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T5: TAR sequence is essential for transcription of vVRNA
WE | GTCTCTCTGGT TAGACCAGAT CTGAGOCT CECAGCTCTCTE
!

| GTCTCTCTGGTTAGACCAGAT COGAGCCTGGGAGCTCTCTG

| GTCTCTCTGGTTAGATCAGATCTGAGCCTGEGAGCTCTCTE

| GTCTCTCTGGTTAAACCAGAT CTGAGCCTGGGAGCTCTCTG

T6: NF-kB binding sequence is important for viral transcription

Wr I CTTGCTACAACGCACTTTQCGCT! GGGAGGC!
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T295: non functional region

Wr ! TCACGTGGCCCGAG: - - - - AGCTGCATCCGGAGTACTTCAAG
!

! TCACGTGGECCCG: - - - - - - AGCTGCATCCGGAGTACTTCAAG
! TCACGT GGCCCGAGT AGT AAGCTGCATCCGGAGTACTTCAAG
ITCAG - - - - mmmmmeeaen GCTGCATCOGGAGTACTTCAAG
= DNA
D
Gag
Gag
HIV
Gag
Gag
H25 MS2
RNA
Gag
RNA
GE Cytell

Gag

VLP

aggregation Gag
1134Q
aggregation
SD
S149N Gag
SD
( 3)
HIV CRISPR
HIV
HIV CRISPR
HIV
HIV CRISPR HIV
CRISPR
gRNA
HIV
RNA
CRISPR
CRISPR
DNA indel
CRISPR
non functional region
T295 gRNA
indel
CRISPR
indel
NF-kB
T6 gRNA NF-kB
TAR T5gRNA
TAR RNA CRISPR
Gag
E
Gag HIV



1)Gag
2)

G

1

1) Ebina H, Kanemura Y, Misawa N, Sakuma T,
Kobayashi T, Yamamoto T, Koyanagi Y. A high
excision potential of TALENS for integrated DNA of
HIV-based lentiviral vector. PLoS One. In press.

2)

, 2015.
3)
, , 2014.
1) : .
HIV Cure -
.2014 12 5 ()
2) :

.28
2014 12 35 ( - ),

3)
HIV
.37 . 2014
11 25-27 ( - ),
4) Ebina H: Perspective of genome editing
technologies for vira diseases. The 27" Annua
Meeting of Japanese Association for Animal Cell

Technology. 2014 11 12-14 ( - ),
5)
: TALEN
HIV . 62
.2014 11 1112 (- ),
4) : HIV 4
.2014 10 67 ( - ),
6) :
J BOWE~HIV 8
.2014 9 2829 ( -
),
7)
. 16
.2014 6 13-14 ( - ),



