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Enterococcus faecalis

Bwa mapping

blastx- nr

DNA-seq

3,701,992
Bacteria
8,553 0.23%
7,814
faecalis

1. 1 Bacteria

Bacteria
91.4%

E.

Others
7.3%

DNA-seq
4,616,658
Bacteria 56,471
1.31% Bacteria
45,425 80.4%

Streptococcus sangunis

2

2. 2 Bacteria

Streptococcu

s anginosus

3
39
DNA-seq

7,522,354

Bacteria 4,146
0.06% Bacteria

3,278 79.1%
Aggregatibacter aphrophilus 423

10.2% Fusobacterium nucleatum
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Bacteria

Fusobacteri  Others

9.3%

Parechovirus

CDNA

Total 20,285,474
Viruses
0.004%
parechovirus 3(HPeV-3)
6.23%
Viruses

RNA-seq

883
Human
55
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