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A. BIRE®
HEBEARLRIN TR O v A VAR
FRIZBWTCIE, Te Marlifa s v 5 ERERAF
ZEZBd AFEEt, (e b (B - AFE) @
Seifa - MM TEEREDRER VDY
AN ARZEMEOHRICET 5468, Te b
(BT - [FfE) RN TEELED
B R O ZEORERICEE T 588, XU
e b (HC - B iPS (B MRMTE
OB R O ORERICET 5158
IR ENTZ A N AREEMEICET 2 HE
ZIESFLT, EME, BUETR, RUERK
B DOFEFET, WEIR T AN A ZEMR
BREITHOLERDD. FlziE, o
PES EfEE MEHIIRO U A L ARBRIZ DN
T, ICHQSA Te M XUIEMMRaLE 2 FIv
TEUESN DA FEFKHDO T A )L AT
WCBTAEHA RIA v EBEBILTHI L L
EhTWwWa. £/, b FNEERIGHE T
YIENTELY, YAV Ry - U A
RAEFETE S, HBV, HCV, KUHIVE

DEGE TR IEE T 2 FTREME O & 2 MR
ERWAEAEICH, PR, ROEKR
I DOWTCHEE 2 U A VAR E £
HBUVENRDHD. FHTA NTA020E, NTE
PR OB SRAE 7 A L 2K OHERR D 72 8
WCHERR S BRBR E LT, BRERBRE O
ETHEMEEE (L ha A VARER), I
vitro 3RER, In vivo RER, WONTHIEEA
RRED S F S RRBRIESFIR I TY
B, WA NVARBRERET HEDIC
X, TOMBONTEEY A VA, BEEY A
JVAIZMA T, EOLDBRARMET A LR
DERARH DD, HDWITEGEY X7 N5
WODEREBETAIZ ENEETHS. B
VANVADAYZ J—=v7EE LTI,
PCRIE, FLU AV AHUEE - 58 50
FE, ROBBEEESERM O TN,
INODOFETHELINTZFETHY, K
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RBYDBZENTED., —F, UANVAEYE
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AT NG &ELRVEZDZ LD
b, ZRERBIEL, MEOD AN AEZ
HEFmOEED—D> L LTHATESH
BEMERH D, RFlZ, iPSHIIED L 51, ke
DR A+ 72 i DWW TiE, v

ANAREMEHRT DEDICEETHD.

F ZCARFETIE, MlaREICRER LY
ANAZREOFKBEELIFE L Ui
BT ERLDO D A NV ARSI FEE
BRETA2ZEEZEMNE LT, BT VHRE
RAWT, MREEY A VAZEROEMER
EEMAZ ) —= v FFREORBZBREFT L
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B. BARAE
B.1. #B%E
CHO-DG44 #fifa

0.1% Pluronic F-68 % #%/N L 7= DG44 B Hf
(GE Healthcare) 12, 2.0x10°cells/mL & 72 %
£ 912 CHO-DG44 iz #EfE L, 7 B,
FEEIEEEE (125 ipm, 37°C, 5% CO, Kt T)
L7z.

B.2. MIEE & V7 BEDEFEF AL
[EY L7= CHO-DG44 #ifZ (1.4 x 107 &)
% PBS T3 [EIFEHE L, 5 mL @ PBS THE
BLEZODL, 1 mL ® 10 mM
sulfo-NHS-LC-biotin (Thermo Fisher
Scientific) KK E M %, 4°C T2 Rz
2 VERBIRFI L7223 b B4 F ALK IS & 1T
o7z, PBS T 3 [E&#E L7-%, 100 mM
glycine/PBS T A F 1 b&EIEX+H, 300
uL @ RIPA buffer (0.1% SDS, 0.5%
deoxycholate, 1% NP-40, 150 mM NaCl, 50
mM Tris-HCI pH 8.0, fEARIIC 1 pL @
Protease Inhibitor Cocktail (Sigma-Aldrich) %

