) are representative of at least three infected mice per group. See also Figuires 83 and 84.

of ECM, contributing to OLF dysfunction, microbleeding, and activated and possibly involved in the pathogenesis by produc-

high fever. ing IFN-y and granzyme-B (Tamura et al., Z011). Consistent with
this report, we found that CD8 T cells in the brain of infected mice
CCR7 Expression Is Critical for CD8a DC Priming of were mostly CD11c+, a population that were remarkably
CD11c+ CD8 T Cells but Not for Their Migration into reduced in the infected brains as well as spleens of Cer7™/~
Brain mice by percentage, numbers, and activity (Figures BA, 5B,
We next investigated underlying mechanism responsible for the  and 5C, respectively) and secreted IFN-y (Figure 5D).
increased survival of Ccr7~/~ mice from ECM. Since CCRY7 is We further evaluated whether decreased percentages of

important in the migration of immune celis such as DCs and CD11c+ CD8 T cells in Cecr7~/~ mice were caused by defects
T cells to the secondary lymphoid organs, we examined the in the prior priming in spleen. It has been suggested that
recruitment of T cells in the brain. Flow cytometric analysis of CD8a+ DCs predispose CD8 T celis in the pathogenesis of
immune cells obtained from brains 6 days after infection showed ECM, as they can cross prime CD8 T cell responses (L.urniciie
that CD8 T cell accumulation was decreased by 50% in Ccr7 /= et al., 2008; Piva ¢t al., 2012). We confirmed by infecting basic
mice (Figure SA). A recent report suggested that among the CD8  leucine zipper transcriptional factor ATF-like 3 (Batf3)-deficient
T cells recruited into the brain, CD11c+ CD8 T cells were highly  mice which lack CD8a. DCs in the spieen (Murphy et i, 20138)
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Figure 4. CCL21 Activity Occurs at OLF Bulb during Infection

Days post infection

Days post infection

{A) Brain tissues (OLF buib-cortex-cerebellum) were removed on day 3 postinfection. Expression of indicated chemokine/cytokine mRNA was analyzed by
real-time gPCR. Results (mean = SD) are presented as fold induction compared to naive mice relative mRNA units (n = 3). Red dotted line corresponds to 1.

*p < 0.05, **p < 0.01, infected versus noninfected mice by Student’s t test.

(B) IHC of OLF bulb sections from infected mice (on days 0-3 postinfection). Red, CCL21; blue, nuclei (DAPI) (scale bar, 10 um).
(C) Survival curves of WT (C57BL/6, n = 21), Cer7*~ (n = 27) and Cer™~ (n = 23) mice after infection with 10° PbA. **p = 0.0004, log rank (Mantel-Cox) test.
(D) Infected WT and Ccr7~/~ mice were subjected to BFT. The time to find food is shown in seconds (mean + SD, n = 4 per time point). **p < 0.001 by Student’s

t test. >>> shows time was greater than 900 s.

(E) Continuous fever monitoring of infected WT and Cer7~/~ mice. Mean fever measurements were calculated for every 3 hr. Blue and red dots show 0-3 a.m. time
points for each day. The data presented are representative of at least three infected animals per group.

See also Figire $5,

that the number of activated CD11c+ CD8 T cells in spleen and
their accumulation in brain was significantly impaired in Batf3~'~
mice with improved survival rate compared to controls (Figuras
S8A-S6C). However, Cor7~'~ mice had almost comparable
numbers of CD8a DCs in spleen (Figure S6A); we therefore
designed experiments to understand if functional CCR7 expres-
sion on CD8a DCs is required for CD8 T cell activation.

Functional CCR7 Is Required for CD8« DCs’ Priming

of CD11c+ CD8 T Celis

To seek the role of CCR7 expression on CD8a DC, we purified
CD8« DCs from infected Rag2~'~ mice with intact DCs but no
T/B cells (Mcielian st al, 2002). Splenic CD8a+ DCs, but not
CD8«- DCs, from Rag2™/~ mice expressed high levels of
CCR7 at day 5 after infection (Figure S7A). These CCR7+
CD8o+ DCs were purified (Figiure $7B) and adoptively trans-
ferred to Cer7~/~ mice in which efficiently restored the recruit-
ment of activated CD11c+ CD8 T cells (which originated from
Ccr7~~ mice) in the brain and accelerated ECM (Figure 5E).
Together, these findings suggest that functional CCR7 expres-

sion on activated CD8a+ DCs has a critical role in the patho-
genesis of ECM, possibly by activating CD11c+ CD8 T cells
and their expansion. However, CCR7 expression on CD11c+
CD8 T cells is dispensable for the migration of these cells.

CCL21 Expressed in OLF Coincides with Activation

of Astrocytes and May Be Important for the OLF
Migration of CDtic+ CD8 T Cells

The finding that CCRY7 is dispensable for the OLF migration of
CD11c+ CD8T cells has implied the importance of CCL21 during
priming of CD8 T cells. On the other hand, as CCL21 expression
was also observed in OLF from day 3 of infection, we evaluated
the possibility that CCL21 might have an additional role on the
recruitment of CD8 T cells via an alternative chemokine receptor
interaction other than CCR7. Thus, we further analyzed the local-
ization and/or source of CCL21 in the infected OLF. Although it
was difficult to address the cell type expressing CCL21,
CCL21 staining was confined {o the endothelium of inflamed
blood vessels where astrocytes are often colocalized (figure €A).
Astrocytes are specialized cells guarding and sensing blood
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Figure 5. CCR7 Expression Is Critical for CD8« DC Priming of CD11c+ CD8 T Celis but Not for Their Migration into Brain

WT and Ccr7™/~ mice were infected.

