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Fig. 1. Correlation between Wilms' tumor protein (WT1) expression and MIB-1 index (A) in vitro effector activity of Wilms' tumor protein
(WT1)-targeted peripheral blood mononuclear cells (PBMCs). Gene-modified PBMCs (GMCs) were produced by transducing PBMCs with
the WT1-siTCR vector. Non-gene-modified PBMCs (NGMCs) were used as a negative control. (B) CD4* and CD8 cells constitute 14.6%
and 78.4% of NGMCs and 19.7% and 72.8% of GMCs, respectively. The proportions of WT1-tetramer—positive cells in NGMCs and GMCs
are shown in the lower column. (C) Intracellular interferon-y (IFN-+) production by NGMCs and GMCs against human meningioma cell lines.
NGMCs and GMCs were cocultured with WT1-positive and HLA-A*2402-negative KT21-MG1 cells or WT1-positive and HLA-A*2402~
positive IOMM-Lee cells. The PBMCs were analyzed for intracellular IFN-y production. (D and E) WT1-specific and HLA-A*2402—restricted
cytotoxicity of GMCs. Cytotoxic activities of NGMCs and GMCs against WT1-peptide—loaded and nonloaded T2A24 cells (D) and
KT21-MG1 and IOMM-Lee cells (E) were examined using the calcein-AM assay at various effector/target (E/T) ratios.

Table 2. Characteristics of human meningioma cell lines

Cell Line Relative HLA-A Intracranial
Quantity Genotyping Tumorigenicity in
of WT1 Immunocompromised
mRNA Mice
(NB=1)
HKBMM 8.51 2402/1101 -
IOMM-Lee  8.82 2402/0301 +
KT21-MG1 18.77 0207/1101 -

Abbreviation: NB, normal brain.

T2A24 cells that had been loaded with the WT1-peptide,
but were not cytotoxic against nonloaded cells. The cy-
totoxicities of GMCs against human meningioma cell
lines are shown in Fig. 1E. GMCs exhibited significant
lytic activity against IOMM-Lee cells but not
KT21-MG1 cells. These results strongly suggest that
WT1-specific effector cells can lyse meningioma cells
via recognition of their WT1-derived peptide in the
context of HLA-A*2402.
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Establishment of a Mouse Model of Skull Base
Meningioma

Recently, we developed PGFi, a simple method that
enables percutaneous injection of cells into the mouse
brain. Because the PGFi technique provides access to
the skull base area with minimal brain damage from
needle penetration, we applied this technique to estab-
lish a mouse model of skull base meningioma. We select-
ed the lateral part of the right foramen ovale as a tumor
implantation site and used the needle trajectory shown
in Supplementary Material, Fig. S1. GFP-labeled
IOMM-Lee cells (IOMM-Lee-GFP) were implanted
into 9 NOG mice. At 5 and 10 days after xenografting,
3 mice each were sacrificed and tumor growth was
assessed. On day 14, the remaining 3 mice appeared
to be sickly, and they were sacrificed for the assess-
ment of tumor size. The overall intraoperative mortality
was 0%, with a tumor induction rate of 100%.
Representative macroscopic  pictures, fluorescence
images, and the corresponding H&E-stained sections



Iwami et al.: Adoptive immunotherapy targeting Wilms' tumor 1 for difficult-to-treat meningiomas

of the IOMM-Lee-GFP skull base xenografts are shown
in Fig. 2A. Tumors were induced in the right temporal
fossa, enlarged rapidly and encased the ipsilateral tri-
geminal nerves, and extended into the contralateral
skull base in the late phase. Macroscopic analysis re-
vealed that tumors grew along the skull base and did
not invade the surface of the brain (Fig. 2B). Because
tumors grew in a flattened pattern, we used the
2-dimensional tumor size, which was calculated from
the fluorescent area, to assess the tumor size. Fig. 2C
shows the line graph representing the mean tumor size
on days 5, 10, and 14 after implantation. Clinical mon-
itoring of tumor-bearing mice revealed progressive oph-
thalmic signs, including decreased blink reflex and
corneal aberration (Fig. 3A). These signs were consistent
with a diagnosis of neurotrophic keratopathy. It is
known that the trigeminal nerve provides corneal inner-
vations, and corneal denervation abolishes the corneal
blink reflex and leads to neurotrophic keratopathy. In
a previous study on a mouse model of neurotrophic ker-
atopathy, Ferrari et al damaged the mouse’s trigeminal
nerve at the skull base by electrolysis to induce ipsilateral
neurotrophic keratopathy.”® They reported that elec-
trode insertion did not cause keratopathy and that elec-
trocoagulation was required to induce keratopathy.
Similarly, no keratopathy was caused by needle insertion
alone in our model, because the needle was inserted to
the skull base just lateral to the foramen ovale
(Supplementary Material, Fig. S1). We performed histo-
pathologic analysis on the symptomatic mice. The right
trigeminal nerves were encased and infiltrated by tumor
cells and exhibited extensive disruption compared with
the contralateral nerves (Fig. 3B). Thus, in our mouse
model, keratopathy was considered to be caused by
skull base meningioma, and it provided an indirect indi-
cation of trigeminal nerve damage caused by the tumor.

Effects of GMCs on WT1-Expressing Meningioma
In Vivo

We used our newly developed skull base meningioma
model to evaluate the in vivo efficacy of GMCs. Five
days after intracranial injection of IOMM-Lee-GFP
cells, NGMCs or GMCs were adoptively transferred
via the tail vein. Although complete tumor eradication
was not observed on day 12, tumor growth was signifi-
cantly retarded in GMC-injected mice, compared with
the control group (P =.0062; Fig. 4A-C). In both
groups, we counted the number of infiltrating CD8*
T cells in the tumor and normal mesectoderm tissues, in-
cluding the oral mucosa and submucosal soft tissues
(Fig. 4D~F). There was no significant difference in the
number of CD8' T cells infiltrating the normal tissue
in the 2 groups. In contrast, the number of CD8* T
cells infiltrating the tumor was greater in the
GMC-treated group than in the NGMC-treated group
(P =.0040). The number of CD4" T cells infiltrating
the normal tissue and the tumor was limited-in both
the NGMC- and GMC-treated groups (Supplementary
Material, Fig. S3B). Moreover, the survival time was

remarkably prolonged in GMC-treated mice (log rank
test, P = .0055; Fig. SA). Although there were no survi-
vors among the NGMC-treated mice, there were 3 survi-
vors (50%) among the GMC-treated mice by day 28.
However, all 3 survivors on day 28 harbored a small
size of tumor (Fig. 5B). Consistent with the tumor
growth retardation, GMCs decreased the incidence and
delayed the onset of neurotrophic keratopathy during
the observation period (P=.014; Fig. 5C). Two
GMC-treated mice (33%) survived with no symptoms
of keratopathy until the experiment was terminated at
day 28 after tumor inoculation. Therefore, these 2
mice were excluded from the statistical analysis of time
to onset.

