26

H26 63 481
212 IMP
IMP-6
IMP-1 IMP
GES-24 aac(6’ )-lan
B
CTX-M9 CTX-M2
vanN

Small genomic island pattern

IMP-1

J-GRID WHO



JANIS

OXA-48

IMP

JANIS

NDM KPC

TMB-2 AAC(6' )-laj IMP-43

IMP-44 NDM-8

26

JANIS

JANIS

H26

H26- - -005



JANIS

H26

MRSA

NICU

JANIS

J-GRID

J-GRID

IMP-1

JANIS

(VRE)
MRSA
JANIS
JANIS
C.
H26
63 481
212 IMP
1MP-6

IMP-1




MALDI-TOF
(Bruker  MALDI

IMP-6 IncN ) IHlumina
IMP-6 Pacific Biosciences
Hel icobacter
IMP-6
Helicobacter cinaedi Helicobacter
fennelliae
IMP-6

H. cinaedi 46
H. fennelliae 3

1 GyrA
23S rRNA
International Clone 11(IC I1)
86 H24
10 H25 3 in silico
866
650
IC 11 64
A.
baumannif 645 75%
245 28% IC 11
IC 11
3.7% 2
IC 11

IC 11
2000
IC 11

IC 11



H26 9
Q8A

(http://www.niid.go.jp/niid/ja/id/495-
source/drug-resistance/5011-carbapenem

-ga2.html )
Chromobacterium
violaceum
16S rRNA
PFGE
JANIS 2012
52 76 2013 51
82

Bacillus cereus

69 PFGE

J-GRID

Department of
Medical Research
Vellore
Christian Medical College & Hospital

Klebsiella pneumoniae 6
NDM

I1lumina Pacific Biosciences

JANIS

WHO WHONET
WHONET
JANIS

WHO  WHONET

WHONET JANIS

WHO
Department of Hospital
Department of Communicable
Control

Services
Disease

CDC
CDC



National
Institute of Hygiene and Epidemiology

aac(6’ )-Ian
POT
gnrA
MIC
B_
(ESBL)
CTX-M2
CTX-M9
ESBL
MRSA

SNP

Etest

GC agar +
IsovitaleX
NHSN
NICU
AAC(6°)-Ib AAC(6°)-Tae IMP-type
B -
AAC(6°)-Ib
IMP
-B - (IMP-1) 120
(D120E) citrate
(1.9
)
polycarboxylate -B
(IC
) SNP
IC 11
A. baumannii 1C 11
JANIS
100



CPE

LMOX ErmB
23S rRNA
RImA RImCD
CPE
D.
VanN  VRE
MRSA
MRSA
JANIS CRE
CRE 0.3 9.4
MEPM IPM+CMZ
E. cloacae
1.8 9.4
CRE
(H23
. )

Small genomic island pattern
(SGIP)
SGIP AmpC
T3-Osaka B Enterobacter

JANIS



JANIS
(H26.8.27)
(H26
6 23 ) (H26 12 19
( )
J-GRID WHO
(H26

19 )



1.
D

IASR Vol. 35 p. 287-
288: 2014 12
2)

IASR Vol. 35 p. 289-
290: 2014 12

3)

IASR Vol . 35

p. 290- 291: 2014 12
4)

IASR Vol. 35 p. 281-282:
2014 12
5)

IASR Vol. 35 p. 285-287:
2014 12

6)

IASR Vol. 35 p. 288-289: 2014 12
7)

IASR Vol.
35 p. 291- 293: 2014 12
8) Matsui M, Suzuki S, Yamane K, Suzuki
M, Konda T, Arakawa Y, Shibayama K.
Distribution of carbapenem resistance
determinants among  epidemic  and
non-epidemic types of Acinetobacter
species in Japan. J Med Microbiol. 2014
Mar; 63:870-7.
9) First report of metallo-f3 -lactamase
NDM-5 producing Escherichia coli 1in
Japan. Nakano, R., Nakano, A., Hikosaka,
K., Kawakami, S., Matsunaga, N., Asahara,
M., Ishigaki, S., Furukawa, T., Suzuki,
M., Shibayama, K., and Ono, Y. Antimicrob
Agents  Chemother.  2014. 58(12):

7611-7612.

10) An emergence of third-generation
cephalosporin-resistant
Enterobacteriacae at a Japanese critical
care setting. Hagiya, H., Murase, T.,
Suzuki, M., Otsuka, F., and Shibayama, K.
Acute Med Surg. 2014. 1(4): 256-258.
11) A subclass B3 metallo-f3 -lactamase
found in Pseudomonas alcaligenes. Suzuki,
M., Suzuki, S., Matsui, M., Hiraki, Y.,

Kawano, F., and Shibayama, K. J
Antimicrob Chemother. 2014. 69(5):
1430-1432.