(A and B) Flow cytometric analysis of whole brain (A) and spleen (B) cells on day 6 postinfection. Numbers in the insets show percentages of CD8 T cells and their
CD11c expression, and the right figure in (A) shows absolute numbers of CD11c+ CD8 T cells in brain (mean = SEM of four to eight mice per group. *p < 0.05,
*p < 0.01, and **p < 0.001 infected Ccr7 '~ versus infected Ccr7*/~ mice by Mann-Whitney test).

(C) Activation status of CD11c+ CD8 T cells in spleen of WT and Ccr7~/~ mice was determined by CD44 surface staining.

(D) Intracellular staining of IFN-y secreting CD11c+ CD8 T cells in spleens of WT mice.

(E) Enviched CD8w¢. DCs from infected Rag2 ™/~ spleens were adoptively transferred to Cer7 ™/~ mice and infected with PbA, and survival was monitored. Survival
curves of Cer7"~ (n = 9), Cer7™~ (n = 7), and transferred Cer7'~ (n= 5) mice after infection are shown. **p = 0.0005, Cer7~'~ versus CD8u« DC transferred
Cer7-'~ mice by log rank (Mantel-Cox) test. FACS analysis shows the numbers of accumulated CD11c+ CD8 T cells in brains (mean = SD of three mice per group).

*p < 0.01, infected Cer7*/~ versus infected Cer7~/~ mice and Ccr7~/~ versus infected CD8q. DC transferred Cer7~/~ mice by Student's t test.

See also Figures $6 and 37,

vessel changes via their endfeet, and their redistribution in retina
was implicated during ECM (Medana et al., 1888). On day 6 after
infection, morphological alterations of the astrocytes such as
ill-spaced distribution and thick and longer processes were
evident in OLF (Figure ©B). Moreover, astrocyte interaction
with PECAM-1 was greatly altered. Interestingly, CCL21 stain-
ing, especially with its fiber-like structures, was in close interac-
tion with CD8 T cells in the OLF (Figurs 6C). Given that CXCR3
has promiscuous interaction with several chemokines including
CCL21 especially in microglia and astrocytes (Rappert ot al.,
20602; van Weering et al, 2010) and is a critical molecule for
CD8 T cell migration during ECM (Campanella et al, 2008;

Hansen et al., 2007; Van den Steen et al,, 2008), to understand
if there is a chemotactic interaction between CCL21- and
CXCR3-expressing CD11c+ CD8 T cells, we performed in vitro
transwell migration assay. The CXCR3+ CD11c+ CD8 T cells
dose-dependently migrated toward CCL21 (Figure D), suggest-
ing CCL21 may be involved in the recruitment of these cells into
OLF during ECM.

Blocking CCR7-CCL21-CXCRS3 Axis Is a Potential
Intervention for ECM

Given that CCR7-CCL21 and CCL21-CXCR3 axis may have
roles in ECM immunopathology, we evaluated whether CCL21

Cell Host & Microbe 15, 551~-563, May 14, 2014 ©2014 Elsevier Inc. 557
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Figure 6. CCL21 Expressed in OLF Coincides with Astrocyte Activation and May Be Involved in the Migration of CD11c+ CD8 T Cells

(A) IHC of OLF bulb sections from infected mice on day 6. Green, astrocytes (GFAP); red, CCL21; blue, nuclei (DAPI) (scale bar, 50 um).

(B) Astrocyte endfeet wrap blood vessels in GL. IHC of OLF bulb GL sections. Green, vessels (PECAM-1); red, astrocytes (GFAP); blue, nuclei {DAPI). White
arrows, blood vessels (scale bar, 10 pm).

(C) CD8 T celis associate with CCL21 in OLF. IHC of OLF bulb sections. Green, CCL21; red, CD8 T cells (CD8); blue, nuclei (DAPI) (scale bar, 10 um). White arrows
show fiber-like structures of CCL21 interacting with CD8 T cells.

(D) Migration of purified splenic CD11c+ CXCR3+ CD8 T cells from infected mice in response to recombinant CCL21 (0-2 pug/mi). Human SDF1-« (80 ng/ml) was
used as positive control. The migrated cells were counted by flow cytometer, and chemokine-induced migration was normalized to the unstimulated control (gray
dotted line) and depicted as percentage.

(E) Mice were i.v. injected daily from the day of infection (0-3 days) with recombinant mouse anti-CCL21 Ab (50 1:g per day) and isotype control, and survival was
monitored (n = 5 per group, **p < 0.01, log rank [Mantel-Cox] test).

(F) Survival curves of recombinant anti-CXCRS and isotype control antibody treated groups of WT and Cer7~/~ mice after infection. Mice were i.v. injected with
antibodies twice at 100 ug per day per mouse on days 4 and 5 after infection. p = 0.09 for isotype control versus anti-CXCR3 Ab group, and **p < 0.01 for Cer7~/~
isotype control versus Ccr7 '~ anti-CXCR3 Ab group by log rank (Mantel-Cox) test (n = 5 per group).

could be exploited as a therapeutic target for the intervention of
ECM. Treatment of mice with i.v. anti-CCL21 Ab for the first
3 days of infection led to significantly better survival compared
to isotype-control treated mice (Figure SE). However, anti-
CCL21 Ab treatment from day 4 after infection did not have a
profound effect on ECM progression (data not shown), sug-
gesting involvement of CCL21 during late stage of ECM might
be compromised by the activation of other effector mechanisms.
Therefore, we performed combined targeting of CCL21 and
CXCRS3 by using Ccr7~'~ mice. Blocking CXCR3 by suboptimal

doses of anti-CXCR3 Ab on days 4 and 5 after infection led to
significant survival from ECM in Ccr7~/~ mice as compared to
controls (Figure 8F). These data have revealed a proof of concept
that combinational blocking of chemokines could be a thera-
peutic intervention for ECM.