Discussion

The principal findings of this study are (1) WT1 is highly
expressed in menigiomas and (2) unmanageable skull
base meningiomas are markedly treated with adoptive
transfer of T cells retrovirally transduced with
WT1-specific TCR gene that were also designed to
prevent miscoupling with endogenous TCR.

WT1-Targeted Cell Therapy

We investigated the use of WT1 as a target for meningi-
oma immunotherapy. To date, there have been no
reports on the relationship between WT1 and meningio-
ma. In the present study, we observed high levels of WT1
mRNA in meningioma tissues and cultured cell lines.
WT1 is highly expressed in various types of tumors,
and clinical trials in WT1-targeted immunotherapy
have confirmed the safety and clinical efficacy of major
histocompatibility complex class I-restricted WT1
epitope peptides.””*® Of note, in a recent study, WT1
was selected from 75 defined tumor antigens as the
most promising antigen.>’

Immunotherapy is a conceptually attractive approach
for malignant skull base meningioma, because it is
highly specific and can deal with adherent and invasive
tumor cells with minimal impact on normal vital brain
structures. Induction of tumor-specific effector T cells
is critical for eradicating bulky solid tumors, and it is
the final goal of tumor immunotherapy approaches.
Tumor-specific cytotoxic T cells can be genetically engi-
neered to express altered or totally artificial TCRs, but
the limited efficacy of TCR gene therapy has been report-
ed to be associated with insufficient surface expression
of the transduced TCRs.*°~** The existence of endoge-
nous TCR is one of the major reasons for this insufficient
cell surface expression, because endogenous TCRs
compete with the introduced TCRs for CD3 molecules,
and the endogenous TCR chains have been regortgd to
mispair with the transduced TCR chains.”*3” To
address this problem, our group has previously con-
structed a number of siRNAs to knock down the endog-
enous TCR « and B chains, and we have measured the
knock-down efficiency. We used a tetramer assay to
show that the vector knocking down the endogenous
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Fig. 2. Representative histologic images of skull base tumor formation at days 5, 10, and 14. (A) White-light imaging, fluorescence imaging,
and the corresponding H&E staining of the tumors are shown. The tumor formed from the implanted IOMM-Lee tumor cells labeled with
green fluorescent protein (GFP) is seen in the right skull base. Green light emitted from the GFP was captured by a charge-coupled device
camera. After fluorescence imaging, the skull base specimens were processed for H&E staining. Scale bar = 2 mm. (B) White-light imaging
and fluorescence imaging of the whole brain of a tumor-bearing mouse at day 14. (C) Line graph representing the mean tumor size on days

5, 10, and 14 after tumor implantation.
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Fig. 3. Skull base meningioma xenograft induces neurotrophic keratopathy by damaging the trigeminal nerve. (A) Representative
photographs of the face of a mouse demonstrating the development of neurotrophic keratopathy in the right eye at days 10 and 14
after tumor inoculation in the right skull base. (B) Representative Luxol fast blue staining of the trigeminal nerves of a skull base
meningioma-bearing mouse. The right trigeminal nerve is encased and infiltrated by tumor cells and exhibits extensive disruption,
compared with the contralateral side. Original magnification: 40x (upper) and 200x (lower).

TCRs most efficiently achieved the highest expression
of engineered WT1-TCR.* We have also shown
that the introduction of WT1-siTCR to HBZ-specific
CTLs resulted in an upregulation of WT1-TCR and a
downregulation of HBZ-TCR.® Using this retroviral
vector system, we transduced PBMCs with the HLA-
A*2402~restricted and WT1-specific TCR. In a recent
preclinical study, Ochi et al reported marked antileuke-
mic reactivity and safety of WT-siTCR—transduced T

cells.” In the present study, we purposely used PBMCs
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transduced with WT1-siTCR at relatively low copy
numbers with a view to clinical application, because re-
stricting the copy number per cell is ideal for reducing
the risk of insertional mutagenesis.>*** We first demon-
strated that GMCs exhibited a strong cytotoxic effect
against human meningioma cells in an HLA-class
I-restricted manner. Then, we investigated the in vivo
efficacy of a single injection of GMCs. Although com-
plete tumor eradication was not observed, GMCs signif-
icantly retarded tumor growth and prolonged the overall



lwami et al.: Adoptive immunotherapy targeting Wilms' tumor 1 for difficult-to-treat meningiomas

C_ -
"‘“‘gm—;
e F
240 6 T
5 CD8+ cells:
gw In Normal tisstie In Tumor
®
% NGMC 13.71£3.55 7.174£581
£ ' *
m 3
£10 GMC 10.83+4.71 109.70 66.17
b
&

e

NGMC GMC

*P = 0.0040 (Mann-Whitney's U test)

Fig. 4. Inhibition of skull base meningioma growth in NOG mice after adoptive transfer of GMCs. (A and B) Fluorescence images of skull
base meningiomas in mice treated with NGMCs (A) and GMCs (B). The lower graph (C) is a summary of the 2-dimensional tumor size in
mice treated with NGMCs and GMCs. The black line in the box indicates the median and the open circle indicates the outlier. (D and E)
Representative photomicrographs of immunohistochemical staining (human CD8" T cells) of tumors from NGMC-treated mouse (D) and
GMC-treated mouse (E). Original magnification: 200x. The lower table (F) is a summary of normal tissue- and tumor-infiltrating CD8*

T cell counts in mice treated with NGMCs and GMCs.

survival of treated mice. Moreover, GMC treatment
significantly retarded the progression of trigeminal
nerve damage caused by meningioma. Immunohisto-
chemistry revealed robust accumulation of human
CD8* cells in meningioma lesions, which is a critical
factor governing the success of tumor immunotherapy.
Our results suggest that gene immunotherapy using
WT1-siTCR is a promising new modality for the treat-
ment of difficult-to-treat meningiomas. Before translat-
ing the proposed project into a clinical trial, off-target
effects on normal tissues are major concerns. We have
previously reported that WT1-siTCR CTLs had no cyto-
lytic effects on CD347 cells.® These issues should be ad-
dressed in a phase I clinical trial.

