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Jun Kanno, Progress in Japanese

Percellome Project and incorporation of

TGP data, 11th International

Conference of Environment Mutagens
11th ICEM), (2013.11.4) , Fos do

Iguassu, Brazil, invited

Jun Kanno, Percellome Toxicogenomics,
A Quantitative and Comprehensive
Approach for Basic and Applied
Toxicology. ICT2013 The XIII
International Congress of Toxicology,
(2013.7.2), Seoul, Korea, distinguished

lecture
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Jun Kanno, Percellome toxicogenomics
for more comprehensive and
quantitative toxicology-extending the
analysisi among different organs and
different species, the workshop on
Moving Forward in Human Cancer
Risk Assessment in the Genomics Era

2.0, (2013.5.16), Paris, France, invited



Jun Kanno, Percellome Toxicogenomics
application to Sick House
Syndrome-level inhalation toxicity , the
Meeting of the Extended Advisory
Group on Molecular Screening,

(2013.5.15), Paris, France, invited
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Kitajima S, Aisaki K, Igarashi K,
KannoJ. Application of Percellome
Toxicogenomics approach to food
safety: A flavor, estragole appears to be
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The XIII International Congress of
Toxicology 2013 (ICT 2013)] (2013.7.3.),

Seeoul, Korea

Tanemura K, Igarashi K, Furukawa Y,
Otsuka M, Aisaki K, Kitajima S, Sato E,
Kanno J. Delayed Effects on CNS
Induced by Disturbance of Neural
Activity during Development —
Behavioral Impairment in Male Adult
Mice Induced by Postnatal Oral Intake
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The XIII International Congress of
Toxicology 2013 (ICT 2013)] (2013.7.3.),

Seeoul, Korea
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Kitano, H. Systems drug discovery and
Neuro-degenerative diseases. CHDI's
8th

therapeutics Conference: A Forum for

Annual Huntington's Disease

Drug Discovery & Development,
Molino Stucky Hilton Hotel, Venice,
Italy, Apr. 9, 2013. (invited)

Kitano, H. Systems Biomedicine for
Drug Discovery and Personalized
Healthcare. Seminar at Institute for
Infocomm Research(I2R), Institute for
Infocomm Research(I2R),

Apr. 12, 2013. (invited)

Singapore,

Kitano, H. Systems Biology: past,
present, future. Talk at AIBN at the
University of Queensland, Australian
Bioengineering and

Institute for

Nanotechnology, University of
Queensland, Brisbane, Australia, May

9, 2013. (invited)

Kitano, H. Systems biology in the

context of systems and precision
engineering. Talk at
Institute of Marine Science(AIMS),
AIMS, Townsville, Australia, May 10.
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40
7 ;
, , Junel8, 2013. (invited)
Kitano, H. Systems biology and



systems biomedicine: integrative
systems sciences and biomedical
sciences. 35th Annual International
Conference of the IEEE Engineering in
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Center,

International Convention

Osaka, July 7, 2013. (invited keynote)

Kitano, H. Systems Biology Platform
for Drug Discovery. Talk at Imperial
College, London, UK, July 30, 2013.
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Kitano, H.
Software Platform. Nature Publishing

Systems Biology and

Group Asian Academic Publishing
team meeting, Sheraton Miyako Hotel,
Sep. 6, 2013. (invited)

Kitano, H. Garuda Platform: An

integrated inter-operability for

biomedical software and data resources.

COMBINE 2013, Institut Curie, Paris,
France, Sep. 16, 2013. (invited)

/ ONLINE

, Oct. 2, 2013. (invited)

Kitano, H. Systems Drug Discovery
and Systems Biomedicine. Systems
Biology Seminar co-hosted by Garvan
Institute and UNSW, Garvan Institute,
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. Nov. 1, 2013.
(invited)

. Systems drug discovery and

its software platform
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15 KMU ,
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Current Status and

Perspectives on  Systems  Drug

Discovery.

, Dec. 24,
2013. (invited)
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