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GUEST EDITORIAL

Stem Cell Research and Regenerative Medicine in 2014
First Year of Regenerative Medicine in Japan

Hideyuki Okano

It is my great pleasure to announce that we were able to publish the Japan Issue in Stem Cells and Development,
especially in this year 2014. This year, 2014, is said to be the First Year of Regenerative Medicine in Japan.
This movement is likely to be based on the establishment of a new law system regarding regenerative medicine
(an Act for Ensuring the Safety of Regenerative Medicine or the so-called Regenerative Medicine Law) and the
partial revision of the Pharmaceutical Affairs Law (PAL). Both laws will come into effect in 2014 in this
country. These new law systems are expected to have a great impact on the facilitation of R&D related to
regenerative medicine and stem cell biology. In the present Japan Issue, some excellent stem cell research in
this country will be introduced to celebrate the First Year of Regenerative Medicine in Japan.

S UCH A POSITIVE TREND at least stems from recent
groundbreaking achievements in stem cell biology and
regenerative medicine, including the establishment of in-
duced pluripotent stem (iPS) cell technologies by Yamanaka
and colleagues [1,2]. Notably, in 2014, Dr. Masayo Taka-
hashi at the Laboratory for the Retinal Regeneration Project,
Center for Developmental Biology, RIKEN, Japan, is going
to start the first clinical trial using iPS cell-derived cell prod-
ucts. The Takahshi Group is aiming to transplant autologous
iPS cell-derived retinal pigment epithelium sheets in patients
suffering from wet-type age-related macular degeneration
(AMD) [3]. Following this application for AMD, several
clinical trials examining iPS cell-based cell therapy are cur-
rently being prepared for patients with Parkinson’s disease,
spinal cord injury, thrombocytopenia, myocardial infarction,
and other diseases in Japan [4]. There is also increasing interest
in modeling human diseases using iPS cell technologies, which
could contribute to the future drug screening and preemptive
medicine [5,6]. Considering these possibilities, iPS cell tech-
nologies are expected to open a new era, providing enormous
opportunities in the field of biomedical research. However,
needless to say, safety-related concerns for iPS cell-based cell
therapy should be resolved before the clinical application of
iPS cells in the field of regenerative medicine [7,8].
However, I wish to emphasize that iPS cell technology is
not the sole advantage of Japanese stem cell science. As
already summarized in the Theme Issue ““‘Japan: Its Tradition
and Hot Topics in Biological Sciences’ in the Philosophical
Transaction of the Royal Society B in 2008, stem cell biology
has been described as a strong and exciting research field in
Japan, together with single-molecule imaging and neurosci-
ence [9]. Almost 150 years ago, when the Meiji period be-

gan, the Japanese government invited prominent European
scientists to build the new so-called Imperial Universities to
facilitate the nation’s science and technology. Many of the
prominent scientists who were invited included professors of
developmental biology and embryology, which has resulted
in the advantage of a long history in the training of talented
human resources in this field in Japan [9]. On the other hand,
regretfully, serious confusion and controversies appeared in
2014 regarding the new method of obtaining pluripotent cells
through the exposure of somatic cells to sublethal stresses
[10]. This new method and proposed concept for the stress-
induced acquisition of pluripotency needs to be tested by
third parties. Obviously, Japanese stem cell researchers need
to overcome this unfavorable situation with solid experi-
mental data and transparency in this memorable First Year of
Regenerative Medicine in Japan.

In the present Japan Issue of this Journal, to celebrate the
First Year of Regencrative Medicine in Japan, I wish to
introduce some excellent stem cell research efforts in Japan,
particularly in the following fields from the following lab-
oratories:

1. Pluripotent stem cells and differentiation (Kosodo and
colleagues [11]; Ohneda and colleagues [12]; Egusa et
al. [13]; Okuda and colleagues [14]; Furue and col-
leagues [15]).

2. Somatic stem cells and progenitor cells and targeting
of precancerous populations (Nishida and colleagues
[16]; Kawabata and colleagues [17]; Moriyama et al.
[18]; Wada et al. [19]; Taniguchi and colleagues [20]).

3. Molecular mechanism of transcriptional regulation and
cell differentiation (Kawase et al. [21]).
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I hope that you will enjoy this Special Issue of Stem Cells
and Development and that this issue will lead to a wider
appreciation of our nation’s contribution to stem cell re-
search and regenerative medicine.
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interesting since the adult pancreas lacks
progenitor cells (Dor et al., 2004).

To investigate which SCF™%’ sub-
strates may play a role during p cell emer-
gence in the Fbxw7-deleted pancreas, the
authors analyzed a panel of four transcrip-
tion factors known to be invoived in em-
bryonic B cell development and found
that both the mRNA and protein levels of
Ngn3, but not those of the other three,
were strongly increased in Fbxw7-deleted
pancreas. They then demonstrated that
knockdown of Fbxw7 reduced Ngn3
ubiquitination and increased Ngn3 protein
half-life. Fbxw7 binds to Ngn3 and this
binding, like the interactions between
many other F-box proteins and their sub-
strates, requires the GSK3B-mediated
phosphorylation of Ngn3 on two adjacent
serine residues, a characteristic feature
of phosphodegron motifs. Conditional
transgenic expression of a phosphode-
gron mutant Ngn3, in the presence of
endogenously expressed Fbxw?7, quickly
(within 24 hr) resulted in the emergence
of insulin-positive B cells in the pancreas.
Together with the results from the
pancreas-conditional deletion of Fbxw?7,
these findings suggest that the B cells
arise through direct conversion of ductal
cells rather than an intermediate progeni-
tor cell that divides prior to differentiation
(Bancho st al,, 2014).

Aside from identifying Fbxw7 as a regu-
lator of cell fate decision in both embry-
onic and adult pancreas and showing an
example of direct ductal-to-p cell con-
version, the study offers new evidence
consistent with the lack of stem/progeni-
tor cells in the adult pancreas. It also high-
lights the latent plasticity of mature adult
cells, which are generally viewed as termi-
nally differentiated. However, there are
two important issues that remain to be
determined. First, unlike most other E3
substrates whose mRNA levels remain
largely unchanged when the E3 function
is disrupted, the mRNA level of Ngn3 is
also increased in Fbxw7-deleted cells.
Although the authors propose a positive
feedback loop to explain this perplexing
phenomenon, both the direct evidence
supporting this loop and its significance
are yet to be demonstrated. Second,
Fbxw7 also degrades several additional
proteins that play a critical role in regu-
lating cell growth, proliferation, and fate
(Figure 1). Whether these proteins are
also regulated by Fbxw?7 in the embryonic
and adult pancreas has not been exam-
ined. Does Fbxw7 control B cell neo-
genesis solely through Ngn3 or through
coordinated regulation of multiple sub-
strates? Ultimately, the in vivo induction
of functional B cells may be a viable treat-
ment option for patients with type 1 dia-
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betes mellitus, and the current finding of
the SCF/CRL1™*%7-Ngn3 axis in control-
ling direct ductal-to- cell conversion
offers a new target for this exploration.
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Leptin Receptor Makes lts Mark on MSCs
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Although mesenchymal stem/stromal cells (MSCs) are an important component of the hematopoietic niche,
the markers that correlate with their physiological functions have not been defined. In this issue of Cell Stem
Cell, Zhhou et al, (2014) identify the Leptin Receptor as a marker for prospective identification and in vivo fate

mapping of bone marrow MSCs.

Mesenchymal stem/stromal cells (MSCs)
have been defined as nonhematopoietic,
plastic-adherent, colony-forming cells

that are capable of in vitro trilineage
differentiation into fat, bone, and cartilage
(Pittenger et al., 1888). While MSCs can
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be retrospectively identified based on
their ability to produce colony-forming
unit fibroblasts (CFU-Fs) in vitro, an
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appropriate method for their
prospective identification was
lacking until very recently, and
their location and physio-
logical functions in vivo have
been elusive.