BN &MNZ, 4°C TH 1 RefEsENRf L,
15,000 rpm C 10 ZyfEERO LcE D EIEE
RIPA lysate & L CEIR L7z,

B3. B FF U ALE 7 B OREL L HL
Streptavidin agarose resin 50% slurry
(Thermo Fisher Scientific) 10 pL (L3> 5 uL
)% PBS THREL7-DD, #HAR%Z 30
uL @ RIPA lysate |[ZBEH#i L, 2R T 1 KRR
fil7z. L% 100 uL @ RIPA buffer C 1
|, #iAT 3 EPEEL, KIEZ 100 uL O
guanidine buffer (8 M guanidine-0.5 M EDTA
(pH 8.6)) E 721 Tris buffer (50 mM Tris-HCI
(pH 8.5)) \[ZEHL,2 uL ® 1 MDIT 2%
65°C T 20 43/, HiJT48uL D 1M £/
I— FEEEET MY U AEMAEL LB H
FIRT 40 MRS &8, BRI NARF A
FALEIT o7z, FOSH, 0.5 mL OFKT
VY% 3 EIEE L, #FEZ 100 pL O 50
mM Tris-HCl (pH 8.5) CEH L, &KEE 5
ng/uL OESG MU S &% 37°C T 16
ReEVEAL L7, Bk % 7 4 /v Z —(Empty
Miéro Bio-Spin, Bio-Rad) TR L V¥ %
BV Bz, FE 72, crude lysate & LC, RIPA
lysate 30 pL {2 70 uL @ guanidine buffer % i
Z, FROEETRITINEX T AT
#4TV>, PD minitrap G-25 (GE Healthcare,
28-9180-07) CidE, MAERIEDH, 100 pL
O Tris buffer THME L, SIRE 5ng/ul OE
fii U TR 37°C T 16 REETHL L
2. WL b IE{E®I Speed vac TR S
25 pL D 0.1%FERICEAE L, 5 L (RS
2.8 x 10° fEFH24)% LC/MS 434z tE L7z.
Bd4. ks u~< 757 4 —/HEDW
(LC/MS)
SHERBIZLLTO@EY ThH 5.



() LC
£ B
BioResources)
SHT 7S I L- column2 C18 column (0.075
mm X 150 mm, ¢ 3 pm, CERI)

BRI A RU'B & LT, 2%&T90%
D7 b= MU NEET0.1%F BEK A
AL, ¥E#E 0.3 pl/min, B &EE 5-65%0D U =
TITITT 4T N CHRERIT o T2,

(2) MS

4E1E: LTQ-FT (Thermo Fisher Scientific)
IEFITUTDOERBY ThoT.

Fy T U —EE:20kV

< AARY N VO m/z 450-2000
LT LAMS(MSMS) 22U Vg VERLF
—:30%

Paradigm MS4  (Michrome

(B) F oI ERE

Proteome Discoverer 1.4.0.288 (Thermo
Fisher Scientific) % i \W 7 — # X — 2
(RefSeq, NCBI reference sequence database)
D Cricetulus griseus FEL T 5T MY
—{Zxt L, MET T & LT Sequest & A
WT, ZURIEREZRToT. Efis L
TYARTA VEREDANERF ¥ A F AU
58.005 Da, static), BL A FA=ERED
BAk(+ 15.995 Da, dynamic) # 8 & L7=. ¥4
FACRTF RiE, BEEEA LT AT E
VUER L, BERETIITIRIEE N
MR EShDDOT, LC-EFF b (+
339.162) IXBE L2h o7z,

C. IRABERUBE
C.1. Crude lysate 2>5 DU A VAZRED

73
CHO-DG44 #lifd > RIPA lysate %, Z 0D F

EBILINVRF VAT, RORY 7V
b L7, LC/MS %175 7~ (crude lysate,
1A). &L MS 7 —# &2 AWVWT, ¥
VR BERIE BT - o iR 24), RES
e & Xy Bk (532 @) ok B
ZURIE, ROMBEAS R0 BEOEIE
1L, FNEN27% KN 19% TH o7z, EX
YNTERERVELBEESNTZHOD,
JERNZ R ERBEICEL, TANVAE
BEITEEAEREIN P o2 (FK 2
Crude).

