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DNA
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DNA 1puL  PCR Master Mix 50 pL PCR
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B3
NBRCI13965 NBRC3301 2 Tryptic Soy Agar 37
PBS
10° 10’ CFU/mL
lcmx 1 cm 2 mL SPG-120UV
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2 (A-2) 0.29 2.4x10* -2.34
3 (A-3) 0.30 1.7x10* -2.49
e T R e S
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-3 (B-3) 0.28 3.7x10° -0.95
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