A Novel Skull Base Meningioma Model

In addition to the intrinsic biology of meningiomas,
tumor location is also an important factor in determin-
ing the outcome in patients with meningioma. Skull
base is one of the most common locations for meningio-
mas. Resection of skull base meningiomas can lead to
high rates of morbidity and mortality because of their
deep locations and the possible involvement of vital
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brain structures, such as cranial nerves. Cranial nerves
arise directly from the brain and are so delicate as
to be susceptible to damage by surgical procedures or ra-
diation. Meningiomas have a tendency to involve and in-
filtrate cranial nerves.' It is very difficult to preserve the
anatomical and functional integrity of the cranial nerves
involved in tumors, particularly in hard lesions, such as
meningiomas. If a new treatment modality for meningi-
oma is to be of clinical value, it must be therapeutically
effective against malignant meningioma and skull base
meningioma involving and infiltrating cranial nerves.
To test the effectiveness of a new treatment modality
in skull base meningioma, a patient-like orthotropic
model of unresectable meningioma is needed. Several
studies have reported xenograft tumor models of skull
base meningioma, and IOMM-Lee is the most common-
ly used cell line. In conventional xenograft meningioma
models, tumor cells are implanted using a stereotactic
head frame and a bur hole drilled in the frontal
bone.*~** We implanted IOMM-Lee cells into the
lateral part of the foramen ovale in NOG mice to estab-
lish meningioma involving the trigeminal nerve.
Trigeminal nerve is suitable for histopathologic analysis
because it is the largest cranial nerve in rodents. In
addition, the integrity of the trigeminal nerve can be
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Fig. 5. (A) Survival analysis of skull base meningioma-bearing mice treated with NGMCs and GMCs. The mice received an intravenous
injection of NGMCs or GMCs on day 5 after tumor inoculation. There are no survivors among the NGMC-treated mice but 3 survivors
among GMC-treated mice by day 28. (B) Three survivors have a small tumor. (C) Effect of adoptive transfer of GMCs on the incidence
and time to onset of neurotrophic keratopathy in skull base meningioma-bearing mice. All NGMC-treated mice exhibited neurotrophic
keratopathy throughout the observation period. Two GMC-treated mice survived with no symptoms of keratopathy until the experiment
was terminated at day 28 after tumor inoculation. These 2 mice were excluded from the statistical analysis of time to onset.

evaluated using the corneal reflex and neurotrophic
keratopathy.?® The trigeminal nerve lies in the medial
part of the temporal fossa and has 3 branches, one of
which passes through the foramen ovale; the others
are located on the medial side of this foramen
(Supplementary Material, Fig. S1C and D). In rodents,
the PGF is a natural cavity in the rostral area of the
opening of the external acoustic meatus, communicating
with the temporal fossa (Supplementary Material,
Fig. S1C). Thus, the lateral part of the foramen ovale
can be easily accessed using the PGFi technique
(Supplementary Material, Fig. $1D).** The PGFi has tech-
nical and-anatomical advantages over the conventional
implantation technique. The operation time for PGFi is
short, requiring ~1 min. In this study, there were no
operation-related complications, and skull base meningi-
omas involving trigeminal nerves were established in all
mice. Of intrigue, IOMM-Lee cells infiltrated trigeminal
nerve fibers, mimicking the human meningioma infil-
tration into cranial nerves. Loss of corneal reflex and
neurotrophic keratopathy reflected the trigeminal nerve
injury caused by tumor infiltration in this mouse model.

In summary, we established a clinically relevant ortho-
tropic model of unresectable meningioma involving the
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trigeminal nerve that is suitable for preclinical studies.
We have shown that WT1 in meningioma cells is a poten-
tial target for immunotherapy. WT1-specific T cells rec-
ognized and killed meningioma cells in vitro. They
retarded the growth of experimental meningioma and
the accompanying progression of cranial nerve damage
in vivo. Thus, adoptive transfer of WT1-redirected T
cells may be an attractive therapeutic approach for
difficult-to-treat meningiomas.

Supplementary Material

Supplementary material is available at Neuro-Oncology
Journal online (http://neuro-oncology.oxfordjournals.

org/).
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Introduction

Despite recent therapeutic progress, the overall survival of
patients with advanced lung cancer still remains poor [1], and
therefore the exploration of new therapies remains a desirable
objective. Results from clinical trials of anti-tumor adoptive
therapy using ex vivo-expanded tumor-responsive T cells, mainly
tumor-infiltrating T lymphocytes (TIL), for the treatment of
advanced melanoma have demonstrated an impressive clinical
responsiveness. On the other hand, there are certain drawbacks,
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such as the complexity of the procedures and the difficulty in
maintaining the therapeutic quality of long-term-cultured T cells
[2]. Recent technical advances involving gene modifications to
introduce tumor-responsive receptors into therapeutic T cells —
such as the tumor antigen-specific T-cell receptor (TCR) and
chimeric antigen receptor (CAR) — have largely overcome these
drawbacks [3-5]. However, as the range of suitably responsive
tumors is still limited, we have proposed some new options, such as
HLA-A*2402-restricted WT1-specific TCR [6] and HLA-
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A*0201-restricted Aurora kinase A (AURKA)-specific TCR [7],
for the treatment of human leukemias. Another technical advance
we have proposed is a novel TCR vector system which
simultaneously delivers shRNAs for endogenous TCR o/ genes
(siTCR vector) [8], thus reducing the formation of mispaired
TCR, the potential risk of lethal acute GVHD [9].

WT1 is a well-known tumor antigen expressed to various
degrees by human lung cancer cells [10], and WT'1 expression has
been shown clinically to have prognostic value in lung cancer
patients [11]. Using a xenografted mouse model, we have
previously explored the anti-lung cancer therapeutic potential of
an ex vivo-expanded clonal cytotoxic T cell line (CTL) [12], TAK-
1, which specifically recognizes the WT'1g35 943 nonamer epitope
in the context of HLA-A*2402 [13].

On the other hand, insufficient infiltration of therapeutic T cells
into localized tumor sites is a constraint for successful treatment
[14]. In order to augment the tumor trafficking activity of infused
therapeutic T cells, their responsiveness to appropriate chemo-
kines produced by the tumor cells or tumor-infiltrated immune
cells is required. First by Kershaw et al. [15], a series of preclinical
studies based on this concept have been conducted [16-19].
However, the principal issue of which chemokine-chemokine
receptor pair should be chosen for clinical application still remains
to be setled. In the present study, in order to examine the
potential advantages of co-introduction of a chemokine-chemokine
receptor axis for antiturnor adoptive immunotherapy, we em-
ployed as a model genetically redirected T cells targeting WT'1 for
the treatment of human lung cancer.

In this study, we found that CC chemokine 2 (CCL2) was
produced to variable degrees by human lung cancer cell lines, and
that LK79, a HLA-A*2402" small-cell lung cancer (SCLC) cell
line overexpressing W7T! mRNA, produced extremely high
amounts of CCL2. LK79 was killed by CD8" T cells gene-
modified to express the WTl-specific TCR originating from
TAK-1. On the other hand, CCR2, the specific receptor for
CCL2, was hardly expressed on these transfectants. Taken
together, the data suggested that in order to demonstrate our
proof-of-concept, it would be sensible to employ the CCR2-CCL2
axis in the setting of redirected T cells targeting WT'1 and lung
cancer. Because treatment of SCLC still remains challenging [20],
we considered that the use of LK79, a SCLC cell line, as a target,
might open.a new avenue of therapy for SCLC.

In the present study, we examined in detail the anti-lung cancer
functionality mediated by double-transfected CD8* T cells to
express WT 1-specific TCR and CCR2 against LK79 cells, both in
vitro and in vivo. Based on our observations, we discussed the
clinical feasibility of this strategy for adoptive immunotherapy
against human lung cancer.

