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(A)

SARS § wt
MERS & wt

MERS St7
MERS 5t11
MERS Btle

MERS st20

(B)

Log10 (IU)/mL
'S tn

[F¥)
1

Wt

Trans-membrane

Cytoplasmic

1192 oo deaWVWainaasnaa I.IVM-,
1293 MEWHWYIWLGFIAGLVALAL

rkfrh whkdrhkEohd #

1293 NEWEWYIWLGE IAGLVALALCY

1293 NEWEWYIWLG

1293 NEWPWYIW

1293 NEWPWYIWLG

. MTSCCS.LE.ACS.GS. .-KFD.D.S. . VLEG.KLHYT | 1255

CYTECGTNCH-GCKLKCRRCCORYEEYDLEPHEVHVH—-— | 1353

* % * kE * ® d* *
ILCrGCGTHCM-GELECHRCCDRYEEYDLE 1348
GCETHCM-GELECNRCCDRYEE 1242

TGCETHCM-CELKCNRCC 1237

[ICCETHCM-GELKEC 1333

S5t7 5111 5t16 5120
MERS-CoV S constructs

Swt

mock

5t11

(E01) VsV pseudotyped with cytoplasmic
deletion mutants of S protein. (A) C-terminal
sequences of MERS-CoV S protein variants
used in this study. The C-terminal 19 amino
acid deletion mutant of SARS-CaoV § is shown

for comparison. Gray box indicated
cytoplasmic domain. (B) VSV/GFP
pseudotyped with deletion mutants was
inoculated on Vero cells. GFP-expressing
cells were represented as infectious unit

(IU). The data indicate representative of two

independent experiments with similar
results.

St16

[X]2 Differential subcellular localization of C-terminus truncated S proteins. Vero cells
were transfected with expression plasmids encoding MERS-CoV full-length S (S wt),
C-terminal 11 amino acids (St11), or 16 amino acids (5t16) truncated version of
MERs-CoV S. After 48hrs, S proteins were detected with a monoclonal antibody
against MERS-CoV S (45E-11, kindly provided from Dr. K. Onishi, National Institute of
Infectious Diseases, Japan, manuscript in preparation).
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120 7

100
5 80
e . Serum dilution
Qu
b= B x 256
X 40 X 64
20 Hx 16

Specificity of MERSpv-5t16 infection on Vero cells. MERSpv-5t16 was pre-incubated
with serially diluted rabbit anti-sera. Then the mixture was inoculated to Vero cells.
The GFP-positive cells in the absence of antibodies was set as 100%. The data
indicate representative of two independent experiments with similar results.

RBP—cor}_tactiﬂg residues in DP__P4*

.265.234.236.239.292.293.315.320.334.342.344.
Human K Q T A L I R|Y R | Q I
Bt | Kla[T|A[L[T[RIY|K[Q][1]
Rt | K|la[T|Aa|T[T|R][Y[V]E]1]

X4 DPP4 residues contact with RBD of MERS-CoV

* The position of amino acid residues refers to the rat DPP4.
Red characters indicate the amino acid residues different from
human DPP4.
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pcDNA rat DPP4 human DPP4

5 Rat DPP4 does not act as a MERS-CoV receptar. MERSpv-5t16 was
inoculated to the cells transfected with expression plasmid
encoding human or rat DPP4 or pcDNA vector. GFP expression was
examined by fluorescence microscopy.
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6 Mutational analysis of rat DPP4. MERSpv-5t16 was inoculated on the CHO cells
transfected with expression plasmids encoding human DPP4, rat DPP4, or rat DPP4
mutants. GFP expression was examined by fluorescence microscopy, and the
number of the GFP-pasitive cells was determined.
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