B
B
B
8 A-H
B
A-C
B
B 2002 2011
B 12
VP1, VP2, VPG, VP7, NSP1,
NSP2 NSP5 8
RT-PCR
B ORF
B B 12
B

2001 2009 B 12



B

B
B
B
NSP5

B

ORF

B VP7

Nemuro

B NSP1, NSP2

VP1, VP2, VPG

1990
B Nemuro
B12

Suzuki T, Hasebe A, Miyazaki A,
Tsunemitsu H. Analysis of genetic
divergence among strains of porcine
rotavirus C, with focus on VP4 and VP7
genotypes in Japan. Virus Res. 197:
26-34 (2014).

Mawatari T, Hirano K, lkeda H,
Tsunemitsu H, Suzuki T. Surveillance of
diarrhea-causing pathogens in dairy and
beef cows in Yamagata Prefecture, Japan
from 2002 to 2011. Microbiol. Immunol.
58: 530-535, (2014).

Suzuki T, Hasebe A, Miyazaki A,
Tsunemitsu H. Phylogenetic
characterization of VP6 gene (inner
capsid) of porcine rotavirus C
collected in Japan. Infect. Genet. Evol.
26: 223-227, (2014).

Marthaler D, Suzuki T, Rossow K,
Culhane M, Collins J, Goyal S,
Tsunemitsu H, Ciarlet M, Matthijnssens
J. VP6 genetic diversity, reassortment,
intragenic recombination and
classification of rotavirus B in
American and Japanese pigs. Vet.
Microbiol. 172: 359-366, (2014).



5.

1.

Mawatari T, Hirano K, Tsunemitsu H, . 62
Suzuki T. Whole-genome analysis of , 2014.11.
bovine rotavirus species C isolates

obtained in Yamagata, Japan 2003-2010.

J. Gen. Virol. 95: 1117-1125, (2014). 1.

Suzuki T. Whole-genome characterization 2.
of animal rotavirus C. 1UMS2014, Motreal,
Canada, Jul 2014. 3.
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Cut-off Total of Genotypes of Genotypes of
value [%] Genotypes bovine RVBs porcine RVBs
VP7 80 20 2 (G3, G5) 16 (G4, G6-20)
VP6 81 13 1 (I3) 10 (14-13)
NSP1 77,75 8 2 (A4, A8) 3 (A5-7)
ORF1,2
NSP2 83 9 2 (N3, N9) 5 (N4-8)
NSP5 81 10 2 (H3, H10) 5 (H5-9)
VP1 70 3 1(R3) -
VP2 74 3 1 (C3) -




