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1) C5 LC-MS/MS

, , 2014/8/22-23.
2) Newborn screening for inborn errors of
metabolism using tandem mass spectrometry on
over 300,000 babies in Tokyo, Japan. Innsbruck,
Tyrol, Austria, 2014/9/2-5.

3)

s , 2014/11/13-15.
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