The lack of unique markers
and discrepancies arising
from the use of different line-
age tracing mouse strains
has contributed to the confu-
sion facing this field in the
past. The turning point in the
study of MSC markers was
the identification of PDGFRa
as a mesenchymal stem
cell marker. Mouse MSCs
are highly concentrated in
the CD45 Ter119 PDGFRa*
Sca-1*  (PaS) population
(Morikawa et al, 200%9a).
In addition, PDGFRa*Sca-1~
cells were found to secrete
CXCL12 in the same manner as
CXCL12-abundant reticular (CAR) cells,
which are a key component of the niche
for hematopoietic stem cells (HSCs) in
adult bone marrow (BM) (Omatsu et al,
2014). One report defined Nestin-GFP*
cells in the BM as “mesensphere”-form-
ing cells that are required for maintenance
and homing of HSCs (Méndez-Ferrer
et al, 2010). Conversely, another group
reported that Nestin-GFP* cells were
rarely CFU-F cells and were often non-
MSC populations (Ding et al, 2012).
Therefore, it is likely that the Nestin-GFP*
and PaS populations partially overlap but
are mostly distinct.

In this issue of Cell Stem Cell, Mortison
and colleagues identify the Leptin Recep-
tor (LepR), a receptor for a fat-cell-spe-
cific hormone that was expressed in
approximately 0.3% of BM cells (Zhou
et al, 2014), as an excellent marker for
the prospective identification of mouse
MSCs. Notably, 10% of LepR™ cells are
CFU-Fs, and they account for the vast
majority (94%) of CFU-Fs in adult mouse
BM. Furthermore, LepR™ cells in the limb
BM were uniformly positive for the MSC
marker Prx1.

This group also showed that LepR*
stromal and CAR cells, which are located
primarily around the sinusoids, are found
in a largely overlapping region (Omatsu
et al, 2010). They showed that LepR*
cells were Nestin-GFP'%. However, these
cells were negative for a Nestin-Cre®"-

Figure 1. Correlation between LepR* Cells and Distinct
Mesenchymal Markers in Bone Marrow

PDGFRue cells are derived from adult bone marrow cells that can be marked by
LepR. LepR* cells include Sca-1~ and Sca-1* cells. PDGFRa*Sca-1* cells,
which are PaS cells, are high efficiently CFU-F-forming cells. Conversely,
PDGFRa*Sca-1" cells secrete significant levels of CXCL12 and are a
subgroup of the CAR cells. There is a small portion of the PaS, CAR, and
LepR* cells that overlaps with the Nestin-GFP'°" (Low) cells, which are widely
expressed in many types of cells. MSC, mesenchymal stem cell; CAR cells,
CXCL.12 (a chemokine)-abundant reticular cells.

labeled marker (Nestin-Cre®; loxp-
EYFP). This inconsistency can be inter-
preted as follows: Nestin-GFP'°", in which
GFP is regulated by the second intronic
enhancer of the Nestin gene, was re-
ported to serve as a marker for mesen-
chymal cells (Méndez-Ferrer et al,
2010). However, Nestin-GFP expression
levels are not very high in MSCs, in
contrast to strong expression in neural
stem/progenitor cells, where expression
is putatively mediated by the action of
Brn2 and Sox2 on the Nestin second in-
tronic enhancer (Sunabori et al, 2008).
To our knowledge, transcription factors
acting on this enhancer have not yet
been identified in MSCs. Furthermore,
GFP is not knocked into the endogenous
Nestin gene in this model. Instead, its
expression is driven from a transgene
inserted into a chromosome. Thus,
the Nestin-GFP expression profile is
likely to be variable between the various
Nestin-GFP transgenic mouse lines. This
variability can account for the different
overlapping patterns between LepR
and Nestin-GFP'®" or Nestin-Cre®?; loxp-
EYFP in the present study (Zhou et al,,
2014). Based on these findings, re-
searchers should carefully select Nestin
transgenic lines to mark MSCs.

As for Cre® -mediated lineage tracing
experiments, it is important to appreciate
that different regimens of tamoxifen
could produce different results. Thus,
in order to label MSCs using Nestin

Cell Stem Cell 15, August 7, 2014 ©2014 Elsevier Inc.

transgenic lines, it is impor-
tant to use the appropriate
transgenic reporter line and
an appropriate induction
regimen that guarantees
robust recombination. The
Nestin protein expression
profile is more complicated
than the Nestin-driven trans-
gene expression because
the mesoderm-specific first
intronic enhancer is involved
in endogenous Nestin gene
expression. However, fortu-
nately for MSC researchers,
LepR-immunopositive cells
are also almost always Lepr-
Cre-labeled cells in BM
stroma (Zhou et al, 2014),
indicating that LepR is a reli-
able and versatile MSC
marker. Figure 1 illustrates
the relationships between
various MSC markers in an effort to
synthesize findings from the present and
previous reports.

Furthermore, Zhou et al. (2014} per-
formed an excellent fate mapping study
of LepR* cells. Using Lepr-Cre/loxp-
mediated lineage tracing, they showed
that during ontogenic development,
LepR* cells appear postnatally in the
BM and are a major source of new
osteoblasts and adipocytes in adult
BM. As for the developmental origin of
MSCs, previous studies have shown
that prospective isolation of adult mouse
BM MSCs positive for PaS included
Wnt1-Cre- and PO-Cre-labeled, neural-
crest-marker-positive, neurosphere-initi-
ating units (Morikawa et al., 2008b), which
can also give rise to neurons, glial cells,
and myofibroblasts. Furthermore, Mori-
kawa et al. showed that CFU-Fs were
included in the PO-Cre-labeled and nonla-
beled PaS cells at a very similar frequency,
indicating that cells of the neural crest
origin could contribute to MSCs in adult
mouse BM. Conversely, Zhou et al
{2014} surprisingly found that Wnt7-Cre-
labeled neural crest cells rarely included
CFU-Fs and thus are likely to be a distinct
population from the LepR* BM cells.
These discrepancies could result from
differences in the transgenic Cre lines
used to mark neural crest cells or differ-
ences in other experimental conditions.
In any case, it would be interesting to
test whether a single MSC that has both
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CFU-F activity and neural crest character-
istics is present in adult mouse BM.

It is notable that LepR, a hormone re-
ceptor, is a marker of MSCs and that
LepR™ cells are involved in the regene-
rative response of bone and cartilage
after injury. Thus, an attractive idea is
that the fat-cell-specific hormone Leptin
and the LepR/Jak/STAT pathway, which
is blocked in db/db mice, play crucial
roles in the biological regulation (e.g.,
maintenance, proliferation, and/or differ-
entiation) of MSCs and the regenerative
responses of bone and cartilage. Thus,
the paracrine action of Leptin released
from BM adipocytes to the LepR* MSCs
could possibly be involved in the homeo-
stasis of MSCs and MSCs-derived cells,
which should be elucidated in future
investigations.

The study of MSCs is likely to have
both biological significance and clinical
applications. In human MSCs, enriched
expression of the low-affinity nerve
growth factor receptor (LNGFR) (known
as a neural crest marker) has been repro-

duced by many researchers (Mabuchi
et al., 2013), but the consistency of the
marker remains a problem. The next
step should be conducting comprehen-
sive analysis using LepR in multiple spe-
cies." By refining our ability to define
MSCs in vivo, the field may then shift
directions from markers to signaling
and focus on establishing MSC biology
in the near future.
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In this issue of Cell Stem Cell, Zhu et al. (2014) demonstrate that a genetically engineered glioma model
displays a functional cellular hierarchy defined by expression of the nuclear orphan receptor Tix. Targeting
cancer stem cells through genetic deletion of TLX promotes cancer stem cell death and differentiation and

extends survival.