DISCUSSION

Although brain is severely dysfunctional during ECM due to
multiple pathological events such as BBB disruption, vascular
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Figure 7. OLF Bulb Could Be a “Gateway” for Plasmodium-Infected Erythrocytes’ Accumulation in the Brain

Once host is infected with PbA parasites, immune cells are activated in periphery such as blood and spleen. infection-activated CD8a.+ DCs in spleen (1) gain
ability to crossprime antigens to CD8 T cells via the expression of CCR7. Some of the activated CD8 T cells become effector phenotype by expressing CD11c and
CXCR8 (2). These activated immune cells, iRBC, or parasite products are sensed by astrocytes and their surrounding endfeet around the vessels in the OLF
glomeruli (3) which possibly induce CCL21 secretion from astrocytes (4), and having a part in opening the BBB gateway to immune cells. Activated CD8 T cells
migrate specifically to OLF bulb, where CCL21 and various other effector molecules are secreted (5 and 6), leading to fever and bleeding at OLF (7).

leakage, and immune cell accumulation (especially CD8 T cell
infiltration), the exact location at and method by which brain is
disrupted are poorly understood. In the current study, we have
identified in mice that the OLF region is a vulnerable location
for vascular leakage during ECM in which this discovery could
only be possible by using an ultra-high-field MRI in combination
with MP live imaging microscopy. We further identified that there
is an early symptom, olfaction loss, before the onset of coma.
Given that even 1 day early detection of malarial coma could
increase treatment success dramatically, this previously unno-
ticed, truly overlooked location and detection of olfaction loss
during malaria infection may provide early, cheap, and easy
diagnosis of ECM. In search for the underlying mechanism(s)
of pathology of ECM via OLF, we found that CCL21 possibly
secreted from OLF astrocytes might have a role for the recruit-
ment of pathological CD11c+ CD8 T cells into brain (Figure 7).
We further extended this potential function of CCL21 into a ther-
apeutic strategy by blocking chemokine-receptor interactions
when the early symptom of ECM, olfaction loss, was evident.
An interesting question is why is the OLF bulb the first place
affected by Plasmodium parasites? The OLF is composed of
very dense capillaries oriented in different directions (radially
and tangentially) that exhibit a network of TJ with the thin astro-
cyte endfeet surrounding the vessel, creating a BBB “guardian.”
This restricts the flux of substances between the blood and

neuronal tissue, maybe via the TJ’s capability to transmit infor-
mation between astrocytes (Chen et @i, 2013; Whitman et al,
2008). In the current study, the ONL, blood vessel scaffold
around the GL and as deep as MCL was targeted by iRBC or
parasite-related events. At present, we do not know what para-
site or related factors might contribute to this; however, the TJ
network (e.g., ZO-1) might be targeted and possibly disinte-
grated during ECM. it is possible that perivascular astrocyte
endfeet, which are rich in GL and MCL, sense changes in the
vessels (De Saint Jan and Westbrook, 2005 Petzold et al,
20{8), even when the peripheral parasite burden was very low.
Previous studies have reported in cortex that postcapillary
venules (labeled with anti-CD14) and/or arteriolar vasoconstric-
tion play a dominant role in ECM pathogenesis (Cabwales of al.,
2010; Nacer et al,, 2012). Although PECAM-1 staining of OLF
vessels seem to be altered in our study, whether there is a differ-
ential role for different anatomical vessel structures of OLF needs
to be further investigated.

The OLF bulb is known as a dynamic location for OLF nerve
projections, especially chemosensations. OLF nerves initiate
from the nasal mucosa and terminate in the OLF bulb through
the cribriform plate. Lymphatic and blood vessels surround
these nerves through which molecules, cells and even patho-
gens can gain access to brain parenchyma (Danielvan et al.,
200%). Recent studies revealed that neuronal cells from the
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central nervous system (CNS) migrate via nerves and along brain
blood vessels toward the OLF bulb (Bovetti &t al., 2007), sug-
gesting that OLF could be a dynamic cell migration gateway
between the external environment and CNS. Therefore, it is
reasonable that patients suffering from neurodegenerative
Alzheimer’s or Parkinson’s disease and autoimmune diseases
experience OLF dysfunction as an early symptom (dMesholam
et al., 1988; Strous and Shoenfeld, 20086). Similarly, our findings
imply that these dense and directionally structured blood capil-
laries could also be a suitable environment for Plasmodium
parasites’ adhesion/occlusion—even though iRBC migrate
inside the vessels—and these consecutive events could be a
reason for olfaction loss.

This study identified factors that might be involved in preced-
ing the BBB opening from the OLF bulb. One of the factors
involved in BBB leakage might be a high fever. Although it is
speculated that there should be thermoregulation in mouse
models of malaria similar to murine sepsis models, currently
there have been no reports of a febrile response in mouse
malarias (Lamis et al., 2006). Moreover, ECM, in contrast to
human infection, is considered to cause hypothermia. By using
a thermal camera, a relatively simple technology developed
recently (T.A. and K.J.l., unpublished data), we detected a
distinct fever period occurring 24 hr before the final manifesta-
tion of disease, thermal loss, and death. importantly, the fever
period correlated with severe olfaction loss. Given that the circa-
dian rhythm of mice prevents accurate fever measurement at a
single time point, it is not surprising that previous studies could
only measure final thermal loss at the final stage of disease.
We concluded that systemic and local cytokine/chemokine
storm might cause high fever in mice, similar to human CM
cases, and probably had the major role in the loss of BBB integ-
rity. Importantly, lack of high fever in Rag2~~ mice and in lethal
and nonlethal Py infections may confirm that fever is associated
with ECM and might be related to BBB leakage. However, the
mediators causing fever during ECM and their direct role on
BBB disruption are currently unknown. The scientific under-
standing of the mechanism of fever and its relation to cytokinesis
have only been performed by using bacterial products such as
LPS and LPS challenge models in which fever is known to
correlate well with the cytokines IL-18 and TNF-a (MNaisa ot al,
2000). In contrast, there is a lack of information and direct corre-
lation in murine malaria that these very same cytokines would be
elevated and cause malarial fever. Clearly, this area needs
further investigation.