12) Chromobacterium violaceum
nosocomial pneumonia in two Japanese
patients at an intensive care unit.
Hagiya, H., Murase, T., Suzuki, M.,

Shibayama, K., Kokumai, Y., Watanabe, N.,
Maki, M., and Otsuka, F. J Infect
Chemother. 2014. 20(2): 139-142.

13) Trespalacios AA, Rimbara E, Otero W,
Reddy R, Graham  DY. Improved
allele-specific PCR assays for detection
of clarithromycin and fluoroquinolone
resistant of Helicobacter pylori in
gastric biopsies: identification of N871
mutation in GyrA. Diagn Microbiol Infect
Dis. 2014 Dec 15.

14) Mori, S., H. Kim, E. Rimbara, Y,
Arakawa, and K. Shibayama. 2014. Roles of
Ala-149 in the catalytic activity of
diadenosine tetraphosphate
phosphorylase from Mycobacterium
tuberculosis H37Rv. Biosci. Biotechnol.
Biochem., in press.

15) Kim, H., K. Shibayama, E. Rimbara,
and S. Mori. 2014. Biochemical
characterization of quinolinic acid
phosphoribosyltransferase from
Mycobacterium tuberculosis H37Rv and
inhibition of its activity by
pyrazinamide. PLoS One, 9(6):€100062.
16) Asai S, Umezawa K, Ilwashita H,
Ohshima T, Ohashi M, Sasaki M, Hayashi H,
Matsui M, Shibayama K, Inokuchi S,



Miyachi H. An outbreak of
bla0XA-51-1ike- and bla0XA-66-positive
Acinetobacter baumannii ST208 in the
emergency intensive care unit. J Med
Microbiol. 2014 Nov;63(Pt 11):1517-23.
17) Wachino J, Matsui M, Tran HH, Suzuki
M, Suzuki S, Shibayama K. Evaluation of
a double-disk synergy test with a common
metallo- [  -lactamase inhibitor,
mercaptoacetate, for detecting
NDM-1-producing Enterobacteriaceae and
Acinetobacter baumannii. Jpn J Infect
Dis. 2014;67(1):66-8.

2.

1) Matsui M, Suzuki S, Suzuki M, Shibayama
K. Molecular epidemiology of Acinetobacter
spp. and distribution of Acinetobacter
baumannii international clone II in Japan. 54th
Interscience Conference of Antimicrobial
Agents and Chemotherapy (ICAAC). Sept. 5-9,
2014. Washington DC.

2)
63
2014 10
29 31
3)
78
26
20015 1 31 -2 1
4)
IMP-1 B -
88
2015 3 26-28
5) : , :
, : VI

88 )

( ),2015 3 26 -28

6)
. (
), 2015 2 18
7) ) , ,
MRSA
43 ,
( ), 2014 10 31

-11 1
8) Suzuki, M. Genomic epidemiology of
multidrug-resistant Acinetobacter
baumannii isolates in Japan. The 11th
Taiwan-Japan Symposium: New
Technologies Applied to Public Health
Including Foodborne Diseases and Drug
Resistance, Centers for Disease Control,
ROC (Taipei, Taiwan), 2014 9 11
-12
9) Suzuki, M., Suzuki, S., Matsui, M.,
Hiraki, Y., Kawano, F., and Shibayama, K.
A subclass B3 metallo-[3 -lactamase found
in Pseudomonas alcaligenes. European
Congress of Clinical Microbiology and
Infectious Diseases (ECCMID) 2014,
Centre de Convencions Internacional de
Barcelona (Barcelona, Spain), 2014 5

10 -13
10) Kim, H., S. Mori, E. Rimbara, and K.
Shibayama. Enzymatic activity of quinolinic
acid phosphoribosyltransferase from
Mycobacterium  tuberculosis H37Rv  and
inhibition of its activity by pyrazinamide. 14th
International Union of Microbilogical Societies
Congresses (IUMS). 28 July-1 August, 2014,
Montreal, Canada.
11) Mori, S., H. Kim, E. Rimbara, Y, Arakawa,
and K. Shibayama. Molecular characterization
of nicotinate phosphoribosyltransferase from
Mycobacterium tuberculosis H37Rv, and
inhibition of its activity by pyrazinoic acid.
FEBS-EMBO 2014. 30 August-4 September,
2014, Paris, France.
12) , , ,



. Characterization of QAPRTase from M.
tuberculosis H37Rv and inhibition of its
activity by pyrazinamide. 86

9 29 -30 ,
2014
13)

Helicobacter cinaedi
88

2015 3
14) Shibayama K. Japan Nosocomial
Infections Surveillance: A Nationwide
Surveillance of Antimicrobial
Resistance.