Cancer is a genetic disease, but it initiates
and grows within a cellular context that
reflects the organization of tumors into
aberrant organ systems. The cellular
diversity within a tumor extends to the
neoplastic compartment in which genetic
and epigenetic variation manifests in dif-
ferential proliferation, survival, and migra-
tion of cancer cells. The cancer stem cell
(CSC) hypothesis is a partial explanation
for these observations because many
cancers harbor a relatively undifferenti-
ated pool of transformed cells that self-

renew and propagate the entire range of
differentiated tumor progeny. However,
establishing the presence of celiular hier-
archies within a tumor and identifying
the origin of differentiated progeny is
complicated by the dynamic nature of
cancer and an inability to trace the history
of existing cancers. One challenge has
been the identification of reliable CSC sur-
face markers because these molecules
mediate interactions between cells and
their microenvironment and may be
dynamically changed after isolation of

114 Cell Stem Cell 75, August 7, 2014 ©2014 Elsevier Inc.

CSCs. Further, no tumor type is geneti-
cally uniform, so markers are unlikely to
be uniformly informative in all tumors.
Tumor models derived from patient spec-
imens (e.g., patient-derived xenografts)
contain the cellular and molecular diver-
sity of the human disease but cannot
instruct us as to the natural history of
specific cells beyond genetic lineage
analysis. Alternatively, genetically engi-
neered mouse models present a useful
tool to study the natural history of tumor
hierarchies in an immune-competent
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SUMMARY

Pelizaeus-Merzbacher disease (PMD) is a form of X-linked leukodystrophy caused by mutations in the proteolipid protein 1 (PLP1) gene.
Although PLP1 proteins with missense mutations have been shown to accumulate in the rough endoplasmic reticulum (ER) in disease
model animals and cell lines transfected with mutant PLP1 genes, the exact pathogenetic mechanism of PMD has not previously been
clarified. In this study, we established induced pluripotent stem cells (iPSCs) from two PMD patients carrying missense mutation and
differentiated them into oligodendrocytes in vitro. In the PMD iPSC-derived oligodendrocytes, mislocalization of mutant PLP1 proteins
to the ER and an association between increased susceptibility to ER stress and increased numbers of apoptotic oligodendrocytes were
observed. Moreover, electron microscopic analysis demonstrated drastically reduced myelin formation accompanied by abnormal ER
morphology. Thus, this study demonstrates the involvement of ER stress in pathogenic dysmyelination in the oligodendrocytes of

PMD patients with the PLP1 missense mutation.

INTRODUCTION

Analysis of differentiated cells from disease-specific, hu-
man induced pluripotent stem cells (iPSCs) enables the
construction of pathological models using the patients’
own cells. Such analyses are particularly useful for the
study of neurodegenerative disorders because it is difficult
to collect brain-tissue samples from these patients.
Pelizaeus-Merzbacher disease (PMD) is a dysmyelinating
disorder of the CNS that is usually observed during child-
hood. PMD is classified into two subtypes: the classical and
connatal forms. In the classical form, patients usually
show a delay in psychomotor development within the first
year of life but exhibit relatively slow disease progression
over the first decade. In contrast, in the connatal form,
patients generally show arrested congenital psychomotor
development and exhibit a progressive disease course
with severe neurological impairment. The degree of dys-
myelination has been shown to correlate well with the
clinical severity of PMD (Seitelberger, 1995). The proteolipid
protein 1 (PLPI) gene has been identified as a causative
gene for PMD. PLP1 is a transmembrane protein that is
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abundantly expressed in compact myelin in oligodendro-
cytes (OLs) and plays a structural role in the formation and
maintenance of myelin sheaths (Gow et al., 1997; Mikosh-
iba et al,, 1991). Three distinct types of PLP1 mutation
have been reported to date: point mutations, duplications,
and deletions. Missense mutations in the PLP1 gene
account for 30% of the genetic abnormalities found in
PMD patients and are responsible for most of connatal
cases. Based on analyses using cell lines transfected with
mutant PLPI genes (Gow and Lazzarini, 1996) or a mouse
model of PMD (the msd mouse; Gow et al,, 1998), the
underlying pathogenesis in most patients with missense
mutations is thought to involve the accumulation of mis-
folded mutant PLP1 proteins in the rough endoplasmic
reticulum (ER) (Southwood et al., 2002) and the induction
of ER stress, resulting in activation of the unfolded protein
response (UPR). Although UPR attenuates general transla-
tion to reduce the protein load into ER and increase
expression of chaperone proteins to facilitate protein
folding, excessive levels of unfolded proteins have been
shown to activate apoptotic pathway of UPR to eliminate
damaged OLs.
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However, despite the precise analyses conducted using
conventional cellular and animal PMD models, it has
not been possible to examine the actual correlation
between the known molecular pathogenesis and cell bio-
logical phenotypes, including abnormalities in OL differ-
entiation, myelination, and cell death. In addition, those
previous results were obtained through analyses using
nonhuman models, non-patient-derived cells, or nonoli-
godendrocyte models, and it is unknown whether the re-
sults obtained in those models are applicable to human
patients. Although the establishment of iPSCs from a
PMD patient with partial duplication of PLP1 gene has
been reported, those iPSCs were not differentiated into
oligodendrocytes for disease modeling (Shimojima et al.,
2012). Thus, in the present study, we focused on the path-
ologic effects of PLP1 missense mutations and established
patient-specific iPSCs from two PMD patients with
different mutation sites and different levels of clinical
severity.

We differentiated the iPSCs into OL lineage cells and
examined the pathogenic changes in the PMD iPSC-derived
OLs. We confirmed the accumulation and mislocalization
of mutant PLP1 proteins to the ER, a high level of stress sus-
ceptibility, and increased apoptosis in PMD iPSC-derived
OLs. In addition, through transmission electron micro-
scopic analysis, we verified decreases in the frequency of
myelin formation and the thickness of the myelin sheath
compared with control cells. More importantly, we also
demonstrated that these pathogenic changes observed in
iPSC-derived OLs were consistent with the different levels
of clinical severity between the two PMD patients. Thus,
this report describes the modeling of human PMD with
PLPI missense mutations using patient-specific, iPSC-
derived OLs. These results have demonstrated the useful-
ness of iPSC-derived OLs for the analysis of the pathogenic
processes in human dysmyelinating neurological disorders.

RESULTS

Clinical Features of PMD Patients

We established iPSCs from two patients with point muta-
tions in the transmembrane domain (patient 1: PMD1)
and extracellular domain (patient 2: PMD2) of the PLP1
gene (Figure 1C). PMD1 was a 1-year-old male with the con-
natal form of PMD. He was diagnosed with PMD at the age
of 4 months, when he was found to exhibit poor head con-
trol and nystagmus and was unable to follow objects. He
showed poor feeding and was fed through a gastrostomy
tube from the age of 21 months. Psychomotor develop-
ment was not observed, even at the age of 5 years. MRI of
the patient’s brain revealed mild and diffuse atrophy,
dilatation of the ventricles, and diffuse high-intensity sig-

nals in the white matter of the cerebrum and brainstem
in a T2-weighted image (T2WI) (Figure 1A). A direct
sequencing analysis of genomic DNA from the patient’s
leukocytes showed a novel missense mutation, c¢.757 T >
A (p.Ser253Thr), in exon 6 of the PLP1 gene (Figure 1B).
This amino acid change has not been previously reported,
but different type of mutation at this same site, Ser253Phe,
has been reported in other patients with the connatal form
of PMD (Hodes et al., 1998). This change was not identified
in more than 200 normal individuals; thus, it was consid-
ered to be a causative mutation for PMD.

Patient 2 (PMD2) was a 20-year-old male with the clas-
sical form of PMD. He was diagnosed with PMD at the
age of 3 months, when he was found to display poor
head control and nystagmus. Spastic quadriparesis was
evident at 4 years of age, with choreoathetotic movements
beginning at the age of 8-10 years. He appeared alert and
attentive and was nonverbal but exhibited guttural vocali-
zations. A missense mutation, ¢.643 C > T (p.Pro215Ser),
was identified in exon 5 of the PLPI gene, which has
been reported previously (Gencic et al., 1989).

Establishment and Characterization of iPSCs Derived
from PMD Patients

Human iPSCs were established via the retroviral transduc-
tion of four transcription factors (SOX2, OCT4, KLF4, and
¢-MYC) into dermal fibroblasts (Takahashi et al., 2007). A
total of 52 and 34 iPSC clones were established from
PMD1 and PMD2 samples, respectively. The established
iPSC clones were evaluated based on the typical
morphology of colonies similar to human embryonic
stem cells (ESCs), as well as the expression of pluripotent
markers via immunocytochemistry (NANOG and OCT4;
Figure 1D), silencing of retroviral transgenes through quan-
titative RT-PCR (Figure 1E), and efficient differentiation
into neural cells via embryoid body (EB) formation. We
finally selected three clones each for PMD1 (1-7, 1-15,
and 1-27) and PMD2 (2-6, 2-10, and 2-22) for further
analyses. The differentiation potentials of these selected
iPSC clones were confirmed through teratoma formation
assays (ectoderm: neural rosettes and pigmented epithe-
lium, endoderm: goblet cells, and mesoderm: bones and
cartilage; Figure 1F). Moreover, the mutations in the PLP1
gene (PMD1 [c.757 T > A] and PMD?2 [c.643 C > T]) were
confirmed in human dermal fibroblasts (HDFs) and all
of the selected iPSC clones via pyrosequencing analysis
(Figure 1G).