Materials and Methods

1. Ethics Statement

Approval for this study was obtained from the Institutional
Review Board of Ehime University Hospital. Written informed
consent was given by all healthy volunteers in accordance with the
Declaration of Helsinki. All in vivo mouse experiments were
approved by the Ehime University animal care committee.

2. Cells

Jurkat cells (ATCC) and human lung cancer cell lines positive
for either HLA-A*2402%, WT1 mRNA, or both were employed.
The latter included LC99A (large cell carcinoma origin) [21],
LK79 (small cell carcinoma) [21], RERF-LC-Al (squamous cell
carcinoma) [21] and LC11-18 (adenocarcinoma) [22]. PC-9
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(adenocarcinoma) [21] was positive for HLA-A*2402% but
negative for WT1 mRNA, Sq-1 (squamous cell carcinoma) [21],
LC65A (small cell carcinoma) [21], QG56 (squamous cell
carcinoma) [21], LK87 (adenocarcinoma) [21], and 1-87 (adeno-
carcinoma) [21] were negative for HLA-A*2402. All of these
previously published lung cancer cell lines were kindly provided by
Dr. Akio Hiraki (Okayama University Graduate School,
Okayama, Japan), and cultured as reported previously [12]. The
Jurkat/MA cell line (kindly provided by Prof. Erik Hooijberg,
Vrije Universiteit Medisch Centrum, Amsterdam, The Nether-
lands) is a Jurkat cell subclone previously established by Prof. Erik
Hooijberg and colleagues that lacks endogenous TCR expression
and stably expresses both the human CD8a gene (ACD8x) and an
NFAT-luciferase gene construct for detection of signaling via newly
introduced TCRs [23]. The HLA-4*2402 gene-transduced CI1R
cell line (CIR-A24) was also cultured in RPMI1640 medium
supplemented with 10% fetal calf serum and 0.5 mg/mL
hygromycin B (Invitrogen). B-lymphoblastoid cell lines (B-LCLs)
were established by transformation of peripheral blood B
lymphocytes with Epstein-Barr virus. Peripheral blood mononu-
clear cells (PBMCs) from healthy volunteers were isolated and
stored in liquid nitrogen until use.

3. Mice

Six-week-old NOD/scid/yc™" (NOG) female mice were
purchased from the Central Institute for Experimental Animals
[24] and maintained in the institutional animal facility at Ehime
University.

4, Flow cytometry

Surface markers of transfectants or non-gene-modified T cells
were labeled with anti-CD8, anti-CD4, anti-CD3 and anti-CD45
mAbs (BD Biosciences), anti-CD25 and anti-CD69 mAbs
(BioLegend), anti-VB5.1 mAb (Beckman Coulter), anti-CCR2
mAb (R&D Systems), and HLA-A*2402/WT1935_943 tetramer-PE
or HLA-A*2402/HIV-1 Envsgs 590 tetramer-PE, as a negative
control. Flow cytometry was conducted using a Gallios flow
cytometer (Coulter), and data analysis was performed using Flow
Jo Version 7.2.2 software (TreeStar).

5. WT1-siTCR retroviral vector and CCR2 retroviral vector

The HLA-A*2402-restricted and WT1ggs_o43-specific TCR-o
(Va20/J33/Ca) and TCR-B (VB5.1/J2.1/CP2) genes, which
originated from TAK-1 [13], were cloned into our novel retroviral
siTCR vector (WT1-siTCR vector), then transduced into T cells
using this vector as described previously [6,8]. The full-length
c¢DNA of the human CCRZ gene (1083 bp) (NM_001123396.1)
was cloned and codon-optimized (GeneArt), then inserted into the
pRetroX-IRES-DsRed Express vector (Clontech). Ecotropic
retroviral vectors were obtained by transient co-transfection with
other components (Takara Bio) into the HEK293 cell line;
subsequently, GaLV-pseudotyped retroviral vectors were obtained
by sequential transfection of these vectors into the PG13 cell line
(Takara Bio).

6. Transduction of the TCR and CCR2 genes

Jurkat/MA cells and healthy donor T cells were gene-modified
to express WT1-specific TCR and CCR2 as described previously
[6]. Briefly, on day 1, 1x10° T cells per well in GT-T503 (Takara
Bio) with 5% human serum, 0.2% human albumin, 50 U/mL
recombinant human IL-2 (R&D Systems), 10 ng/mL recombinant
human IL-15 (PeproTec Inc.), and 100 ng/mL recombinant
human IL-21 (Shenandoah Biotechnology Inc.) were added to a
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24-well culture plate pretreated with anti-human CD3 mAb
(BioLegend). Jurkat/MA cells were cultured in IMDM with 8%
FCGS and 50 mg/mL hygromycin B. On day 3, cultured T cells or
Jurkat/MA cells were transferred to a retrovirus-preloaded
RetroNectin-coated 24-well plate, centrifuged at 2000xg for
2 hours and rinsed with PBS. Cells were then applied again to
another similarly pre-treated 24-well plate for the second
transduction. The WT1-siTCR- and CCR2 -transduced T cells
were stimulated weekly with mitomycin-C (MMOC) (Kyowa
Hakko)-treated and heteroclitic WT 1935 943 peptide
(CYTWNQMNL)-pulsed HLA-A*2402-positive LCLs. In some
experiments, CD8" T cells transfected to express WT 1-specific
TCR were isolated using anti-VB5.1-FITC mAb (Beckman
Coulter) and anti-FITC-conjugated immunomagnetic beads
(Miltenyi Biotec), and CCR2 transfectants were also isolated using
anti-CCR2-PE mAb (R&D Systems) and anti-PE-conjugated
immunomagnetic beads (Miltenyi Biotec).

7. Assessment of chemokines produced by human lung
cancer cell lines

All primers for quantitative real-time PCR (qQRT-PCR) used for
assessment of 12 selected chemokines produced by 10 human lung
cancer cell lines are listed in Table 1. Briefly, total RNA was
extracted from each cell line with an RNeasy Mini Kit (Qiagen)
and cDNA was synthesized. gqRT-PCR for chemokine mRNA was
performed using a QuantiTect SYBER Green PCR kit (Qiagen) as
described previously [7]. Human hypoxanthine phosphoribosyl-
transferase 1 (AHPRTI) mRNA (NM_000194) was used as an
internal control. The PCR conditions were 50°C for 2 min, 95°C
for 15 min, 50 cycles of 95°C for 15 s, 60°C for 1 min, 95°C for
15 s and then 60°C for 1 min. These samples were analyzed using
an ABI prism 7500 Sequence Detection System (Applied
Biosystems). The expression of each chemokine mRNA was
corrected by reference to that of AHPRT7 mRNA, and the relative
amount of each chemokine mRNA was calculated by the
comparative AG, method. CCL2 protein produced by each cell
line was assessed using an ELISA kit (R&D Systems). Streptavidin-
HRP was used for color development, and luminointensity was

measured using IMMUNO-MINI (NJ-2300; Microtec).

