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IRy EDTA MERINESEHWRBIRo7,
T IR E R E % SR LV E s
HEEZAT o7, & =ERHUE 2012 4, 2013
B 5 ANb 9 BT TEmLE,

2) PCR IZEAARLYT DNA OfH&ZDH
EEBLFNRE

VA A0 DNA 21X, Wizard
genomic DNA purification kit (Promega)%
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al. Am J Trop Med Hyg. 81:1120-1131,
2009.)%H BV, ALUT B DNA O HIZIX
flaBnested PCR(Takano A. et al. Environ
Microbiol. 12: 134-146, 2010.)% AV 7z, 3
78 DNA /X NucleSpin Gel and PCR
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A =45 940 @, 736 EENTF ~F =&
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thaileri \TIERORMORLIT ThHhoTr, K
AUV T IEAVEE FE = o I B TR
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1. db¥EET Y > BT BT B Borrelia lonstari -likeD #3551, FE#DIIRE R

Shiretoko Shibetsu Total
Fawn Adult subtotal* Fawn Adult subtotal®
No. of Deer 10 113 129 22 79 106 235
No. of B. lonestarrlike positive (%) 6 (60.0)p 16 (14.2)b 22 (17.0) 145  2@25) 3(2.8)2 25 (10.6)

a) and b) were P<0.01, chi-square test.

*: Age unidentified deer were included in the Subtotal number: 6 and 5 in Shiretoko and Shibetsu, respectively. These contained no positive samples.

#2. =UNMIKE., ¥ =T8T B Borrelia lonstari —like BplER I 5 NZRM P 0 F 7 Ao —5

No. of B, lonestri-like DNA DNA copy number of spirochete/m]l of blood or tick
Source No. of sample
positive Range of number (Average) in Logio (Average/ 95% CI/ SD)
Deer - blood 235 25 (10.6 %) 14~608,213 (47,054 ) 1.2~5.8 (3.5/1.2~5.7/1.2)
Adult 290 2 0.7 %) 233,352, and 788,251 (Not calculated) 5.4 and 5.9 (Not calculated)
Tick
Nymph 380 (76%) 4(1.18, 1.1%) 15,634~87,913 (51,894) 4.2~4.9 (4.7/ 4.1~5.4/0.3)

*: Nymphs were pooled, with 5 heads per pool.
§: P value (Estimated prevalence) calculated as described by Chiang and Reeves (1962)

#: Minimum Infection Rate (MIR) with 95% CI is 0.03-2.08. MLE is 1.1% with 95% CI (0.35-2.55).
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F1. ANTBIT B B mivamotoi 8B LT A LFEEAR L U TG

fraa Tick Prevalence of B. miyamotoi (%) Prevalence of LD Borrelia (%)
| No. Male Female Total Male Female Total
P4 L 77 0(0/33) 2.3 (1/44) 1.3 (1/77) 12 (4/33) 9.1 (4/44) 10 (8/77)
BEmR-Fm-dLpE | 361 1.8 (3/169) 1.6 (3/192) 1.7 (6/361) 24 (40/169) 31 (60/192) 28 (100/361)
bk 7 0 (0/3) 0 (0/4) 0(0/7) 0(0/3) 0 (0/4) 0(0/7)
Lt ES| 11 0 (0/6) 0 (0/5) 0 (0/11) 0 (0/6) 0 (0/5) 0(0/11)
JLi 1 NT 0(0/1) 0 (0/1) NT 0(0/1) 0 (0/1)
Total 457 1.4 (3/211) 1.6 (4/246) 1.5 (7/457) 21 (44/211) 26 (64/246) 24 (108/457)
#F2. BUANEIEBT A B mivamotoir 8 X O'T A LJREEAR VY TSR
. Tick Prevalence of B. miyamotoi (%) Prevalence of LD Borrelia (%)
Province
No. Male Female Total Male Female Total
Selenge 636 2.6 (8/313) 4.3 (14/323) 3.5(22/636) 44 (138/313) 51 (166/323) 48 (304/636)
‘Bulgan 288 5.7 (7/122) 7.8 (13/166) 6.9 (20/288) 48 (58/122) 44 (73/166) 45 (131/288)
Total 924 3.4 (15/435) 5.5 (27/489) 4.5 (42/924) 45 (196/435) 49 (239/489) 47 (435/924)