Regarding the control iPSCs, we used age-matched con-
trol iPSCs established from 8-month-old (TIG121) and
16-year-old (WD39) healthy individuals, corresponding
to the PMD-iPSCs established from 1-year-old and 20-
year-old patients, respectively, as well as 201B7, which is
a widely used control iPSC clone.
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Both Control and PMD iPSCs Induce Oligodendrocyte
Lineage Cells In Vitro

Based on the previously reported methods for inducing
OLs from human ESCs and iPSCs (Hu et al.,, 2009, lzrael
etal., 2007; Kang et al., 2007), we established our own cul-
ture protocol to induce OLs by modifying previously estab-
lished protocols for efficiently differentiating human ESCs
and iPSCs into neural stem/progenitor cells (NS/PCs) as
neurospheres through EB formation (Nowi et al, 2011;
Okada etal., 2008). First, dorsomorphin (a bone morphoge-
netic protein signal inhibitor), SB431542 (a transforming
growth factor B [TGF-B] receptor inhibitor), and BIO (a
GSK3 inhibitor) were added during the early phase of EB
formation to facilitate differentiation into NS/PCs more
efficiently. Quantitative RT-PCR analysis of the expression
of the NS/PC marker SOX1 in EBs revealed a significantly
higher induction efficiency of NS/PCs in our protocol
with DSB (DSB: dorsomorphin, SB431542, and BIO)
compared with those in our previously established
methods (control, DSB—) or those in the previously re-
ported dual Smad inhibition with DS (Figure 2B). We also
added retinoic acid for caudalization and purmorphamine
(Sonic hedgehog agonist) for ventralization during EB
formation until EB dissociation. Then, the dissociated
EBs were cultured in suspension to form neurospheres in
proliferation medium supplemented with factors that
promote the commitment and proliferation of OL lineage
cells (Shimada et al,, 2012). For adherent differentiation,
neurospheres were cultured in differentiation medium
supplemented with factors that promote the commitment
of OL lineage cells as indicated in the Experimental Proce-
dures (Figure 2A). From the quantitative RT-PCR analysis
in this protocol, the pluripotent marker (NANOG) was
notably downregulated in the EB stage, and other lineage
markers (mesodermal and endodermal markers, such as
BRACHYURY and SOX17) were not detected in any stage.

The NS/PC marker (SOX1) was upregulated in the EB and
neurosphere stages and gradually downregulated after
adherent differentiation (differentiation stage; Figure 2C).
The expression profiles were similar between the control,
PMD1, and PMD2 iPSCs (¥igure S1A available online).
To reveal the differentiation potentials of neurospheres,
we performed immunocytochemistry of differentiated
neurospheres for markers of neurons (BIII tubulin), astro-
cytes (GFAP), and oligodendrocytes (O4; Figures 2E and
2F) and a time course analysis of the expression levels
of neuronal and glial markers through quantitative RT-
PCR (Figuze 2D). The expression profiles were similar
between the control and PMD1 and PMD2 cells (Fig-
ure 51B). Based on these analyses, we confirmed the
differentiation potentials of the iPSCs into three neural
lineage cells and the reproducibility of our differentiation
protocol. Regarding the differentiation potentials of
OL lineage cells, all PMD-iPSCs and control iPSCs were
able to induce platelet-derived growth factor receptor «
(PDGFRa)*-OL progenitor cells (OPCs), O4*-immature
OLs (immature OLs), and myelin basic protein (MBP)*-
mature OLs (mature OLs) with typical morphologies (Fig-
ure 3B). OPCs were also positive for NG2 (Figure 3A). In
contrast, myelin protein zero (MPZ)-positive cells, a major
structural protein of peripheral myelin, could not be de-
tected, indicating that these cells were oligodendrocytes,
but not schwann cells.

After 55-70 days in vitro (DIV), OPCs were observed
in 86.3% of the colonies of control cells and 95.1% and
90.5% of the colonies of PMD1 and PMD?2 cells, respec-
tively. At 70-85 DIV, immature OLs were observed in
77.8% of control colonies and 93.8% and 93.8% of the col-
onies of PMD1 and PMD2 cells, respectively. At 80-95 DIV,
mature OLs were observed in 74.9% of the colonies of con-
trol cells and 93.8% and 89.2% of the colonies of PMD1
and PMD?2 cells, respectively (Figure 3C). No significant

Figure 1. Features of the PMD Patients and Characterization of iPSCs

(A) MRIimages of the brains of patient PMD1 (right) and an age-matched control (left). Mild and diffuse atrophy of the brain, dilatation of
the ventricles (open arrow), and diffuse high-intensity signals in the white matter (open arrowhead) are shown. TIWI, T1-weighted
images; T2WI, T2-weighted images.

(B) Direct sequencing analysis of genomic DNA from PMD1’s leukocytes showed a missense mutation ¢.757 T > A (p.Ser253Thr) in exon 6 of
the PLPI gene.

(C) Schematic representation of the mutation sites in PMD1 and PMD2.

(D) Representative morphology of iPSC colonies (above) and immunochemical analysis of pluripotent markers, NANOG and 0CT4 (below).
The scale bars represent 200 pm.

(E) Quantitative RT-PCR analysis of the expression of retroviral transgenes in established PMD iPSC clones. Data are presented as the mRNA
copy numbers for each transgene divided by those for g-actin.

(F) Representative H&E staining of teratomas derived from established PMD iPSC clones. Teratomas were formed via the injection of
undifferentiated iPSCs into the testes of NOD/SCID mice. Open arrow, neural rosettes. Arrowhead, pigmented epitheliums. Asterisks,
goblet cells. Arrow, bones. Open arrowhead, cartilage. The scale bars represent 200 pum.

(G) Representative pyrosequencing analysis of the mutations in the PLP1 gene in fibroblasts and iPSCs. Identical mutations to those
observed in the patients’ fibroblasts (PMD1, 757 T > A; PMD2, 643 C > T) were confirmed in all the iPSC clones.
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Figure 2. Differentiation Potential of Human iPSCs

(A) Schematic presentation of the protocols for OL differentiation from hiPSCs. DSB, dorsomorphine (D), SB431542 (S), and BIO (B); RA,
retinoic acid; NS, neurospheres.

(B) Quantitative RT-PCR analysis of SOX1 expression in EBs, suggesting a significantly higher induction efficiency of NS/PCs in EBs in our
protocol with DSB (DSB: dorsomorphin, SB431542, and BIO) compared with those in our previously established methods (control, DSB—)
or those in the previously reported method with dual Smad inhibition (DS) (n =3, mean x SEM; independent experiments; *p <0.05; **p <
0.01; t test).

(C) Quantitative RT-PCR analysis of the expression of cell-type-specific markers at each differentiation stage. NANOG (a pluripotent marker)
was readily downregulated in the EB stage. Other lineage markers (mesodermal and endodermal markers, such as BRACHYURY and S0X17)
were not detected in any stage. SOXI was upregulated in EB and neurosphere stage in control iPSC clones (201B7, WD39, and TIG121; n=3;
mean + SEM; independent experiments).

(D) Quantitative RT-PCR analysis of differentiated neurospheres for the markers of neurons (BIII tubulin), astrocytes (GFAP), and
oligodendrocytes (CNP) in control iPSC clones (201B7, WD39, and TIG121; n = 3; mean + SEM; independent experiments).

(legend continued on next page)
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differences were detected in either control or PMD with re-
gard to OL lineage differentiation efficiency.

To examine the proportion of immature and mature OL
lineage cells, we performed immunocytochemistry for
OLIG2, PDGFRa, and MBP after 2 or 4 weeks differentiation
of control-iPSC-derived second neurospheres containing
more than 40 OLIG2-positive cells and counted the num-
ber of marker-positive cells (Figures 3D and 3E). After 2
and 4 weeks of differentiation, OLIG2* and PDGFRa*
OPCs were abundantly observed. After 4 weeks of differen-
tiation, small numbers of MBP" mature OLs appeared.