6 19-20 2014
15)

2014

2

7

30
20-21

25

2015

2014-151608



A.

Acinetobacter baumannii International
clone 11 ICII ICII
B.
78 24 10 3 866
rpoB ICII blaoxa-s51-1ike SNP ICII
C.
866 645 74% A. baumannii 245 28% IC 1T
ICII ICII 3.7% 78
ICII 36 46%
57 IC1I 28 59% ICII
949 vs179 ,p
0.01; 345.0 vs417.7 ,p=0.046
D.
A. baumannii IC II 46% 36 ICII
ICII
E.

A. baumannii IC 1T



MALDI-TOF (Bruker  MALDI

I1lumina Pacific Biosciences
( GES-24 0XA-444)
MALDI

MALDI-TOF

3

Helicobacter
Helicobacter cinaedi Helicobacter fennelliae
Helicobacter
gyrA gyrB

Helicobacter

MALDI

23StTRNA  DNA

PCR



H. cinaedi 46 H. fennelliae 3

GyrA GyrB H. cinaedi
Resistance-Determining Region (QRDR) 84 H. fennelliae
H. cinaedi GyrB 423
rRNA H. cinaedi 2018
H. fennelliae
2879 H. pylori
H. cinaedi H. fennelliae
GyrA 23S rRNA
H. cinaedi H. fennelliae
H. cinaedi H. fennelliae
insilico ,
650
650 64

in silico ,

GyrA Quinolone
QRDR 86

H. pylori

23S

2327



(1)
NDM

40% (2)
(JANIS)
(3) 2012
2010 (4)
(IPM) (MEPM) MIC
2ug/mil ( ) 68
IPM  MEPM 68 MEPM
IPM MIC 2ug/ml 38 (56%) MEPM
2ug/mil IPM lug/mi 26 (38%)
IPM 2ug/ml MEPM 1pg/ml 4 (6%) MEPM
MIC  2ug/ml 26
23 IMP-6 -B- MBL IMP-6
MBL IPM MEPM
(5)
Proteus
JANIS 2012 Proteus
mirabilis 6.8% Proteus vulgaris 2.2%
B_

Proteus



JANIS
2013 JANIS

9 1,006,086 ( 534,544
Klebsiella pneumoniae 209,850 Enterobacter cloacae 82139 Enterobacter aerogenes
40671 Serratia marcescens 46158 Proteus mirabilis 38308 Proteus vulgaris 9398
Citrobacter freundii 31966 Citrobacter koseri 13052 )
677,424 602,868 (89%)
529,899 (78%) 658,719 (97%) 143,744  (21%)

( 2

Enterobacter C-B

1. J. T. Jacob et al., MMWR, 62(9):165-170, 2013.
2. Patel G, et al., Infect. Control Hosp. Epidemiol. 2008;29:1099-106.

3. (http://lwww.nih-janis.jp/index.asp)
4.
http://www.mhlw.go.jp/bunya/kenkou/kekkaku-kansenshoul9/cyousa kekka 110121.html
22
22-27

5.Yano H et al., Antimicrob Agents Chemother. 2012:56(8):4554-5.



IPM®OMICD

Hs2ng/mlLh
E

48k (6%)

MEPM®OMIC

DA H32ng/ml
LIk

264%(38%)

MEPM & IPM
it 5 OMICH
2ng/mlil |
381k(56%)

1 IPM MEPM  MIC  2ug/ml 68

97%

100% 89%
80%
60%
40%
20%

0%

B
p g/ml
)
pg/ml
)
p g/ml
C )
B
pg/ml
)
p g/ml
)
p g/ml
« )




Q2:

A2:

Q3:

A3:

Q4:

A4:

Q5:

A5:

Q6:

23

ESBL

17

0617

MIC 1p g/ml

Proteus

1

IMP-6

0&A

MIC 2u g/ml



AG:

Q3

IMP-6

Q7:

AT7:

Q8:
A8:
Q9:

A9:

Q10:

A10:

Q11:

All:
Q12:

Al2:

Q13:

Al3:

1p g/ml

MIC

MIC

1y g/ml

2u g/ml

MIC



(http://www._niid.go.jp/niid/ja/drb-m/5011-carbapenem-ga2.html)

