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Morris water maze test
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Impaired Locomotion and Dopamine Signaling S
in Retinoid Receptor Mutant Mice w0f o ]

Wojciech Krezel, Norbert Ghyselinck,” Tarek A. Samad,*
Valérie Dupé, Philippe Kastner, Emiliana Borrelli,
Pierre Chambont

Science. 279: 863-7, 1998

Fig. 1. Locomotor activity of RARB~/~, RXRB~~,
RXRy~/~, RARR~/~RXRB~/~, RARB/~RXRy~/~,
and RXRB~/~RXRvy~/~ null mutant animals. In the
open field test forward locomotion (A) (measured
as the number of squares crossed) and the
number of rearings (B) were scored during a 5-min
test period. Rotarod performance (C) was deter-
mined as the time spent on the rotating rod. To
avoid the possible effects of a mixed genetic
background, we used large numbers (n) of ani-
mals in these tests. Data are expressed as
means = SEM, and groups were compared by
one-way analysis of variance (ANOVA) with Welch
correction [Fissomotion(6:37) = 8.36; Fanings(6,39)
=12.92; F10n0,(6,59) = 12.62]. Post hoc analysis
was performed with the Bonferroni multiple ¢ test
with all possible 21 comparisons (BMDP) (25); o'
P < 0.001, P < 0.01, *P < 0.05 relative to
wild-type (WT) littermates; *P < 0.1, relative to
the RARB ~/~RXRy~/~ group.
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HNF4A transcriptiot 0.055 bias 3.76E-08 AAR2,ABCBS,AGPAT1,AGXT2L1,AMACR,ANAPC15,ANKRA2,ARG2 ARHGEF19,ASB7,AVPI1,BOLA1,C2,C20rf29,C20rf43,CAP1,CD3EAP,CD}

ABCB6 transporter ".633 bias '8.90E-05 CAT,HAGH,SLC25A37,SLC25A39,SLC25A51, TXNRD2

HTT transcriptiol '_5.27E—04 AKT2,AMACR,ARNTL,ATP2B3,BCAP31,CASP3,CBX1,CIT,CLOCK,COX6B2,CREBBP,DNAJC3,DUSP6,FKBP4,GLO1,HSPAS,ITGB1,MGP,MMF
LReﬁnolc ac complex 72.80E-02 CRABP2,TGFB2 J
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Cellular Retinoic Acid-binding Protein II Gene Expression Is
Directly Induced by Estrogen, but Not Retinoic Acid, in Rat Uterus*

Raoceived for publication, March 12, 2008, and in revised form,
Published, JBC Papers in Press, July 3, 2003, DOI 10.1074/3be.
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