Astrocytes are cornmon CNS-residing cells essential for regu-
lating blood flow and maintaining the BBB. Astrocytes are also
important in immune defense of the CNS by expressing a wide
variety of chemokines during physiological and pathological
conditions (de Haas et al., 2007 Medana et al., 1886). Further-
more, astrocytes increase CCL21 expression in response to
CNS injury and infection (L.alor and Segal, 2010 Noor et al,
2010). An increased CCL21 expression in the OLF, specifically
in GL where high numbers of astrocytes are present, led us to
study Ccr7~'~ mice, because CCR7 regulates CNS lymphocyte
trafficking via interactions with its ligands, CCL19 and CCL21
(Noor and Wilson, 2012). In addition, previous studies identified
chemokine receptors such as CCR5 and CXCR3 that might be
important for cellular migration into the brain (Bsinoue st al,
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20034, 2008b: Miu et al., 2008). Although the role of CCR7 in
the induction and maintenance of antiviral effector and memory
CTL responses was extensively examined (Junt et al., 2004), the
role of CCR7 during a severe malaria model such as ECM was
not investigated before. We found that expansion and migration
of effector CD11c+ CD8 T cells were severely impaired in the
absence of CCR7 in spleen as well as brain. However, our
detailed analysis with CD8a DCs from Rag2~/~ mice led to the
conclusion that the expansion of CD11c+ CD8 T cells required
an antigenic stimulus from CD8a DCs in spleen and the pres-
ence of CCR7. However, given that Batf3~'~ mice could escape
from ECM only partially (~50%), whether compensation occur
between members of the BATF family in DC development as a
result of the combined actions of BATF3, BATF, and BATF2 or
compensation occurs between other DC types during ECM,
needs further investigation (Murphy et al., 2013). Nevertheless,
these results indicated that CD8a DC crosspriming of CD8
T cells during ECM required CCR7 that induces the expansion
of effector CD11c+ CD8 T cells, which migrate into the brain
via the OLF bulb, finally causing ECM. However, activated
CD11c+ CD8 T cells migrate to brain via multiple molecules
including several chemokines/chemokine receptors such as
IP-10 and CXCRS at the effector phase. It is evident in our study
that CCL21 is involved in the priming of CD11c+ CD8 T cells;
however, presence of CCL21 at OLF implied its association for
the chemotactic support for T cell migration. The CXCR3 was
recognized as an alternative receptor for CCL21, especially in
astrocytes and microglia (van Waering et al, 2010), and
CCL21was shown to be rapidly increased in the brain after
Toxoplasma infection and supported T cell migration (Witson
et al, 2008). Therefore, it is plausible that CCL21 might be
involved in the migration of CXCR3+ CD8 T cells into OLF. Our
in vitro transwell migration assay supports this idea; however,
limited effect of anti-CCL21 Ab treatment at the onset of OLF
dysfunction (on day 4) might suggest compensation of other
mechanisms causing pathology during effector phase of ECM
in vivo. Nevertheless, here we show a “proof-of-concept”
therapeutic approach that blocking CCL21 and/or combination
blockage of CCR7-CCL21-CXCR3 axis could be exploited as
a strategy for intervention during ECM.

In summary, this study demonstrates that the OLF bulb is a
“weak spot” due to its complex architecture and could be a
target for Plasmodium parasites which cause ECM. Murine
studies have also concluded that immune cells such as patho-
genic CD11c+ CD8 T cells enter brain via microbleedings at
OLF. The CCL21 in the OLF GL during early infection might be
one of the underlying mechanisms for the accumulation of path-
ogenic CD11c+ CD8 T cells, and CCL21 expression might be a
risk factor for the development of ECM (Figure 7). These results
provide evidence that OLF functional impairment is a valuable
marker for ECM development and early diagnosis. Currently,
whether these findings in mice are applicable to humans is
unclear. Of note, the symptoms of OLF involvement in humans
may differ from mice such as “olfactory hallucinations” (Barresi
st al., 2012; Perry et al, 2009). Clearly, tests of olfaction loss
and techniques such as improved human OLF MRI imaging
(Wang st al., 2011) will be needed in future. Furthermore, OLF
bulb as a location may be a useful therapeutic target for CM,
as well as for various neuroimmune diseases in humans.
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EXPERIMENTAL PROCEDURES

Parasites and Mice

Two different PbA lines (with and without GFP) were used (Coban et al.,
20070 Ishino el al, 20060 Zhao et al, 2012). The C57BL/6 (CLEA,
Osaka, Japan), Ccr7”/~ (kindly provided by Prof. M. Miyasaka and
M.H. Jang (Osaka University) (Forster 6t al., 1999), and Batf3~/~ (Jackson
Labs) mice were used according to the guidelines of NIBIO and Osaka
University.