C2. ©AF UALES R0 B DENERM:
DEERS

Rl R BOEIRAEE LT, iR
SEEENR D DD, WEF T EOEIC
E I WGEERD D, ElE, IS
T RmEIEER 2 W2 o BRI
Xy PBRREENT VSR, BAEEE
F - BEEERIC, BUENMETTDHZ L
PRSI TVWD. # Z T RIPA lysate 2> b,
MR EICHEET DX VN E DR B R
FNZEIN T B 720, MBS @M & R
RN T CHEERR T IR BN L. IR
{LRTOHIAEZ Sulfo-NHS-LC-biotin ¥&IE H C
RET2Z L THIRRES VXV EDOE S
FoALEITY, A ERICEELA b LT
T EP T F AT R B B R
Lizob, BHEEEEEMA SV T
VA ST EORECTET IV
RE YV AF AL EELEIT - TRTF R
THI LT, BE - RICELBES Y
BOH®IOMBEH o7, Tz, BEOE
TEHNVRF T AFAGIIE, # o RI B
EHESERIEHIFEELRD DO, 7T =
DR EOEMR EEREENAVOND



B, TT=VBEERA VT AT EY
VEBEEISREFF AL T B OFK
EEITERIAEES N, BNV
WX AFNALROEEE LT, 8 M DT
7 =V & E&¢e guanidine buffer V72 E
BRIz, X0t L LCTRER O
Fr% & e Tris buffer & AV 30EHE BIICH
ELk.
EFFUALEA NV T T EY U TOM
fakm & v R BORMEEIT 122 & T,
FEINey VR BT Lib 0
D (Tris buffer 358 f#, guanidine buffer 305 &),
s R BEOEEIE, 27%0 5 32%
(Tris buffer) ¥ 7213 43% (guanidine buffer)iZ
ER L= 2). £z, VANAZRES
%77 '8 L LT, intercellular adhesion molecule
1 (Coxsackievirus Al13, Al18, A21, &k O
rhinovirus), low-density lipoprotein receptor
(Rhinovirus), MHC class I antigen Hm1-C4,
MHC class I antigen Hm1-C5 (LA, Simian
virus 40), neural cell adhesion molecule 1
(Rabies virus), nucleolin (respiratory syncytial
virus), dystroglycan (Old World arenaviruses ),
chondroitin sulfate proteoglycan 4 (Vaccinia
virus, Circovirus, %X T' HSV1 and 3), h:36)
sulfated glycoprotein 1 (17 #&, & 1 ZHR)H3[F]
ESH, FEHET1E»DL 9 EIlHESN
(G 2). BIEAINVEAT TV AFIMEICHNWS
FREHRIZ DUV TIE, guanidine buffer Ci&EJT
ANVERF Y AFACEAT T2 b D TRIZY
A NVAZFARE KA T F FORHBRZ <
(3% 2), Tris buffer RTIXMBEANY 7 E
DOREHEENRZ 1 -72(K2B,C). 2D Lh
b, ANV RTED - ELF RS
I guanidine buffer FTERITI VR F T A F
MAEZEIT> THRBAZICHER SN TEY,

to L ARDREDOEMSM 2 A L TR
BREYSOBEYNERET D50, ER
SHIRAREDO A NAZEELZENTE S
Lo rLEFEIND.