Involvement of ER Stress in PMD

Previous in vitro transfection studies in nonglial cells have
indicated that various PLP1 mutants accumulate in the
ER immediately after translation, in contrast to the distri-
bution of wild-type PLP1 at the plasma membrane (Gow
et al., 1994; Gow and Lazzarini, 1996; Thomson et al,,
1997). Therefore, we next examined the expression of
PLP1 proteins via immunocytochemistry. When stained
with anti-PLP1 and MBP antibodies, the membrane protein
PLP1 was observed to be dispersed into the processes of OLs
and to colocalize with MBP in control iPSC-derived mature
OLs. However, in PMD1 and PMD2 iPSC-derived mature
OLs, PLP1 protein staining was not observed in the OL
processes; instead, PLP1 protein staining localized to the
perinuclear cytoplasm (Figure 4A). Thus, we also performed
staining for the ER marker KDEL and found that the mislo-
calized PLP1 proteins colocalized with KDEL (Figures 4A
and 4B). All of the control iPSC-derived OLs showed stain-
ing for PLP1 proteins in the processes of mature OLs,
whereas all of the PMD iPSC-derived mature OLs only ex-
hibited PLP1 protein localization in the ER. These results
suggest that mutant PLP1 proteins accumulated in the
ER and triggered ER stress in mature OLs derived from
PMD-iPSCs.

We next examined the expression of ER stress markers
in OLs. O4* cells were isolated from both the PMD and
control iPSC-derived differentiated cells 4 weeks after the
attachment of the second neurospheres via magnetic-acti-
vated cell sorting (MACS) using an anti-O4 antibody. The
purified O4* cells underwent quantitative RT-PCR to deter-
mine the expression of ER stress markers (BIP, CHOP, and
spliced XBP1I). No significant differences were detected be-
tween the control and PMD iPSC-derived OLs regarding the
expression of ER stress markers under default conditions
(Figure 4C). Therefore, we next examined the susceptibility

of the iPSC-derived OLs to the extrinsic ER stress induced
by treatment with a low concentration of tunicamycin
50 nM for 6 hr (known as an ER-stress inducer). The results
showed that the expression of all ER-stress markers was
significantly increased in tunicamycin-treated 04" cells
relative to untreated 04" cells in PMD1 (Figure 4D). This
result suggested that a higher susceptibility to ER stress
was observed in PMD1 iPSC-derived OLs than in those
derived from control and PMD2 iPSCs.

We next treated the iPSC-derived OLs with a higher con-
centration of tunicamycin 100 nM for 6 hr and examined
the expression levels of ER stress markers. PMD2 iPSC-
derived OLs showed significantly higher expression levels
of spliced XBP1I, the most sensitive ER stress marker, than
control iPSC-derived OLs (Figure 4E). No significant differ-
ences were detected in the expression levels of BIP and
CHOP between control and PMD2. Taken together, these
results suggest that ER stress is involved in the pathogenesis
of the PMD patients with PLP1 missense mutations, and a
higher susceptibility to ER stress was observed in PMD1
iPSC-derived OLs than in those derived from PMD2, which
is consistent with the more severe phenotypes of the PMD1
patient compared with the PMD2 patient.

Increased Apoptosis Is Observed in PMD iPSC-Derived
Oligodendrocytes

In addition to their susceptibility to ER stress, the PMD iPSC-
derived OLs showed significant morphological differences,
as revealed by O4 staining, such as scattered O4 staining
in their processes compared with control iPSC-derived
OLs, which exhibited uniform O4 staining in their processes
(Figure $A). Thus, to investigate the apoptotic processes of
PMD iPSC-derived OL lineage cells, we examined the
expression of cleaved caspase-3 (apoptotic marker) in O4™-
immature OLs and MBP*-mature OLs via immunostaining.
Some of the PMD iPSC-derived OLs that showed scattered
04 staining in their processes were positive for cleaved cas-
pase-3 (Figure 5B). The numbers of cleaved caspase-3* cells
in both PMD1 and PMD2 iPSC-derived immature OLs and
mature OLs were significantly increased compared with
those derived from control iPSCs (¥igure 5C). We next per-
formed immunocytochemistry for KI67 and OLIG2. We
found that the proportion of OLIG2* cells and KI67" cells
among OLIG2* cells were unchanged between PMD and
control samples, suggesting that the compensatory prolifer-
ation of OPCs for increased apoptosis in PMD iPSC-derived
OLs is unlikely (Figures S2ZA and S2B). Therefore, although

(E) Representative low-magnification images of the immunocytochemistry of three neural lineage cells (neurons: BIII tubulin; astrocytes:

GFAP; oligodendrocytes: 04). The scale bar represents 100 pm.

(F) Quantitative analysis of the percentages of three neural lineage cells in control-iPSCs (201B7, WD39, and TIG121)-derived neuro-

spheres (n = 9; mean + SEM; independent experiments).
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Figure 3. Differentiation Potential of Human iPSCs into
Oligodendrocytes

(A) Representative image of immunocytochemistry for OPC
markers (PDGFRa. and NG2). OPCs were positive for both
PDGFRa and NG2. The scale bar represents 50 pm.

(B) Representative image of immunocytochemistry of
differentiated neurospheres using markers for OL lineage
cells. Both control and PMD iPSCs differentiated into
PDGFRa*-0L progenitor cells (OPCs), 04*-immature OLs
(immature OLs), and MBP*-mature OLs (mature OLs). The
scale bar represents 20 pm.

(C) Quantitative analysis of the differentiation efficiency
into OL lineage cells. The numbers of neurosphere colonies
containing more than 40 marker-positive cells (=40 cells;
oligodendrocyte [++]), those containing less than 40
marker-positive cells (1-39 cells oligodendrocyte [+]), and
those without marker-positive cells (oligodendrocyte [—])
were counted and are presented as the percentage of total
neurosphere colonies. Oligodendrocyte (++) neurosphere
colonies and oligodendrocyte (+) neurosphere colonies are
indicated by black and white bars, respectively (PDGFRa, n=
6; 04, n = 6; MBP, n = 4; mean =+ SEM; independent experi-
ments). No significant difference was detected among con-
trol (201B7, WD39, and TIG121) and PMD iPSCs (PMD1-7,
PMD1-15, and PMD1-27 and PMD2-6, PMD2-10, and PMD2-
22)-derived OL lineage cells (p > 0.05; Mann-Whitney's
U test).

(D) Representative image of immunocytochemistry for
OLIG2, PDGFRe, and MBP after 2 or 4 weeks differentiation of
control-iPSC-derived second neurospheres containing more
than 40 OLIG2-positive cells. The scale bar represents 50 um.
(E) Quantitative data of the percentages of PDGFRa" cells/
0LIG2* cells and MBP* cells/OLIG2" cells (after 2 or 4 weeks
of differentiation) in control-iPSC (201B7, WD39, and
TIG121)-derived neurospheres containing more than 40
OLIG2-positive cells. (n = 3; mean + SEM; independent ex-
periments). After 2 and 4 weeks of differentiation, OLIG2*
and PDGFRa™ OPCs were abundantly observed. After 4 weeks
of differentiation, small numbers of MBP* mature OLs
appeared.
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Control PMD2 | Heschst Figure 4. Involvement of ER Stress in

PMD-Derived Oligodendrocytes

(A) Representative immunocytochemistry
image for PLP1, the OL marker MBP, and the
ER marker KDEL. In the control iPSC-derived
mature OLs, the PLP1 protein localized to
both the ER (KDEL) and membrane, whereas
in the PMD iPSC-derived OLs, the mutant
PLP1 protein only localized to the ER. The
scale bar represents 20 pum.

(B) Three-dimensional image of mature OLs
derived from PMD1 iPSCs showing colocali-
zation of the mutant PLP1 protein and KDEL
via confocal laser scanning microscopy. The
scale bars represent 20 pm.

(C) Quantitative RT-PCR analyses of the
expression of ER stress markers in 04" cells.
The data are presented as the expression
relative to that in iPSCs. No significant dif-
ferences were observed between the control
iPSC (201B7, WD39, and TIG121) and PMD
iPSC (PMD1-7, PMD1-15, and PMD1-27 and
PMD2-6, PMD2-10, and PMD2-22)-derived
cells (n = 5; mean = SEM; independent ex-
periments; t test).