Wild-type mice were i.v. injected daily with anti-CCL21 antibody or isotype
control (50 ng per mouse, Peprotech) for 3 days from the beginning of
infection. Alternatively, anti-CXCR3 antibody (LEAF-purified anti-mouse
CD183 [CXCR3], 100 ng per mouse, Biolegend) was injected twice on days
4 and 5 after infection.

Buried Food Test

The BFT was performed as previously described (Yang and Crawley, 2009).
Briefly, mice were left without food for 18 hr and were placed in a new cage
containing buried food under the bedding. The time when the mouse found
the buried food was recorded. The test was stopped at 15 min, and its time
was recorded as 900 s (latency score, >>>).

MRI Brain Imaging

An ultra-high-field 11.7 T MRI scanner (AVANCE-II 500 WB; Bruker BioSpin)
was used. Initially, naive live mice and 4% paraformaldehyde (PFA)-fixed
dead mice heads were compared, and no significant differences were
observed (Figwe $1A). Therefore, in continuing experiments, infected and
deeply anesthetized mice were fixed in PFA and visualized by MRI. The
To* weighted (FLASH sequence) and DWIs (spin echo sequence) were used
to detect bleedings.

Thinned-Skull Surgery and Multiphoton Imaging

The OLF bulb was visualized in living mice by previously described surgically
“thinned-skull” technique (Sawada ef al., 2011, Wake et 41, 2009). Briefly, the
mouse head was immobilized and the skull over the OLF was thinned
(~20-30 um). A metal ring was attached to the skull over the region and
kept moist during imaging with a microscope (FV1000MPE, Olympus).
OLF vasculature was visualized by tetramethyirhodamine isothiocyanate-
dextran (& mg, Sigma) and T cells by brilliant violet 421 conjugated TCR-p
(10 pg, Biolegend) or CD8a. (5 ng, Biolegend). A Ti-sapphire laser (MaiTai
Hp, Spectral Physics) was tuned to the excitation wavelength 800 nm
for T cells and vessels, and a Chameleon laser (Coherent) was tuned
to 950 nm for GFP—PbA. Time-lapse imaging of deep OLF regions
(507.934 pmix], 507.934 pmly], 5 pmz] per 1.1095 s) was performed by
continuous repeated acquisition of fluorescence image stacks comprising
30-80 z planes (acquisition of one-stack image requires ~40-80 s). The
typical imaging depth was 80-150 um (Chaigrieay ¢t al., 2003). Each mouse
was imaged only once. Imaging data were processed and analyzed using
Volocity software.

Temperature Monitoring

A mouse cage with an in-house thermal monitoring system was developed
(T.A., unpublished data and patent pending). A cage was prepared like an
incubator, with an environmental temperature controlled at 30°C with a 12 hr
light-dark cycle and food and water ad libitum. The back skin temperature
was continuously recorded (after removing hair) at 1 min intervals by FLIR
b60 thermal camera, and the data were analyzed by QuickPlot software
(FLIR Systems, Inc.).

Assessment of BBB Permeability and Histology

At the indicated time points, mice were injected i.v. with 200 pl 1% of Evans
blue dye (Sigma) and 2 hr later brains were removed, washed with PBS, and
images taken. In addition, brains were removed and prepared for IHC as
reported earlier (Zhaa ot &, 2012).

Quantitative Real-Time Reverse Transcription-PCR Analysis
Brain samples were homogenized, total RNA was isolated, and g-PCR was
performed as described previously (Ziwe of k., 2412).

‘céilﬁ’féSi“? B

Flow Cytometric Analysis

Spleen and brain cells were purified as described before (Cobuan &t al,, 2007;
Zhao et al, 2012). Cell surfaces were stained for CD11c, CD4, CD8a, CD3,
TCRf, CCR7, CD44, CD11c, and CD11b.

Transwell Migration Assay
Forty-eight-well transwell plates (5 um pore size, Costar, Corning Inc.) were
used for chemotaxis assay as previously described (Rappart ¢t al., 2002).

Adoptive Transfer Experiments
Total splenocytes were prepared from Rag2 ™~ mice 5 days after infection with
PbANKA, and splenic CD8x+ DC were enriched with a purity >95% (Figure S5B).

SN

Statistical Analysis

Differences between two groups were analyzed by using Prism software. The
log rank (Mantel-Cox) test was performed for survival curves. p < 0.05 was
considered statistically significant.
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Background: Synthetic hemozoin (sHZ, also known as 3-hematin) from monomeric heme is a particle
adjuvant which activates antigen-presenting cells (APCs), such as dendritic cells and macrophages, and
enhances humoral immune responses to several antigens, including ovalbumin, human serum albumin,
and serine repeat antigen 36 of Plasmodium falciparum. In the present study, we evaluated the adjuvan-
ticity and pyrogenicity of sHZ as an adjuvant for seasonal trivalent hemagglutinin split vaccine (SV) for
humans using the experimental ferret model.

5‘:’:2;?12“" Method: Ferrets were twice immunized with trivalent SV, SV with sHZ (SV/sHZ) or Fluad, composed of
Adjuvant trivalent SV with MF59. Serum hemagglutination inhibition (HI) titers against three viral hemagglutinin
Influenza (HA) antigens were measured at every week after the immunization. The pyrogenicity of SV/sHZ was
Fluad examined by monitoring the body temperature of the immunized ferrets. To evaluate the protective
Ferret efficacy of SV/sHZ, the immunized ferrets were challenged with influenza virus B infection, followed by

Seasonal trivalent HA split vaccine measurement of viral titers in the nasal cavity and body temperature.
Results: sHZ enhanced HI titers against three viral HA antigens in a dose-dependent manner, to an extent
comparable to that of Fluad. The highest dose of sHZ (800 ug) immunized with SV conferred sterile
protection against infection with heterologous Influenza B virus, without causing any pyrogenic reaction
such as high fever.
Conclusion: In the present study, sHZ enhanced the protective efficacy of SV against influenza infection
without inducing pyrogenic reaction, suggesting sHZ to be a promising adjuvant candidate for human
SV.