C3. BEESNEVANAZEEOERR
~7 MV

£ 2 BT A NV AZRIEBERANTF
KD MS A7 MBI UER L ORER
72 ms/ms A7 RVEEK 3IRT. RoOoHT
TREESNZ A NVAZREERSTF R
EHRELTHIET, HFUANAZERED
X EENFREIC /2D L Bbihb.

D. fEh
ARFFETIE, BT AMEE LT, BT
A2 EIESOELEMIRE LTHASR
D EEFRAIO O L O TH 5 CHO Hifld DG44
ERAWT, EFFUALER ML RTEY
VEMA LR E X X7 BORMEE
1792& T, $ERBRMIRKREIZHMAT D
TANAZEEEEIR L, VA VAZEE
DRHEHIREE DL ENTEDLZ L &R
L7z. ¥£7z, CHO #ifa DG44 IZ Icam-1, LDL
ZREREDTANAZEERFEER L TV
HZEERHELE.
ERoFEIEEE S LRI A<
JISAFIRETH D B2 b, A THW
Te B HR 2 EEFEAMBICR ST,
AR TER ISR T D A VA%
B [FRR O TFE CE MR E BRI RT3
BHLERTEDELHHFETES.

E. BEGERIER
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Receptor

antiproliferative antibody 1, Tetraspanin-28, Tspan-28)

Virus Ref
:\éix;rpotpsgné‘lD (;/;Tgc::]arc eD%%Zt)he“a] cell growth factor 165 Human T cell leukemia virus 1 10
NPC1 (Niemann-Pick C1 protein) Ebola virus 10
claud‘ln-1 (Senescence-associated epithelial membrane HCV 10
protein)
LDLR (Low-density lipoprotein receptor) Rhinovirus (minor group) 10
Human immunodeficiency virus type 1 1
CD4 (T-cell surface glycoprotein CD4) H.um.an -|mmunodef'1c‘|ency VIS type?2 !
Simian immunodeficiency virus 1
Human herpesvirus 7 1
Transferrin receptor 1 (CD71) New World arenaviruses - 10
Mouse mammary tumor virus 1
lcam-1 (CD54, Intercellular adhesion molecule 1) ﬁi?:?ggi;‘?h?ngl?r’u':}& A;ze:otypes) 1’ )
MHCI Simian virus 40 1
MHCII Adenovirus type 5 (subgroup C) 1
Epstein—Barr virus 10
Hsp70 Japanese encephalitis virus 10
Low-affinity nerve growth factor receptor (CD271, Tumor Rabies virus 1
necrosis factor receptor superfamily member 16)
Coxsackievirus A21 1
Coxsackievirus B1, B3, B5 1
DAF (Decay-accelerating factor, CD55) Coxsackievirus B 10
Echovirus 3, 6, 7, 11 to 13, 20, 21, 24, 29, 33 1
Echovirus 70 1
GLUT-1 (Solute carrier family 2, facilitated glucose
transporter member 1, Glucose transporter type 1, Human T cell leukemia virus 1 10
erythrocyte/brain, HepG2 glucose transporter)
N-CAM-1 (CD56, Neural cell adhesion molecule) Rabies virus 1
Carcinoembryonic antigen-related cell adhesion molecule 1, Mouse hepatitis virus 1
(CD66a, Bgp, biliary glycoprotein)

. . Human coronavirus, 229E 1
Aminopeptidase N (CD13) Transmissable gastroenteritis virus 1
Poliovirus receptor (Pvr, NECL-5, CD155) Poliovirus types 1-3 L

Poliovirus 10
CD46 (membrane cofactor protein, trophoblast leukocyte Adenovirus (B1, B2, D) 3
common antigen, TLX) Measles virus 1
VCAM-1 (Vascular cell adhesion protein 1, INCAM-100, Encephalomyocarditis virus 1
CD106) Adenovirus (C) 3
nucleolin (protein C23) RSV (respiratory syncytial virus) 4
CD21 (Complerpent recgptortype 2, Cr2, Complement C3d Epstein-Barr virus 1,10
receptor, Epstein-Barr virus receptor, EBV receptor)