Table 1. Assessment of 12 selected chemokines.

CCR2 and TCR Double Gene-Modification of CTL

8. WT1-responsive luciferase production mediated by
double-transfected Jurkat/MA cells

To measure the impact of CCL2 ligation to co-introduced
CCR2 on WT1 epitope-responsive TCR signaling, the Jurkat/
MA cell line, which is devoid of endogenous TCR, and stably
expresses ACD8o and an NFAT-luciferase reporter gene (Jurkat/
MA/CD8a/luc) was employed. Briefly, the WT1-siTCR and
CCR2 genes were retrovirally transduced into Jurkat/MA/CD8a/
luc cells as described previously [7]. Double gene-modified Jurkat/
MA/CD8a/luc cells, double positive for VB5.1 and CCR2, were
isolated, expanded and subjected to functional analysis. Two
million double-transfected Jurkat/MA/CD8o/luc cells were co-
incubated with 1x10° MMC-treated C1R-A24 cells with or
without loaded WT'1 peptide (20 pM) as a stimulator in various
concentrations of human recombinant CCL2 (Peprotech) for
12 hours at an effector:target ratio of 2:1. Single-transfected
Jurkat/MA/CD80o/luc cells solely expressing WT'1-specific TCR
were used as a control. Subsequently these cells were lysed and
subjected to luciferase assay using a PicaGene-Dual-SeaPansy Kit
(TOYO inki). Luciferase activity was measured using a Lumi-
counter 700 (Microtec Nition).

9. *'Cr-release assay

To determine the cytotoxic activity mediated by WT1-siTCR
gene-transduced CD8" T cells, standard ®'Cr-release assays were
performed as described previously [25]. Briefly, 10* unpulsed or
peptide-pulsed target cells were labeled with °'Cr (NagCrO,: MP
Bio Japan) and incubated at various ratios with effector cells in
200 pL of culture medium in 96-well round-bottomed plates. For
inhibition assay, cells were cultured in the presence of either an
anti-HLA class I framework mAb (w6/32; ATCC) or a control
anti-HLA-DR mAb (L243; ATCC). After 5 hours of incubation
with effector cells, 100 pL of supernatant was collected from each
well. The percentage of specific lysis was calculated as: (experi-
mental release cpm-spontaneous release cpm)/(maximal release
cpm-spontaneous release cpm)x100 (%).

10. IFN-y secretion assay
Five hundred thousand double-transfected normal peripheral
CD8* T cells expressing both WT1-specific TCR and CCR2 were

GenBank Accession No. Forward primer

CCL3 NM_002983.2

CCL5

CClL22 NM_002990.3

CXCL10 NM_001565.3

CX3CL1 NM_002996.3 TGCCATCTGACTGTCCTGCTG

hHPRT1 indicates “Homosapiens Hypxanthine Phosphoribosyitransferase 1”.
doi:10.1371/journal.pone.0056820.t001

PLOS ONE | www.plosone.org

CCTGCTCAGAATCATGCAGGTC

ACCAGTGGCAAGTGCTCCAAC

GCGTGGTGAAACACTTCTACTGGA

GGCCATCAAGAATTTACTGAAAGCA

Reverse primer

AGCACTGGCTGCTCGTCTCA

CTCCCAAGCTAGGACAAGAGCAAG
TCATCTTCACCCAGGGCACTC

TCTGTGTGGTCCATCCTTGGA

CATCTTGCTGCACGTGATGTTG
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co-incubated with 1 x10° WT1 peptide-pulsed (1 pM) or unpulsed
C1R-A24 cells for 24 hours in various concentrations of CCL2.
IFN-y in the culture supernatant was similarly measured using an
ELISA kit (R&D Systems).

11. CD107a assay

CD107a expression mediated by double-transfected CD8* T
cells in response to stimulation with WT'1 peptide was examined as
described previously [26]. Briefly, 1x10° C1R-A24 cells were
seeded into a 96-well round-bottom plate and incubated with or
without WT'1 peptide for 2 hours in various concentrations of
CCL2. Then, 2x10° of these double-transfected CD8" T cells
were seeded into each well with FITC-conjugated CD107a mAb
(BioLegend), and incubated for 3 hours. The cells were then
additionally labeled with anti-CD3, anti-CD8 mAbs (BD Biosci-
ences) and PE-conjugated HLA-A*2402/WTlg35 043 tetramer,
and subjected to flow cytometric analysis.

12. Transwell experiments

Functional validation of transduced CCR2 was conducted in
vitro employing transwell experiments. In brief, 2x10%/well
CCR2-transfected Jurkat cells were placed in the upper well, and
500 pL. RPMI 1640 with 10% FCS culture medium containing
various concentrations of CCL2 was added to the bottom well of a
3-um pore-size 24-well transwell plate (Coster). After 4 hours of
incubation, the cells in the bottom well were counted using the
trypan blue dye exclusion method. All experiments were
conducted in triplicate and independently three times. When
human lung cancer cell lines were seeded into the bottom wells,
transwell experiments were similarly conducted after a 24-hour
pre-incubation. A blocking experiment was conducted using ant-
CCR2 mAb (R&D Systems). Finally, both tumor trafficking and
cytocidal activities mediated by double gene-modified CD8* T
cells were examined in the same transwell experiment. Briefly,
using a 3-um pore-size 6-well transwell plate, LK79 cells were
seeded into the bottom well at 10°/well and incubated for
24 hours. Then, double-transfected CD8% T cells were loaded
onto the upper well at 2x10%/well. WT1-specific 7CR single-
transfected CD8" T cells were used as a control. After 12 hours of
incubation, each supernatant in the bottom well was harvested.
After centrifugation at 1200 rpm for 5 min for removal of residual
cells, 100 pL of each supernatant was subjected to ELISA assay
(Roche) for lactate dehydrogenase (LDH) having leaked from the
LK79 cells disrupted by migrated WT1-specific effector T cells.
Experiments were conducted in triplicate. Since the retroviral
CCR2 gene expression vector simultaneously delivered a red-
colored fluorescent protein (Ds-Red), double-transfected effector
cells having migrated to the bottom well were also detected by
confocal microscopy (A-1R, Nikon, Japan).

13. In vivo WT1 antigen-independent migration

In a xenografted mouse model, CCL2-dependent tumor
trafficking activity mediated by CCR2 and luciferase double-
transfected normal CD3" T cells was assessed using biolumines-
cence imaging assay. Briefly, 1x107 LK79 cells were subcutane-
ously inoculated into the abdominal wall of 1 Gy-irradiated 9-
week-old NOG mice (n=6). One cohort (n=3) received
intravenous administration of single luciferase-transfected human
CD3" T cells (5x10° cells/mouse) as a control, and the other
cohort (n = 3) received double-transfected CD3" T cells on day 0.
Thereafter all mice received serial intraperitoneal administrations
of 500 TU recombinant human IL-2 (Roche) on days 0, 2, 4, and 6.
Serial acquisition of luciferase photon counts using luciferin
(Promega Corporation) was carried out on days 1, 3, 5, and 7
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using AEQUORIA (Hamamatsu Photonics, Japan), and analyzed
using AQUACOSMOS software (Hamamatsu Photonics).