© 2014 The Authors. Published by Elsevier Ltd. This is an open access article under the CC BY-NC-SA

license (hitp://creativecommuons.org/licenses/by-no-sa/3.0/).

1. Introduction the protein 3 (NALP3) inflammasome signaling pathway {4}. Syn-

thetic hemozoin (sHZ, also known as B-hematin) from monomeric

Hemozoin (HZ) is a detoxification product of heme molecules
persisting in the food vacuoles of Plasmodium parasite {1,21. Puri-
fied HZ activates innate immune responses via Toll-like receptor
(TLR)9 in antigen-presenting cells (APCs), including myeloid and
plasmacytoid dendritic cells {3}, and enhances humoral responses
depending TLR9 but not NACHT, LRR and PYD domains containing

Abbreviations: sHZ, synthetic hemozoin; HA, hemagglutinin; HI, hemagglutina-
tion inhibition; SV, hemagglutinin split vaccine; SV/sHZ, hemagglutinin split vaccine
adjuvanted with synthetic hemozoin; TCIDsp, 50% tissue culture infective dose.

* Corresponding author at: NIBIO, 7-6-8 Asagi, Saito, Ibaraki, Osaka 5670085,
Japan. Tel.: +81 72 641 8043; fax: +81 72 641 8079.
E-mail addresses: kenishii@biken.osaka-uacp, kenl

@ribiogodp (K. Ishii).
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heme also activates APCs, and enhances the humoral responses
of several antigens, including ovalbumin, human serum albumin,
and serine repeat antigen 36 of Plasmodium falciparum in mice
or cynomolgus monkeys (Macaca fascicularis) {4,5}. Moreover, sHZ
acts as a potent immune modulator, which suppresses IgE produc-
tion against house dust allergens, suggesting that sHZ itself might
be usable for an allergy vaccine for dogs {4!. Differently from the
purified HZ, sHZ enhance the adaptive immune response through
MyDS88, not related to TLR9 or NALP3 inflammasome pathway {41.
Thus, the efficacy, safety, and immunological mechanisms of sHZ
has been demonstrated, further studies are needed to explore its
application as an adjuvant for vaccines.

In general, the efficacy of influenza hemagglutinin split vac-
cine (SV) correlates with the level of neutralizing antibody to

rivecomrmons.orgflices

25/ by-nc-sa/3.0/0).
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hemagglutinin (HA) [6]. The neutralizing antibody contributes to
both prevention of influenza infection and suppression of influenza
exacerbation. Some reports have estimated the efficacy of influenza
vaccine in young adults to be 70-90%, and that in the elderly to be
considerably lower, in the range of 17-53%[7]. Hence, SVisrequired
to improve the efficacy for the elderly. One possible solution of
the issue is via the use of adjuvant [§], although some adjuvants
have been reported to cause pyrogenic reaction associated with the
induction of proinflammatory cytokine responses in clinical stud-
ies {9,101, Therefore, it is important to evaluate the pyrogenicity of
adjuvant in clinical or non-clinical studies to enable wider use of
adjuvants.

In the present study, we evaluated the efficacy and pyrogenicity
of sHZ as an adjuvant for seasonal trivalent SV in the ferret model.

2. Materials and methods
2.1. Antigens and adjuvants

Seasonal influenza SV “BIKEN", containing influenza virus HA
surface antigens from three virus strains, A/California/7/2009
(H1NT1), A/Victoria/210/2009 (H3N2), and B/Brisbane/60/2008, was
obtained from The Research Foundation for Microbial Diseases of
Osaka University (Osaka, Japan) {11]. Endotoxin-free sHZ chem-
ically synthesized using an acidic method was obtained from
Invivogen (San Diego, CA) [12]. The particle size of sHZ was deter-
mined by SEM and found to be approximately 1-2um. Fluad,
composed of influenza virus HA surface antigens from the three
strains described above and MF59, was obtained from Novartis
Vaccines and Diagnostics, Inc. (Emeryville, CA) [ 13].

2.2. Virus and cells

Influenza virus B/Osaka/32/2009 was kindly provided by Osaka
Prefectural Institute of Public Health. Madin-Darby canine kid-
ney (MDCK) cells were obtained from the American Type Culture
Collection (Manassas, VA) and were grown in minimum essential
medium (MEM; Invitrogen, Carlsbad, CA) supplemented with 10%
fetal bovine serum (Invitrogen) and 100 pg/ml kanamycin sulfate
(Invitrogen) in a humidified atmosphere of 5% CO; at 37°C.

2.3. Ferrets

Approximately 7- to 8-month-old female ferrets were pur-
chased from Marshall Bioresources Japan Inc. (Ibaragi, Japan)
and Japan SLC Inc. (Shizuoka, Japan). The experiments were per-
formed under applicable laws and guidelines and after approval
from the Shionogi Animal Care and Use Committee. Under anes-
thesia, at least 1 week before virus inoculation, a data logger
(DS1921H-F5; Maxim Integrated Products, Inc., Sunnyvale, CA) was
subcutaneously implanted into each ferret to monitor body tem-
perature as previously reported {i4}. The absence of influenza
A/California/7/2009 (H1N1), A/Victoria/210/2009 (H3N2), and
B/Brisbane/60/2008 virus-specific antibody in serum from each fer-
ret was confirmed by hemagglutination inhibition (HI) test before
the first immunization.

