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Univariate Analysis Multivariate Analysis
Hazard Ratio (95%C)  p Hazard Ratio (95°%CI)  p
Age 0.98 (0.96-0.99) 0.008 0.98 (0.95-1.00) 0.088
Sex Female 089 (0.53-1.48) ns.
Biii 1.05 (0.98-1.12) ns.
HBV-DNA 161(1.21-2.14) 0.001 190(1.18:307) 0,009
AST 1.00 (0.95-1.05) ns.
ALT 1.10 (1.06-1.15) <0.001 1.11(1.05-1.18) <0.001
ALP 1.00 (1.00-1.00) ns.
G-GTP 1.01(1.00-1.02) 0.015 1.01(1.00-1.02) 0.019
PLT 099 (0.94-1.03) ns.
(Genotype C 130 (0.69-2.45) ns.
AFP 0.96 (0.84-1.10) ns.
HBsAg (log) 1.34 (1.12-1.60) 0.001 1.22 (0.92-1.62) 0471
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