14. In vivo tumor-suppressive activity mediated by
infused double-transfected effector T cells in a
therapeutic mouse model

For therapeutic adoptive transfer experiments, we prepared
luciferase-transfected LK79 cells (LK79/1luc) whose CCL2 produc-
tion was equal to that of the parental LK79 cells. All 9-week-old
NOG mice (n=18) were 1 Gy-irradiated and then inoculated
subcutaneously with 5x10° LK79/luc cells into the abdominal
wall on day 0. These mice were divided into three cohorts: i) those
intravenously administered 5x10® OKT-3/IL-2-activated CD8"
T cells without any gene modification (n = 6), ii) those treated with
5x10° single WT 1-specific TCR-transfected CD8" T cells from an
identical donor (n=6), and iii) those treated with 5x10° double-
transfected CD8" T cells also from the same donor (n=6). The
mice in each cohort received the same cell therapy weekly three
times in total (on days 4, 11, and 18). Serial acquisition of
luciferase photon counts for inoculated LK79/luc cells was carried
out. The photon counts relative to that on the first day of cell
therapy, which indicated the residual tumor mass burden, were
calculated in each mouse.

15. Statistical analysis

The paired ¢ test was used to assess differences between two
groups, and a one-way factorial analysis of variance followed by a
Tukey’s post-hoc test was used for comparisons among three
groups; differences at p<<.05 were considered significant.

Results

1. Production of various amounts of CCL2 by human lung
cancer cell lines, and rare expression of the
corresponding receptor CCR2 on T cells activated using
OKT-3 and IL-2

The expression profiles of the 12 chosen chemokine mRINAs
produced by each of the human lung cancer cell lines assessed by
qRT-PCR are summarized in Table 2. As shown in Figure 1A,
various amounts of CCL2 protein were produced in all of the lung
cancer cell lines assessed, among which LK79, a SCLC cell line,
produced notably high amounts of CCL2. The corresponding
receptor, CCR2, was rarely expressed on the surface of both
resting T cells or those activated using OKT-3/IL-2 (n=25).
Activated T cells were gated with CD69 positivity. A represen-
tative example among 5 cases is shown in Figure 1B. The levels of
expression for resting and activated cells were: CD8, 0.83+0.72%
and 0.75*0.51%, and CD4, 0.66*0.45% and 0.5+0.26%
(mean* SD), respectively. Additionally, gRT-PCR revealed that
the expression levels of CCR2 mRNA in activated and resting T
cells (n = 5) did not differ in either CD4" or CD8" T cells (data not
shown). On the other hand, effector CD8" T cells double-
transfected to express HLA-A*2402-restricted and WT1gg5_g43-
specific-TCR successfully killed candidate human lung cancer cell
lines in an HLA-A*2402-restricted manner (Fig. 1C and 1D).
Taken together, the data suggested that the choice of the GCR2-
CCL2 axis and the pairing of C'TLs comprising effector cells gene-
modified to express WT 1-specific TCR with LK79 target cells that
were sensitive to the cytocidal activity mediated by the transfected
CTL was reasonably suitable for demonstrating the proof-of-
concept of this study. Accordingly, these double-transfected
effector CD8" T cells paired with target LK79 cells were
employed in the subsequent experiments.
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Figure 1. Human lung cancer cells produce variable amounts of CCL2 and show sensitivity to cytocidal activity mediated by CD8* T
cells genetically engineered to express WT1-specific TCR. (A) ELISA assay revealed that 10 human lung cancer cell lines examined produced
various amounts of CCL2 in the culture supernatant. Error bars represent SDs. (B) Similarly to transduction of the WT1-specific TCR gene, CD69-
positive CD8" and CD4™" T cells activated using IL-2 and OKT-3 rarely displayed cell-surface CCR2. A representative example of 5 cases is shown. (C)
CD8* T cells gene-modified to express HLA-A*2402-restricted and WT 1,35 243 nonamer-specific TCR successfully displayed cytocidal activity against
lung cancer cell line cells in a HLA-A*2402-restricted manner, as determined by standard °'Cr release assay. Error bars represent SDs. MFI indicates
mean fluorescence intensity, N.D indicates less than detectable. (D) Such anti-lung cancer activity (vs. LK79 and LC99A) was inhibited by anti-HLA
class | framework mAb (clone w6/32), but not by anti-HLA-DR mAb (clone L243), again illustrating that the introduced WT1-specific TCR-mediated
tumoricidal activity was HLA-class I-restricted. Error bars represent SDs. (E) Tetramer assay showed that effector cells used in these experiments were
positive for WT1/HLA-A*2402-tetramer. HIV/HLA-A*2402 tetramer was employed as a negative control.

doi:10.1371/journal.pone.0056820.g001

2. Functional validation of introduced CCR2

Firstly, functional validation of introduced GCR2 was conduct-
ed using CCR2-transfected Jurkat cells (Jurkat/CCR2) in transwell
experiments. Jurkat/CCR2, but not parental Jurkat cells, success-
fully displayed CCL2-mediated migration activity in a dose-

PLOS ONE | www.plosone.org

dependent manner. Figure 2 shows the numbers of cells migrating
relative to that at a CCL2 concentration of 12.5 ng/mL. Jurkat/
CCR2 cells similarly displayed migration activity towards LK79,
LK87, LC11-18, LC65A and LC99A cells seeded in the bottom
wells according to the level of CCL2 produced by each cell line
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Table 2. Production of chemokine mRNA by human lung cancer cell line cells.

Demographics of examined human lung cancer cell line

HLA-A*2402

cClL2 0.001 0.937 0.0004 0.505 0.001 0.002 0.005 0.330 0.021 0413

0 0.002 0 0 ND ND ND ND ND ND

*hHPRT1 1 1 1 1 1 1 1 1 1 1

#WT1mRNA positivity was reported in our previous paper (ref. No. 12).