2.4. HI assay

HI assay was performed according to the protocol previously
reported {14}, Serum was treated with receptor-destroying enzyme
(RDEII; Denka Seiken, Tokyo, Japan). Serially diluted sera were
mixed with 4 HA units of virus antigen for 1h at room tempera-
ture. The mixture was then incubated with 0.5% chicken red blood
cells for 30 min at room temperature. The HI titers were expressed

as reciprocals of the highest dilution of serum samples that com-
pletely inhibited hemagglutination.

2.5. Immunization and sample collection

Ferrets were subcutaneously immunized with 22.5pg of
SV, 22.5ng of SV adjuvanted with 50-800 pg of sHZ (SV/[sHZ
(50-800 g)) or premix solution Fluad, which is composed of
22.5 pg of SV and MF59. Second immunizations were conducted
28 days after the first immunization. Serum was collected by
vena cava puncture on the day of the first immunization and
7, 14, 21, 28, and 35 days after the first immunization, and
HI titers against three HA antigens, A/California/7/2009 (H1N1),
A/Victoria/210/2009 (H3N2), and B/Brisbane/60/2008, were deter-
mined.

2.6. Evaluation of pyrogenicity of vaccine with adjuvant in ferrets

Ferrets were subcutaneously immunized with saline or 22.5 ug
of SV adjuvanted with 800 g of sHZ. Body temperatures were mon-
itored every 15 min with the data logger implanted in the ferrets.

2.7. Evaluation of protective effect of vaccine against influenza
virus infection

Under anesthesia, ferrets were inoculated intranasally with
B/Osaka/32/2009 (1.0 x 10* TCIDsg) in 400ul of phosphate-
buffered saline (PBS). To monitor virus replication in nasal cavities,
nasal washes were collected from infected ferrets on days 1 to
6 after infection. The collected samples were stored at below
—-80°C until use. For virus titration, serial dilutions of nasal washes
were inoculated onto confluent MDCK cells in 96-well plates.
After 1h incubation, the suspension was removed, and the cells
were cultured in MEM including 0.5% bovine serum albumin (BSA;
Sigma-Aldrich) and 3 pg/ml trypsin. The plates were incubated
at 37°C in 5% CO, for 3 days. The presence of cytopathic effects
(CPEs) was determined under a microscope, and viral titers were
calculated as logg of TCIDsg/ml. When no CPE was observed using
undiluted viral solution, it was defined as an undetectable level,
which was considered to be lower than 1.4 logyg of TCID5o/ml.

2.8. Activation of the inflammasome in peritoneal resident
macrophages

Activation of the inflaimmasome in peritoneal resident
macrophages was examined according to the protocol previously
reported [15]. Briefly, peritoneal resident macrophages were col-
lected from C57BL/6 mice (Charles River Laboratories Japan, Inc.,
Kanagawa, Japan) and were prepared with complete RPMI1640
medium (Invitrogen). Macrophages were primed with 50 ng/m! LPS
(Sigma-Aldrich) for 18 h and then stimulated with sHZ or Alum
(Invivogen) for 8 h. The concentration of IL-1f in supernatant was

measured by ELISA (R&D systems, Minneapolis, MN).

2.9. Statistical analysis

Viral titers and body temperature of each animal were cal-
culated as the area under the curve (AUC) by the trapezoidal
method. Statistical significance between groups was determined
by Dunnett’s multiple comparison test using the statistical anal-
ysis software SAS (version 9.2) for Windows (SAS Institute, Cary,
NC).
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Fig. 1. Evaluation of the immunogenicity of SV, SV/sHZ, and Fluad. Ferrets were twice immunized with SV, SV/sHZ (800 p.g) or Fluad. Serum were collected onday 0, 7, 14, 21,
28, and 35 after the first immunization, and HI titers against three HA antigens of A/California/7/2009(H1N1) (A), A/Victoria/210/2009 (H3N2) (B), and B/Brisbane/60/2008
(C) were measured. * p<0.05 by Dunnett's multiple comparison test vs. SV group (n=4 per group). Data represent the GMT + 95% confidence interval.

3. Results

3.1. sHZ enhanced immunogenicity of HA split vaccine in a
dose-dependent manner

To examine the adjuvant effect of sHZ on HA split vaccine, ferrets
(n=4 per group) were twice immunized with SV with or without
sHZ (800 p.g) or Fluad, and then their serum HI titers were mea-
sured every week. Fiuad is composed of SV adjuvanted with MF59, a
licensed squalene-based emulsion, widely used in clinical settings
{161 On day 28 after the first immunization, HI titers of SV/sHZ
group against H1, H3, and B virus antigens were significantly up-
regulated, of which the GMT was 135, 28, and 40, respectively,
comparable to those elicited by MF59 (p<0.05, Fig. 1A-C). After
the second immunization, HI titers of the SV/sHZ group against all
three antigens were significantly higher than those of the SV group
on day 35 (p<0.05) (Fig. 1A-C). The GMTs of the HI titers against
H1, H3, and B antigens in the SV/sHZ group were 905, 190, and
381, respectively. The boosting effect of sHZ was also comparable
to that of MF59. By contrast, HI titers against three HA antigens of
the SV group were not enhanced at every analysis point (Fig. 1A-C).
These results demonstrated that sHZ has a potent adjuvanticity to
enhance the immunogenicity of SV, and its activity was comparable
to that of MF59 in ferrets.