Chromobacterium violaceum

Mandell
200
C. violaceum
60%
Chromobacterium C.violaceum
Chromobacterium haemolyticum 2013

1999
Hiraoka N, Yoshioka K, Inoue K, Kawahito Y, Kasamatsu Y. Chromobacterium violaceum
sepsis accompanied by bacteria-associated hemophagocytic syndrome in a Japanese man.
Arch Intern Med 1999; 159:1623-459
59 3

15

C. violaceum

2004
Chromobacterium violaceum 1



(0386-9784)66 3  Page261-265(2004.06)

83 4
MicroScanWalkAway ,Chromobacterium
violaceum(C.violaceum) , 2g/day
1984 ( )
(Chromobacterium violaceum)
: ), . (0385-9312)19
Page19-23(1984.12)
C.
violaceum 15°C~39 35
B
2013
2013 C. violaceum
2 C. violaceum
1 ICU 10
ICU
2
Journal of Infection and Chemotherapy ( )
2013 C. violaceum
2012
2012 C. violaceum DNA
C. violaceum DNA
B -
16S rRNA C. violaceum

ATCC 12472 16S rRNA (Accesion No. NR_074222) 100%



Spel
Spel
Spel
Xbal
Xbal
Xbal
M CHEF DNA size standards lambda
ladder marker
Bio-Rad
) 2012-2013
JANIS 9827 Chromobacterium
C. violaceum
Chromobacterium C. violaceum
2012 4 4
2013 1 1
2012 52 76
2013 51 82
2 3
A 2012 4 2013 9
B 2012 5 2013 4
A
B C 2012 2013 1




105
20
16
5
10
4
1
25
4 4 2
19
° ( )
C. violaceum
1999 1 2004
1 1989
2013 2 C. violaceum ( )
PFGE
C. violaceum
PFGE
JANIS Chromobacterium
2012 4 2013 1
2013 1
2 158
19
JANIS C. haemolyticum
Chromobacterium
Chromobacterium
C. violaceum 1

C. haemolyticum

C. violaceum 50-60%






B #E
FE2 646 H 2 30

#oE N R
w5 PREEATRET | WEZER D)
B Bl X BERRRZARR TR

2 ST EE R B R AR
EHHBS T B TS L 57 b7 LA 7 %55 KAET N T

AL D BRI R~O ZH a5 0 B BILH L EIFEd, FmENTO
FEYIET 7 N7 LA 7 A~OFIAT W T, TR 2 3510 D e R et 3
WZoWWT) CEK2 36 A1 7 BT, BEAGR 0617 51 75) 2B\ T, &
BB BT AP R OB EFEL /R L, &% FEBmXICRT 558
FBENLTWDHEZATT, TOFRTEAMEREIZLD TV N T LA 7 &5
I HYEE | T—BIH OF D5 FEE AN, Rl—I/AIE 8 THEIC Rl — B
W2 £ DBEYIE OFIRIEF] (CL T ONMERIIREE 2 & N\ a<w A UM R
7 R EKE (VRSA) L S AN PESEEEE (MDRP) \ »S v o1 o 3/ Uik RS ERE (VRE) |
ZAEIMHET % b X7 H— » R = (Acinetobacter baumannii)) gt =101
FEEESNIZSB. HDWE, BN THE—ERE & B il D YT 0O 3R
iE 5 (BLTE KIS A R % — 2 3L L 7B (Rt o S LIRS 2 ate)
WEFZHILL PR R ST/ EEREAL T2, ELTERLEZATT A,
LHDOENSL, AENER > T THIMMEERTRAFEBEOM TEHEELTEZ S
TORTLATHREDL I ENRHENIEDE LT,

RBERIZ RN T, BN R - T T H EAIMVERE I L 2 BgeER S L <
REFINERA SNTIGEIE, DT U T b A 7w, (RET~ES
MCRETDHE EBIIRERARE LD L), BEF TERMERIZE L TEE)
AL BEWNZLET,

B, ERWHIRENLET Y NS LA AR ERICEAL Q. 5%, H
WEPOLERAWI L, WEOKRFAED S TETT,

£z, ZHIRHEED T8 S 25813 BRI ORI T IZ oV T
91 &t & EISLRGLTEMFSERTAIE 28 AR 9D 2 LN RTRE T 0 T, MU
ARFSERT R OB E FTEERSR~OM A, L5 LB WZLET,

GEFEIE - Wb
B ST IR FEMFZEAT WIEE S8 4R E A —JL : Laiscikin@nih. go. jp



0617

1
19 3 30
1030002 )
11

0330010

26

0617 1 )

19 10 30 1030001

28