*The expression level of each chemokine mRNA was corrected by reference to that of hHPRT1 mRNA.
ND indicates “not done”.

doi:10.1371/journal.pone.0056820.t002
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(Fig. 1A). Finally this chemotaxis mediated by Jurkat/CCR2
towards LK79 was completely inhibited by anti-CCR2 mAb
(Fig. 2B). Next, using a xenografted NOG mouse model, tumor
antigen-independent in vivo tumor trafficking mediated by CCR2
and luciferase double-transfected normal CD3" T cells was
examined using bioluminescence imaging. One day after intrave-
nous infusion, these luciferase-labeled CCR2-expressing CD3* T
cells started to accumulate at the site of inoculated LK79 cells in
the anterior abdominal wall, whereas luciferase-labeled CD3* T
cells lacking CCR2 were dispersed throughout the entire body
during the observation period (Fig. 2C). Next, validation of the
function of double-transfected normal CD8" T cells to express
both WT1-specific TCR and CCR2 was carried out. First, we
assessed whether the co-introduction of CCR2 impaired the WT'1-
specific cytocidal activity against lung cancer cells mediated by
double-transfected effector CD8" T cells. As shown in Figure 3A
and 3B, WT'1 peptide-responsive cytocidal activity and anti-lung
cancer activity against HLA-A*2402" LK79 cells (but not that
against HLA-A*24027 LK87 cells as negative control) mediated
by these effector cells, being double-positive for VB5.1 and CCR2
(Fig. 3C), was not compromised relative to that mediated by WT'1-
specific 7CR single-transfected CD8" T cells (Fig. 1C). Next, the
combined antitumor functionality against LK79 cells mediated by
double-transfected CD8" T cells, comprising both increased tumor
trafficking activity and WTl-specific cytocidal activity, was
examined using a modified transwell experiment. These double-
transfected CD8" T cells (n=3), but not WT1-si7CR single-
transfected CD8" T cells (n=3), in the upper well efficiently
migrated into the bottom well where LK79 cells had been seeded
and pre-incubated for 24 hours. Both double- and WT1-siTCR
single-transfected effector cells loaded into the upper wells were
equally 90-92% positive for VB5.1, and 70-72% of the double-
transfectants expressed CCR2 (data not shown). Consequently,
significantly ($<<0.05) more LK79 cells were destroyed by migrated
double-transfected CD8" T cells than by WT1-siTCR single-
transfectants, as represented by elevated levels of LDH in the
culture supernatants (Fig. 4A). At the end of these transwell
experiments, flow cytometric analysis revealed that 3.4 times more
VP5.1-positive effector cells remained in the bottom well treated
with double-transfected CD8" T cells 7.91+0.51(x10% for
double-transfectants, and 2.35%0.13(x10% for single-transfec-
tants, respectively), supporting the results of the LDH assay.
Microscopic examination confirmed a greater degree of destruc-
tion of LK79 cells in the bottom well after treatment with double-
transfected effector cells, - than with single-transfected cells.
Furthermore, confocal microscopic examination demonstrated
red-labeled migrated CCR2-expressing effector cells in the bottom
well only after treatment with double gene-modified effector cells.
A representative example among three experiments is shown in

Figure 4B.

3. Co-introduced CCR2 augments in vivo anti-lung cancer
reactivity mediated by double-transfected CD8" T cells
Next, using a therapeutic xenografted mouse model, we
examined in vivo anti-lung cancer reactivity mediated by infused
effector cells double-transfected to express both WT1-specific
TCR and CCR2. For this assay, we prepared luciferase gene-
transduced LK79 cells (LK79/1uc) that produced similar amounts
of GCL2 to the parental LK79 cells (Fig. 5A). After 1 Gy of
irradiation, cohorts of NOG mice (n=6) were subcutaneously
inoculated with 5x10° LK79/luc cells in the anterior abdominal
wall. Four days later, when the tumor mass had become palpable,
these mice started to receive weekly intravenous administration of
OKT-3/IL-2-activated, but not gene-modified, CD8" T cells
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(cohort i), WT1-si7CR single-transfected CD8* T cells (cohort ii)
or CCR2 and WT1-siTCR double-transfected CD8" T cells (cohort
iii), in a total of 3 infusions. As shown in Figure 5B, mice in cohort
iii immediately displayed significant tumor suppression on day 3
after the first therapeutic infusion ($<<0.01 for cohort iii vs. cohort
i, p<<0.05 for cohort iii vs. cohort ii), and thereafter the growth of
LK79/luc was continuously suppressed until day 28, also with
statistical significance ($<<0.01 for both vs. cohort i and cohort ii).
In contrast, WT'1-siTCR single-transfected effector cells in cohort ii
gradually suppressed the growth of LK79/luc cells. On day 14, the
tumors in cohort ii mice first began to show a significant reduction
in size relative to the mice in cohort i (p<<0.01). Effector cells
activated with only OKT-3/IL-2 in cohort i displayed a marginal
tumor-suppressive effect, which was probably attributable to
xenoreactivity. Serial bioluminescence images of the mice in each
cohort are shown in Figure 5C. Co-introduction of functional
CCR2 successfully enhanced in vivo anti-lung cancer reactivity
mediated by infused double-transfected effector T cells, notably in
the phase immediately after the start of therapeutic infusion,
reflecting the increased tumor trafficking activity in response to

CCL2.

4. Positive impact of the co-introduced CCR2-CCL2 axis
on WT1-responsive TCR signaling in double-transfected
effector cells

Besides enhanced tumor trafficking activity, we attempted to
examine the impact of the co-introduced CCR2-CCL2 axis on
WT1-responsiveness itself in double-transfected effector cells. First,
we generated double-transfected Jurkat/MA/CD8a/luc cells that
expressed both WT'l-specific TCR and CCR2. The magnitude of
WT1-responsive TCR signaling in these cells became measurable
using WT'1 peptide-responsive luciferase production. WT'1-si7CR
and CCR2 double-transfected VB5.1 and CCR2 double-positive
Jurkat/MA/CD8o./luc cells were incubated with 20 uM heteroc-
litic WT'1 peptide-loaded or unloaded C1R-A24 cells in several
concentrations of CCL2, then subjected to luciferase assay.
Experiments were carried out in triplicate and independently
three times. It was found that CCL2 dose-dependently augmented
the WT'1 peptide-responsive luciferase production mediated by the
double-transfected Jurkat/MA/CD8a/luc cells with statistical
significance (Fig. 6A). Next, using similarly double-transfected
normal CD8" T cells obtained from 3 different individuals, being
double-positive for HLA-A*2402/WTlg35 043 tetramer and
CCR2, we examined whether WT1 epitope-responsiveness could
also be augmented in the presence of CCL2. All experiments were
carried out in triplicate. It was found that the WT1 epitope-
responsive IFN-y production mediated by double-transfected
CD8" T cells was significantly upregulated in accordance with
the concentration of GCL2 (Fig. 6B), while the WT1 epitope-
responsive cytotoxic degranulation, as assessed in terms of
increased cell-surface CD107a expression, also tended to increase,
but not to a significant degree (Fig. 6C). Representative data for
CD107a expression in three independent experiments are shown
in Figure 6D. Collectively, the co-introduced CCR2-CCL2 axis
potentiated not only tumor trafficking activity, but also WT1
epitope-responsiveness mediated by these double-transfected
CTLs, resulting in enhanced anti-lung cancer functionality in
vivo, notably in the phase immediately after therapeutic infusion.

Discussion

In this study, using LK79 — a SCLC cell line — as a target, which
produces high amounts of CCL2 (Table 2 and Fig. 1A), and
effector CTLs double-transfected to express WT1-specific TCR
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represent SDs. (B) Similarly, the numbers of migrating CCR2-transduced Jurkat cells for each cancer cell line are shown. The migration of CCR2-
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doi:10.1371/journal.pone.0056820.g002

and CCR2, we successfully demonstrated both the feasibility and
advantages of targeting an optimal chemokine produced by tumor
cells, to achieve successful adoptive therapy.