Next, the dose-dependent adjuvanticity of sHZ to enhance the
immunogenicity of SV was examined. Ferrets were twice immu-
nized with SV/sHZ (50-800 pg), and HI titers were measured at
every week. The adjuvanticity to enhance HI titers against HA anti-
gens of H1 and B was observed with at least 200 g of sHZ after
the first immunization, but no boosting effect of 200 p.g of sHZ was
observed after the second immunization (Fig. 2). Overall, each HI
titer against all three HA antigens of SV/sHZ (800 ug) was 3-20
fold higher than that of SV/sHZ (200 p.g) on day 7 after the second
immunization. Thus, 800 pg of sHZ showed higher adjuvanticity

than 200 g of sHZ. This result implied that sHZ enhanced the
immunogenicity of SV in a dose-dependent manner in ferrets.

3.2. HA split vaccine adjuvanted with sHZ did not cause
pyrogenic reaction after immunization

It is reported that the ferret model can evaluate not only the
efficacy of vaccine but also the pyrogenicity of immunostimula-
tory agents like TLR ligands (e.g. TLR7/8 agonist R848) and virion
components, and non-pyrogenicity of SV {17,18} To evaluate the
pyrogenicity of sHZ after the first immunization, ferrets were
immunized with saline or SV/sHZ (800 p.g), and the body tempera-
tures of ferrets were monitored continuously. The results showed
that sHZ did not enhance the body temperature after immunization,
and no difference was observed in body temperature between the
SV/sHZ and the saline groups, suggesting that sHZ does not have
the potential to induce a pyrogenic reaction in ferrets (¥ig. 3).

3.3. sHZ enhanced the protective efficacy of HA split vaccine
against influenza virus infection

Having observed such potent adjuvanticity without pyrogenic-
ity of sHZ in ferrets, we next evaluated the contribution of
sHZ-adjuvanted SV vaccine to its protective efficacy. On day 7 after
the second immunization, the ferrets were intranasally infected
with B/Osaka/32/2009, and viral titers in nasal cavities were mea-
sured daily after infection. On day 2 after infection, each viral titer of
two groups SV/sHZ (200 p.g) and SV/sHZ (800 p.g) was significantly
lower than that of the SV group (p<0.01 and <0.001, respectively)
(Fig. 4A). Each viral titer AUC of SV/sHZ (200 p.g and 800 .g) groups
was significantly lower than that of the SV group (p < 0.01) (Fig. 4C).

The body temperature changes of ferrets were monitored from
2 days before to 5 days after infection. Comparing the SV group with
the SV/sHZ group showed that the elevations of body temperature
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Fig. 3. Evaluation of pyrogenicity of SV/sHZ. Ferrets were immunized with saline or
SV/[sHZ (800 p.g) (n=2-~3). Body temperatures of ferrets were recorded every 15 min
by a data logger which had been implanted subcutaneously. The data were piotted
from the average of body temperature changes every 15 min. Gray and black lines
indicate the saline and the SV/sHZ groups, respectively. Baseline was set as the
average of body temperature during the 2 days before immunization.

were suppressed in all SV/sHZ groups in a dose-dependent manner
(¥ig. 4B). Moreover, body temperature change AUCs of all SV/sHZ
groups were lower than that of the SV vaccine group (Fig. 4D).

4. Discussion

Vaccination is the primary strategy to prevent influenza infec-
tion {19]. The efficacy of influenza vaccine in young and healthy
adults is estimated to be 70-90%, but that in the elderly is lower
at 17-53% [71. Dose escalation of antigen has been examined to
enhance the efficacy of vaccine for the elderly {2{}]. However, this
is not a realistic approach without improvement of the manufac-
turing plants or manufacturing systems. As an alternative strategy,
the use of adjuvant may help overcome these issues by enhancing

the immunogenicity of influenza vaccine. In the present study, sHZ
enhanced the immunogenicity of SV and consequently elevated
its protective efficacy against virus infection in the ferret model,
which has been shown to reflect influenza symptoms and pro-
tective immune responses to influenza infection in humans {211.
In particular, SV/sHZ (800 ug) strongly suppressed the viral titer
below the detection limit and did not cause pyrogenic reaction
after immunization. These results suggested sHZ to be a promising
adjuvant candidate for human SV.

Pyrogenicity is one of the main issues in the development of
novel adjuvants for vaccine even with good adjuvanticity. There-
fore, minimizing toxicity remains one of the major challenges in
adjuvant research [22]. Treanor et al. reported that VAX125, a
recombinant HA influenza-flagellin fusion vaccine, showed high
immunogenicity in clinical study {23}, but in some cases, febrile
symptoms were observed in the first 24 h following vaccination.
It was suggested that the pyrogenic reaction was associated with
systemic proinflammatory cytokine responses. sHZ induces the
production of IL-1 by activating NALP3 inflammasome path-
way in macrophages {24.2%]. However, in the present study, sHZ
did not cause pyrogenic reaction after the first immunization.
To find insights into why sHZ did not show pyrogenicity, the
activity of sHZ to induce the NALP3 inflammasome was exam-
ined, and the results revealed that a relatively high concentration
(=300 pg/ml) of SHZ was required to induce IL-1@ production in
macrophages (Supplemental Fig. 1). Dostert et al. also demon-
strated that 150 wg/ml sHZ could induce inflammasome in bone
marrow-derived macrophages {251 These results suggested that
the activation of NALP3-inflammasome caused by sHZ was very
low and did not act as a trigger to cause a pyrogenic reaction in
ferrets.

Rapid systemic distribution of adjuvant is also understood to
enhance the risk of causing a pyrogenic reaction. Sauder et al.
reported that R848, which is known as an imidazoquinoline com-
pound and TLR7/8 agonist, caused a pyrogenic reaction correlated
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