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Microorganisms: AAMs) Legionella
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K.septempunctata,
K. hexapunctata
K.iwatai
S. fayeri S.sybillensis,
S.wapipi, S.hafmanni
AAM  Parachlamydia, Mimivirus

Megavirus

Mixozoa
Mixosporea
Kudoa

Multivalvulida

Apicomplexa Eucoccidiorida

Sarcocystidae

Sarcocystis

Parachlamydia Chlamydiales

K.septempunctata K. hexapunctata

Kiwatai

S. fayeri

S.sybillensis, S.wapipi, S.hafmanni

AAM Acanthamoeba

Parachlamydiaceae

Mimivirus Megavirus  Nucleocytoplasmic
large DNA viruses Groupl
Mimiviridae

Megaviridae

Parachlamydia Mimivirus
P.acanthamoebae
2 6% VAP)
10% Mimivirus
9.7% 2.3%
DNA Megavirus

AAMs

Parachlamydia

AAMs



AAMs

10

AAMs

11

12

13

AAMs

14

AAMs

15

AAMs

16

(Suncus murinus

)

acanthamoebae

17

BSL2

AAMs Parachlamydia

AAMs
Legionella
AAMs
BSL2
BSL2
E.
AAMs
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F.

K. septempunctata S. fayeri

Sampo A, Matsuo J, Yamane C, Yagita K,
Nakamura S, Shouji N, Hayashi Y, Yamazaki T,
Yoshida M, Kobayashi M, Ishida K and Yamaguchi
H. High-temperature adapted primitive
Protochlamydia found in Acanthamoeba isolated
from a hot spring can grow in immortalized
human epithelial HEp-2 cells. Environ. Microbiol.,
16(2):486-497, 2014
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Megavirus
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