Targeting of an optimal chemokine produced by tumor cells or
tumor-infiltrating immune cells to improve the antitumor efficacy
mediated by tumor-reactive T cells was first demonstrated in vitro
by Kershaw et al. [15]. Subsequently, a series of preclinical studies
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showed that the increased antitumor functionality mediated by
these effector cells was mainly attributable to enhanced tumor
trafficking activity caused by the introduced chemokine receptor
[16-19]. An early clinical trial using ex vivo-expanded and
radiolabeled TILs for treatment of patients with advanced
melanoma had already demonstrated that localization of infused
TILs was an important determinant of clinical efficacy [27]. More
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recently, using biopsied tissues from melanoma patients, Harlin et
al. confirmed the clinical importance of the chemokine production
pattern in tumor tissues as a critical determinant of the
effectiveness of antitumor immunity [28]. Although targeting of
appropriate chemokines produced by tumor cells or infiltrating
elements within the tumor microenvironment has become an
attractive option for increasing the numbers of tumor-infiltrating
effector cells, this approach is still at the preclinical stage. The
fundamental issue of which chosen chemokine would be optimal
for use against a wide range of tumors still remains to be explored.

CCL2, a CC chemokine that stimulates CCR2, its correspond-
ing receptor expressed on T cells [29], NK cells [30] and v8 T cells
[31], is reported to be expressed by various types of cancer cells
including those of glioma [17], melanoma [28], and cancers of the
breast [32], prostate [33], colon [34] and lung [35]. Our method
used for retroviral transduction of the WT1-si7CR gene into
normal CD8" T cells involves stimulation of T cells using OK'T-3/
IL-2 in a RetroNectin-coated plate [6]. Whenever we transduced
the WT1-siTCR gene, CCR2 was rarely expressed on activated
CD8* T cells (Fig. 1B). Moreover, positivity for cell-surface CCR2
could only be achieved by CCR2 gene-transfection. Consequently,
the CCRZ-transfectants acquired sufficient GCL2-responsiveness
both in vitro and in vivo (Figs. 2 and 4), thus confirming the
therapeutic efficacy and feasibility of introducing the CCR2-
CCL2 axis into tumoricidal T cells. On the other hand, a previous
report has indicated that CCR2 expression in activated T cells was
functionally positive [36]. This discrepancy was likely due to the
difference in the method used for stimulating T cells, as Craddock
et al. have previously discussed [17].
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On the other hand, the suppressive role of CCL2 in antitumor
immunity has also been intensively studied. CCL2 produced in the
tumor microenvironment is known to recruit tumor-associated
macrophages (TAMs) [37], which are known to support the
growth of neuroblastoma cells via production of IL-6 [38], to
suppress antitumor immunity in cancer-bearing hosts via IL-10
production [39] and recruitment of regulatory T cells [40], and to
promote tumor-supportive angiogenesis [41]. Furthermore, TAM
itself produces CCL2 and thus amplifies this circuit [37]. However,
even though GCL2 in the tumor microenvironment is diversely
implicated in the suppression of host antitumor immunity,
abundant production of CCL2 by tumor cells or infiltrating
immune cells might be advantageous for efficient localized
recruitment of therapeutically infused tumoricidal CCR2-express-
ing T cells into tumor tissues. As well as increased tumor
trafficking activity, we demonstrated that the co-introduced
CCR2-CCL2 axis might also be advantageous for potentiating
target-responsive cytocidal activity, ie., WTl-specific TCR-
mediated anti-lung cancer reactivity. Double-transfected Jurkat/
MA/CD8a/luc cells displayed increased production of luciferase
triggered by WT1 peptide-responsive TCR signaling, and this
effect was dependent on the concentration of GCL2. Even without
WT1 peptide stimulation, CCL2 stimulated the cells to produce a
small amount of luciferase, suggesting that influx of calcium into
the double-transfected Jurkat/MA/CD8a/luc cells triggered by
CCL2 ligation might, to some extent, directly stimulate the NFAT
pathway shared by WTl-responsive TCR signaling (Fig. 6A).
Finally, in the presence of CCL2, augmentation of both WT1
epitope-responsive IFN-y production and CD107a expression was
mediated by double-transfected normal CD8* T cells stimulated
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doi:10.1371/journal.pone.0056820.g004

using WT'1 peptide-loaded C1R-A24 cells (Fig. 6B, 6C and 6D). studied in detail. In our system, although details of the mechanism
With regard to the interplay between chemokine receptors and still remain undetermined, it can be suggested that after CCR2-
TCR in the same effector T cell, the role of the CXCR4-SDF-« CCL2 axis-mediated migration into tumor tissues, GCL2 in the
axis in T cell activation [42,43,44] and that of the CCR7-CCL19/ tumor microenvironment may strengthen WT'1 epitope-responsive
CCL21 axis in T-cell homing to lymph nodes [45] have been
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doi:10.1371/journal.pone.0056820.g005
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illustrate that cellular outputs triggered by TCR ligation with the WT1 epitope/HLA complex were augmented in the presence of CCL2. n.s. indicates

not significant.
doi:10.1371/journal.pone.0056820.g006

cytocidal activity against LK79 cells mediated by infused double-
transfected effector CD8" T cells in vivo.

In our previous study, we demonstrated the therapeutic
potential of intravenously infused WT1-specific CTL clone cells
(TAK-1) against human lung cancer cells in vivo [12]. In the
present study, we demonstrated the WT I-specific anti-lung cancer
effect mediated by CD8" T cells genetically engineered to express
WTl1-specific TCR originating from TAK-1 [13]. Furthermore,
we successfully provided experimental evidence that the suppres-
sion of tumor growth mediated by CCR2 and WT'1-siTCR double-
transfected effector T cells was more effective than that mediated
by WT'1-si TCR single-transfected cells (Fig. 5B and 5C). In human
lung cancers, expression of both WT7 mRNA and WT1 protein
has been demonstrated in tumor cells, suggesting the therapeutic
potential of WT'1 as a target of anti-lung cancer immunotherapy
[10,46]. Indeed Oka et al. have reported clinical responses in lung
cancer patients after WT'1 peptide vaccination [47].

Non-malignant cells including fibroblasts, endothelial cells,
smooth muscle and microglial and astrocytic cells, also produce
CCL2 under physiological or inflammatory conditions [48]. These
cells might cause CCR2-introduced effector cells to become
dispersed into those tissues, thus blunting any therapeutic effect or
causing unintended adverse events. However, because the lung is
the first-pass organ for intravenously infused effector cells, when
intending to treat lung cancer, CCL2 at tumor sites in the lung
field would preferentially attract such infused effector cells to a
much greater extent than CGCL2 expressed physiologically in other
peripheral tissues.
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