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SHTND,

RV =7, Wik, S0 =Jgiis s a3 5
TANATHY  EDY ) B 11 i b
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RELBRRDERDY | FEECEEHEE
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HERE B INBE L7200 TIEEY — LV OEEL 5T, /oA LAIZBWT, ORFLIZa2— X5
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T 6 Wi s 8 IFH OEIEDOTR, IPTG Z IR
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HuNoV U201 @ HisTag-RdRp . 65 kDa
? Band & UL CRIAMEDIZHE L, Fr v
BRI L BREROER, 58kDa D A A %
v REIFRAIEETHh o7z, #J 100mg @ RdRp

IO DREEON, b RIS LEL
U7V a Ry —rERobD%k,
IO E—AEEIZEIDTA ML, BEOR
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E— AT A N BIAR, VT VT va s
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BonY 7L v v X F— 3t
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WEIIEH LG 7T —F N —2 |
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DEBIERE TR D7 & A LR %
1T CHEBRFT 2 0EN D 5,

R EEMEAT I 2 RdRp 12, B R
QYA NADT ) B R E A T
B2 TREESNTWND RN EF—7 ¢
GUGAAUGAAGAUG D 2> 7 A& U —g4
CAUCUUCAUUCAC IZFis Ly 7oA ~—HEL
C de novo RNA B A A & — M9 B ReED
H 5 LB LT, BIAE, CAUCUUCAUUCAC
& DHfEFE . GUGAAUGAAGAUG & oD Hhif
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