(D) Quantitative RT-PCR analyses of the
expression of ER stress markers in tunica-
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the differentiation efficiency into oligodendrocyte lineage increased levels of apoptosis resulted in decreased numbers
cells was unchanged between PMD and control (Figure 3C),  of live OLs in PMD iPSC-derived cultures.

considering that anti-O4 and anti-MBP antibodies stain Because previous reports have indicated the neurotro-
both apoptotic and live OLs (Figures SA and 5C), the phic actions of PLP1 (Griffiths et al., 1998; Vin et al,
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2006), we next investigated whether apoptosis was
induced in PMD patient-derived neurons. However, no
cleaved caspase-3* neurons derived from either control or
PMD iPSCs were observed (Figure SZC), suggesting that
this increased apoptosis was specific to oligodendrocyte
lineage cells in PMD in our iPSC-derived cultures.

Abnormal Myelin Structures and ER Morphologies
Were Detected by Electron Microscopic Analysis
Finally, we focused on the myelinating properties of PMD
iPSC-derived OLs, which represent the most characteristic
pathogenic feature of PMD. Because different types of neu-
ral cells, including neurons and astrocytes, in addition to
OLs, were derived in our cultures, neuron-glial interactions

PMD2
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Figure 5. Enhanced Apoptosis in PMD
iPSC-Derived Oligodendrocytes

(A) Morphological differences in OLs. Immu-
nocytochemical analysis of iPSC-derived OLs
for OLs marker (04) and nuclei (Hoechst). The
OLs showed a uniform appearance in the
control iPSC-derived cells but showed scat-
tered morphologies in the PMD iPSC-derived
cells. The scale bar represents 40 pm.

(B) Representative immunocytochemical
images of apoptotic OLs using markers for
apoptosis (cleaved caspase-3) and OLs (04).
OLs (04" or MBP*) that were both positive
for cleaved caspase-3 and showed nuclear
condensation or fragmentation were consid-
ered apoptotic OLs. The scale bar represents
40 pum. c-caspase-3, cleaved caspase-3.

(C) Quantitative analysis of the number of
apoptotic OLs. The number of apoptotic cells
was higher in the PMD1 (PMD1-7, PMD1-15,
and PMD1-27) and PMD2 iPSC (PMD2-6,
PMD2-10, and PMD2-22)-derived OLs than
control iPSC (201B7, WD39, and TIG121)-
derived OLs (n = 9; mean + SEM; independent
experiments; *p < 0.05; **p < 0.01; Mann-
Whitney’s U test).

could be observed and neuron myelination by the iPSC-
derived OLs could be analyzed in situ. In immunocyto-
chemical analysis of MBP and NF200 (neurofilament
marker), parts of the neurofilament” neurites were wrapped
by the MBP* process of iPSC-derived oligodendrocytes (Fig-
ure S3A). Thus, to evaluate the histological abnormality of
the myelin structures in vitro, we performed transmission
electron microscopy (TEM) analysis of ultrathin sections
of the differentiated cells. The results showed that myelin
structures with or without axons could be observed via
TEM. Considering the neuronal processes wrapped by
the MBP* process of iPSC-derived OLs observed through
immunocytochemistry, some of the axonal structures
could have been lost during the fixation process for TEM.
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Although we stained with antibodies against NAV1.6
(nodes) and CASPER (paranodes), we could not detect
any significant staining in our cultures. This may suggest
immature myelination in the present culture conditions.

Notably, mature myelin structures with thick myelin
lamella ~30 layers were observed in the control cultures.
In contrast, in the PMD iPSC-derived cultures, a limited
number of myelin structures with thin myelin lamella
~15 layers were observed (Figure 6A). The frequency of
myelin formation and thickness of the myelin sheath
were significantly decreased in both PMD1 and PMD2
iPSC-derived OLs (Figures 6B and 6C).

Figure 6. Electron Microscopic Analysis of
PMD iPSC-Derived Cells

(A) TEM of iPSC-derived cells. The maximum
number of normal myelin lamella was greater
than 30 in the control iPSC-derived myelin
sheaths. In contrast, a limited number of
myelin lamella was observed in the PMD iPSC-
derived myelin sheaths. High-magnification
images are also shown in the lower panel. The
scale bars represent 100 nm (upper panels)
and 20 nm (lower panels).

(B) Quantitative analysis of the numbers of
myelin structures. We counted the numbers
of myelin structures per visual field of EM
images (approximately 1.8 mm?) for the
myelination frequency. The frequency of
myelin formation was significantly decreased
in both PMD1 (PMD1-7, PMD1-15, and PMD1-
27) and PMD2 (PMD2-6, PMD2-10, and PMD2-
22) iPSC-derived OLs (n = 3; mean =+ SEM;
independent experiments; *p < 0.05; t test).
(C) Quantitative analysis of the numbers of
myelin lamellae. We counted the numbers of
major dense lines per myelinated fiber for the
thickness of myelin, and the average of the
numbers of myelin lamellae in the top ten
myelin sheaths are presented. The thickness
of the myelin sheath was greatly reduced in
both PMD1 (PMD1-7, PMD1-15, and PMD1-
27) and PMD2 (PMD2-6, PMD2-10, and PMD2-
22) iPSC-derived OLs (n = 3; mean + SEM;
independent experiments; **p < 0.01;
t test).

(D and E) Histological abnormalities de-
tected in PMD iPSC-derived cells via TEM.
Apoptotic cells with fragmented nuclei
(arrow in D) were frequently detected among
the PMD-iPSC-derived cells (D). The scale bar
represents 1 pm. Dilations of ER intermem-
brane spaces were also observed (E). The
scale bars represent 0.5 um.

PMD2

PMD2

In addition, several types of histological abnormalities
were detected in the PMD cells. Apoptotic cells exhibiting
nuclear condensation were frequently observed among
the PMD iPSC-derived cells, in contrast to that observed
in those derived from control iPSCs (Figure 6D). More-
over, aberrant ER morphologies, such as dilation of the
ER intermembrane space (Fan et al., 2013; Lim et al,
2011), were found in the PMD iPSC-derived cells (Fig-
ure GE). These results indicate that PMD iPSC-derived
OLs develop a poor myelin structure and subsequently
die, supporting the involvement of ER stress in the path-
ogenesis of PMD.
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DISCUSSION

In this study, we established PMD-specific human iPSCs
from two patients with different clinical severity and
different missense mutations of PLP1. One mutation is in
the transmembrane domain (PMD1) and the other is in
the extracellular domain (PMD2), both of which differ
from those in the previously reported PMD animal models.
And we generated patient-specific OLs. This model enables
an investigation of the correlations between the molecular
pathophysiology of PMD and various cell biological phe-
nomena, including OL differentiation, myelination, and
apoptosis in patient-derived live OLs through morpholog-
ical, biochemical, and molecular biological methods. These
analyses could not be achieved using conventional disease
models.

Although there are several reported methods for
inducing OPCs from human ESCs (Hu et al,, 2009; Izrael
et al,, 2007; Kang et al,, 2007), these methods have diffi-
culties in reproducibility, making it difficult to obtain suffi-
cient amounts of mature OLs for analysis. In the present
study, we developed an improved neural differentiation
protocol for human pluripotent stem cells by utilizing an
EB-neurosphere method involving dual Smad inhibition
in combination with a GSK3 inhibitor to facilitate differen-
tiation into NS/PCs more efficiently and reproducibly. In
addition, the use of T3, ciliary neurotrophic factor
(CNTF), and leukemia inhibitory factor (LIF) was beneficial
for differentiation into OLs. Using this method, we
achieved stable differentiation of several human iPSC
clones into OLs in a similar manner to that reported in a
recent study (Wang et al.,, 2013). Remarkably, our culture
procedure enabled recapitulation of myelin formation in
human iPSC (hiPSC)-derived neurites and OLs in vitro in
a single-culture system without coculturing with other
cells, such as rodent hippocampal neurons, as previously
reported (Kang et al., 2007). Thus, this study reports a suc-
cessful in vitro myelination assay using human iPSC-
derived neurons and OLs.

