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Length Sequence Gap

14 TTAggtgagatCTa 8

14-2 TTaggtgagatCTa 9
16 TTTaggtgagatCTAg 9
17 GTTtaggtgagatCTAg 10
18 TGTttaggtgagatCTAg 11
19 TGTttaggtgagatcTAGg 12
20 ATGtttaggtgagatcTAGg 13

Upper case : 2’ 4" -BNA or 2’ 4’ -BNANC or 2" 4’ -BNAAM, C = 5-methyl-
C, Lower case : DNA, Linkage : all phosphorothioate.
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