Another important finding of this study was that the dif-
ferentiation of PMD iPSCs into OLs well-recapitulated the
progression of PMD pathogenesis in vitro. Although the
PMD-specific iPSCs induced abundant MBP* mature OLs,
myelination was substantially less frequent and limited
lamella formation was observed. These results suggest
that incomplete maturation and limited survival of OLs
rather than a failure to differentiate into OLs is responsible
for PMD pathogenesis. However, the cause of OL degener-
ation and dysmyelination observed in PMD is unclear.
Some previous reports have demonstrated the involvement
of ER stress in the pathogenesis of PMD associated with
missense mutations in the PLPI gene. Analyses using
cell lines, such as cos7 cells transfected with wild-type or

Stem Cell Reports
Modeling PMD by iPSC-Derived Oligodendrocytes

mutant PLPI genes, have shown that wild-type PLP1 pro-
tein is synthesized in the ER and transported to the cell sur-
face, whereas mutant PLP1 proteins are arrested in the
secretory pathway at an early stage and accumulate in the
ER (Gow et al.,, 1994). In the CNS of PMD model mice,
such as msd and rsh mice, mutant PLP1 proteins are largely
confined to the perinuclear region of OLs and involved in
the UPR (Gow et al, 1998). These reports suggest the
involvement of ER stress in PMD pathogenesis. In the pre-
sent study, accumulation of misfolded mutant PLP1 pro-
teins in the ER and high susceptibility to ER stresses in
the PMD1 and PMD2 cells were observed. This increased
susceptibility to ER stresses or other cellular response could
have resulted in the apoptosis of PMD iPSC-derived OLs
and immature/incomplete myelination.

In addition, we detected differences between PMD1 and
PMD2 cells. The differences of susceptibility to ER stresses
and the thickness of the myelin sheath were consistent
with the different levels of clinical severity of the two pa-
tients. The correlations between different clinical severity,
different missense mutations, and different pathogenic
changes have not previously been reported by conven-
tional disease models. These results suggest that this PMD
model accurately recapitulates disease pathophysiology
not only qualitatively but also in terms of the degree of
disease progression, although how the different point
mutations affect the degree of the observed phenotype
must be clarified. Accordingly, we propose models for a
“proof-of-concept” of PMD pathogenesis based on the
endogenous mutations found in PMD iPSC-derived OLs.
The present findings cannot be generalized to PMD as a
whole because the more common PLPI duplication was
not included; therefore, we will investigate the pathogen-
esis of PMD with PLPI duplications in the future.

The current study represents the a demonstration of
pathogenic changes in PMD patients with PLP1 missense
mutations using disease-specific, human iPSC-derived
OLs. This model faithfully reproduces the pathophysiology
observed in the CNS of PMD patients, which is difficult to
identify through conventional experiments. Moreover, our
results demonstrate the usefulness of iPSC-derived OLs for
the analysis of the pathogenic processes of dysmyelinating
human neurological disorders and the development of
novel therapeutic agents for their treatment.

EXPERIMENTAL PROCEDURES

Isolation of Human Skin Fibroblasts and Generation of
iPSCs

HDFs from the dermis of a 1-year-old Japanese male patient and
HDFs from the dermis of a 20-year-old Caucasian male patient
(Coriell Institute: GM09546) were used to establish PMD1-iPSCs
(PMD1-7, 1-15, and 1-27) and PMD2-iPSCs (PMD2-6, 2-10, and
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2-22), respectively. Additional control cell lines used in this study
included 201B7 (control A, established from HDFs [Cell Applica-
tions] from the dermis of a 36-year-old Caucasian female; Takaha-
shi et al.,, 2007), WD39 (control B, established from HDFs from
the dermis of a 16-year-old Japanese female; Imaizumi et al,
2612), and TIG121 (control C, established from HDFs from the
dermis of an 8-month-old Japanese male [Japan Health Sciences
Foundation]). All of the human iPSC clones were established
through the retroviral transduction of four transcription factors
(8OX2, OCT4, KLF4, and ¢-MYC) into HDFs as described previ-
ously (Takahashi et al., 2007) and evaluated based on the expres-
sion of pluripotent markers, the silencing of retroviral transgenes,
and teratoma formation assays as described previously (Olita
et al., 2011). We used three clones for each group for further anal-
ysis: control (201B7, WD39, and TIG121), PMD1 (1-7, 1-15, and
1-27), and PMD2 (2-6, 2-10, and 2-22). The data from the three
clones were combined in each figure, and the data are shown
as the average of the three clones. All of the experimental proce-
dures for iPSC production were approved by the ethics committee
of the Keio University School of Medicine (approval number: 20-
16-18).

Culture and In Vitro Differentiation of Human iPSCs
hiPSCs were grown on mitomycin-C-treated SNL murine fibroblast
feeder cells in gelatin-coated (0.1%) tissue culture dishes. The
hiPSCs were maintained in standard hESC medium (Dulbecco’s
modified Eagle’s medium [DMEM]/F12 [Sigma] containing 20%
KnockOut serum replacement [KSR; Life Technologies], nonessen-
tial amino acids [NEAA], 0.1 mM 2-mercaptoethanol [Sigma], and
4 ng/ml fibroblast growth factor 2 [FGF-2] [PeproTech]) at 37°Cina
humidified atmosphere of 3% COs,.

For in vitro differentiation, iPSC colonies were detached from the
feeder layers en bloc using a dissociation solution (0.25% trypsin,
100 pg/ml collagenase IV [Invitrogen], 1 mM CaCl,, and 20% KSR;
day 0) and cultured in suspension in bacteriological dishes to form
EBs in a humidified atmosphere of 3% CO,. From day 1 to 4 of EB
formation, 3 uM dorsomorphin (Sigma), 3 pM SB431542 (Tocris
Bioscience), and 3 uM BIO ((2'Z, 3'E)-6-bromoindirubin-3’-oxime;
Sigma) were added. In addition, 1 pM retinoic acid (Sigma) and
1 uM purmorphamine (Calbiochem) were added on days 4 and
7, respectively, and maintained thereafter until day 16 (EB dissoci-
ation). The medium was changed every 2 days. On day 16, the EBs
were enzymatically dissociated into single cells using TrypLE Select
(Life Technologies), and the dissociated cells were cultured in sus-
pension at a density of 1 x 10° cells/ml in proliferation medium
consisting of serum-free medium (media hormone mix [MHM];
Okada et al,, 2008) supplemented with 2% B27 supplement
(Invitrogen), NEAA, 1 pM purmorphamine, 60 ng/ml T3 (Sigma),
10 ng/ml PDGF-AA (PeproTech), 20 ng/ml FGE 10 ng/ml
epidermal growth factor (PeproTech), 10 ng/ml insulin growth fac-
tor 1, and 10 ng/ml neurotrophin-3 (R&D Systems) in a humidified
atmosphere of 5% CO,. The medium was changed every 4~6 days
for approximately 15~20 days to form the first neurospheres. To
passage neurospheres, the first neurospheres were dissociated in
the same manner as described above and cultured at a density of
1 % 10° cells/ml in proliferation medium without purmorphamine
for approximately 15~20 days. To assay neurosphere differentia-

tion, undissociated 5-7 neurospheres were plated onto coverslips
10 mm in diameter coated with poly-L-ornithine (Sigma) and
growth-factor-reduced Matrigel (50x dilution, thin coated; Invi-
trogen), and cultured in differentiation medium that consisted of
MHM supplemented with 2% B27 supplement, NEAA, 60 ng/ml
T3, 10 ng/ml hLIF (Millipore), and 25 ng/ml CNTF (R&D Systems)
for 2-6 weeks in a humidified atmosphere of 5% CO,. Half of the
medium was changed every 2 or 3 days. For the quantitative
analysis of the differentiation efficiency into OL lineage cells,
the numbers of neurosphere colonies containing more than 40
marker-positive cells (=40 cells, oligodendrocyte [++]), those con-
taining less than 40 marker-positive cells (1-39 cells, oligodendro-
cyte [+]), and those without marker-positive cells (oligodendrocyte
[-]) were counted and are presented as the percentage of total neu-
rosphere colonies. To examine the expression of ER-stress markers,
04" differentiated cells were purified 4 weeks after the attachment
of the neurospheres using MACS technology with an anti-O4
antibody.

Direct Sequencing and Pyrosequencing Analysis of the
PLP1 Gene

Genomic DNA was extracted from peripheral blood samples (leu-
kocytes) from PMD1 and from HDFs and iPSCs from both PMD1
and PMD2. For direct sequencing of the mutations in the PLP1
gene in PMD1, fragments of the promoter regions (5’ UTR)
and all seven exons of the PLPI gene were amplified via PCR.
The PCR primers and cycling conditions employed for direct
sequencing are listed in Table S1. For pyrosequencing analysis of
the mutations in the PLPI gene in HDFs and iPSCs, fragments con-
taining the PMD1 mutation (c.757 T > A in exon 6) and PMD2 mu-
tation (c.643 C>Tin exon 5) were amplified via PCR using forward
primers and biotinylated reverse primers. Pyrosequencing analyses
were performed following the manufacturer’s instructions (Pyro-
mark Q24; QIAGEN). The PCR primers and cycling conditions
applied for pyrosequencing analysis are listed in Table 52.

RNA Isolation and RT-PCR )

RNA isolation and real-time quantitative RT-PCR were performed
as previously described using SYBR Premix ExTaq II and the
MX3000P Real-Time PCR system (Stratagene; Okada et al., 2004,
2008). The amount of cDNA was normalized to that of human-spe-
cific 3-ACTIN mRNA.

For the analysis of the expression of retroviral transgene in iPSCs,
HDFs 7 days after the retroviral introduction (day 11 of the proto-
col) of four genes (SOX2, OCT4, KLF4, and c-MYC) were used as the
positive control (SOX2 tg, OCT4 tg, KLF4 tg, and ¢-MYC tg). The
data are presented as the copy numbers of mRNA for each trans-
gene. As for the analyses of NANOG, SOX1, BRACHYURY, SOX17,
BIII tubulin, GEAP, CNP, and ER stress marker (BIF, CHOP, and spliced
XBP1), data are presented as the relative expression to that in con-
trol. The applied primer sequences and PCR cycling conditions are
listed in Table S3.

Immunocytochemical Analysis
For immunocytochemical analysis, cells were fixed with 4% para-
formaldehyde for 30 min at room temperature. After blocking in
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blocking buffer (PBS containing 10% normal goat or donkey serum
and 0.3% Triton X-100) for 1 hr at room temperature, the cells were
incubated with primary antibodies at 4°C overnight. For O4 stain-
ing, we used blocking buffer without Triton X-100. After three
washes with PBS, the cells were incubated with Alexa 488-, Alexa
555-, or Alexa 647-conjugated secondary antibodies (Life Technol-
ogies) for 1 hr at RT. Nuclei were stained with 10 pg/ml Hoechst
33258 (Sigma). After washing with PBS, the cells were mounted
on slides and examined with a universal fluorescence microscope
(Axiophoto; Carl Zeiss) or confocal laser scanning microscope
(LSM700; Carl Zeiss). The primary antibodies used in these ana-
lyses were as follows: NANOG (1:100; ReproCELL), OCT4 (1:500;
Santa Cruz Biotechnology), OLIG2 (1:1,000; R&D Systems),
PDGFRa. (1:2,000; Santa Cruz Biotechnology), NG2 (1:2,000; Milli-
pore), O4 (1:5,000; Millipore), MBP (1:1,000; Serotec), B-IlI-tubulin
(1:1,000; Sigma), NF200 (1:1,000, Millipore), GFAP (1:4,000,
Dako), KDEL (Abcam), PLP1 (1:30,000; gifted from Masayuki
Itoh [National Center of Neurology and Psychiatry] recognizes
PLP1, but not DM20), KI67 (1:10,000, Abcam), and cleaved caspase
3 (1:1,000, Cell Signaling Technology).

Teratoma Assay

Undifferentiated iPSCs (5 X 10° cells) were injected into the
testes of 8-week-old male nonobese diabetic (NOD)/severe com-
bined immunodeficiency (SCID) mice (Charles River Labora-
tories) as described previously (Ohta et al,, 2011). Eight weeks
after injection, the resultant tumors were dissected and fixed
with 4% paraformaldehyde. Paraffin-embedded tissue sections
were produced, and hematoxylin and eosin (H&E) staining was
performed. Images were obtained using a BZ-9000 microscope
(Keyence).

Transmission Electron Microscopy

For TEM analysis, neurospheres and cells in dishes were fixed
with 2.5% glutaraldehyde in 50 mM phosphate buffer (PB) over-
night at 4°C. After washing twice in 0.1 M PB, these samples fixed
with 1% osmium tetroxide for 90 min, dehydrated through
ethanol, and embedded in Epon. The neurospheres were
dissected and fixed on the stage, followed by the preparation of
ultrathin sections with a thickness of 70 nm using an ultramicro-
tome (Leica Microsystems). The sections were subsequently
stained with uranyl acetate and lead citrate for 10 and 12 min,
respectively. Finally, the sections were observed under a transmis-
sion electron microscope (JEOL model 1230), and images were
captured with Digital Micrograph 3.3 (Gatan). For the quantita-
tive analysis of myelination, the number of myelin lamellae,
which is the number of major dense lines per myelinated fibers,
was counted to assess myelin thickness and the number of
myelinated fibers per visual field of electron microscopy (EM) im-
ages (approximately 1.8 mm?) was counted to assess myelination
frequency.

SUPPLEMENTAL INFORMATION

Supplemental Information includes three figures and three tables
and can be found with this article online at http://dx.dot.org/10.
1016/{stemer.2014.03.007.
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Abstract

Background: Retinitis pigmentosa (RP) is an inherited human retinal disorder that causes progressive photoreceptor
cell loss, leading to severe vision impairment or blindness. However, no effective therapy has been established to date.
Although genetic mutations have been identified, the available clinical data are not always sufficient to elucidate the
roles of these mutations in disease pathogenesis, a situation that is partially due to differences in genetic backgrounds.

Results: We generated induced pluripotent stem cells (iPSCs) from an RP patient carrying a rhodopsin mutation
(E181K). Using helper-dependent adenoviral vector (HDAdV) gene transfer, the mutation was corrected in the

patient’s iPSCs and also introduced into control iPSCs. The cells were then subjected to retinal differentiation; the
resulting rod photoreceptor cells were labeled with an Nrl promoter-driven enhanced green fluorescent protein
(EGFP)-carrying adenovirus and purified using flow cytometry after 5 weeks of culture. Using this approach, we found a
reduced survival rate in the photoreceptor cells with the E181K mutation, which was correlated with the increased
expression of endoplasmic reticulum (ER) stress and apoptotic markers. The screening of therapeutic reagents showed
that rapamycin, PP242, AICAR, NQDI-1, and salubrinal promoted the survival of the patient’s iPSC-derived photoreceptor
cells, with a concomitant reduction in markers of ER stress and apoptosis. Additionally, autophagy markers were found

changes.

to be correlated with ER stress, suggesting that autophagy was reduced by suppressing ER stress-induced apoptotic

Conclusion: The use of RP patient-derived iPSCs combined with genome editing provided a versatile cellular
system with which to define the roles of genetic mutations in isogenic iPSCs with or without mutation and also
provided a system that can be used to explore candidate therapeutic approaches.

Keywords: iPS cells, Retina, Neurodegeneration, Gene delivery, Drug screening, ER stress

Background

Recent advances in molecular genetics have enabled the
early diagnosis of neurodegenerative diseases, including
retinitis pigmentosa (RP), an inherited retinal disorder
that causes progressive photoreceptor cell loss and visual
function impairment that can limit social activity and
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the ability to work. Despite its early detection, there is
currently no cure for this disease.

Approximately 3,000 mutations have been reported
in 50 genes in RP patients [1], and more than 100 point
mutations have been identified in the rhodopsin gene
[2]. Rhodopsin, an evolutionarily conserved seven-
transmembrane protein specifically produced in photo-
receptor cells, is first localized to the endoplasmic reticulum
(ER) and is then transported to the outer segment discs
where it responds to photon activation via conformational
changes. Pathological responses to genetic mutations in
rhodopsin typically occur in an autosomal dominant man-
ner due to the production of an abnormal protein. Some
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