Gibbon ape leukemia virus 1
Pit1 (Pituitary-specific positive transcription factor 1) Feline leukemia virus T 1

Feline leukemia virus B 1
CD80 (activation B7-1 antigen, BB1, CTLA4 counter- Adenovirus (B1, B2) 3
receptor B7.1, B7)
Laminin receptor (40S ribosomal protein SA, 37 kDa laminin
receptor precursor, 37LRP, 37/67 kDa laminin receptor, Sindbis virus 110
LRP/LR, 67 kDa laminin receptor, 67LR, Laminin receptor 1, !
LamR, Laminin-binding protein precursor p40, LBP/p40)
CD86 (activation B7-2 antigen, B70, BU63, CTLA4 counter- )
receptor B7.2, FUN-1) Adenovirus (B1, B2) S
CCR5 (C-C chemokine receptortype 5, C-C CKR-5, CC-
CKR-5, CCR-5, CHEMR13, HIV-1 fusion coreceptor, CD HIV 5,10
lantigen CD 195)
Ephrin-B2 (EPH-related receptortyrosine kinase ligand 5, L
LERK-5, HTK ligand, HTK-L) Henipavirus 8,10
Asialoglycoprotein receptor GP-2 Sendai virus 1
CD81 (26 kDa cell surface protein TAPA-1, Target of the HCV 10




Receptor Virus Ref
HIV 5, 10
CXCr4 (C-X-C chemokine receptortype 4) Human immunodeficiency virus type 2 1
Feline immunodeficiency virus 1
Adenovirus 2 10
Car {(coxsackievirus-adenovirus receptor) Adenovirus subgroups A, C, D, E, F 1
Coxsackievirus B1to B6 1
Par-1 (proteinase-activated receptor 1) Porcine endogenous retrovirus A 1
Par-2 (proteinase-activated receptor 2) Porcine endogenous retrovirus A 1
. Feline leukemia virus B 1
Pit2 - - o
Amphotropic murine leukemia virus 1
SLAM (Signaling lymphocytic activation molecule, CD150) Measles virus 1,10
Lysosome membrane protein 2 (85 kDa lysosomal
membrane sialoglycoprotein, LGP85, CD36 antigen-like 2, E .
. nterovirus 71 10
Lysosome membrane protein li, LIMP II, Scavenger receptor
class B member 2, CD antigen CD36)
a-Dystroglycan (Dystrophin-associated glycoprotein 1
[Cleaved into: Alpha-dystroglycan (Alpha-DG); Beta- Old World arenaviruses 10
dystroglycan (Beta-DG)))
desmoglein-2 (DSG2, cadherin family member 5, HDGC) Adenovirus (B1, B2) 3
PSGL-1 (P-selectin glycoprotein ligand 1) Enterovirus 71 10
Nectin-1 (Poliovirus receptor-related protein 1, Herpes virus
entry mediator C, Herpesvirus entry mediator C, HveC, . .
Herpesvirus Ig-like receptor, HIgR, Nectin-1, CD antigen Herpes simplex virus 1/2 10
CD111)
RDr RD114 1
Ephrin-B3 (EPH-related receptor transmembrane ligand
ELK-L3, EPH-related receptor tyrosine kinase ligand 8, henipavirus 8
LERK-8)
occludin Coxsackievirus B 10
(HCV) 10
EGFR (epidermal growth factor receptor) Vaccinia virus 1
Scavenger receptor class B member 1 (SR-B1, CD36, CD36
and LIMPII analogous 1, Collagen type | receptor, HCV 2,10
thrombospondin receptor-like 1)
Nectin-2 (Poliovirus receptor-related protein 2, Herpes virus
entry mediator B, Herpesvirus entry mediator B, HveB, Herpes simplex virus 1/2 10
Nectin-2, CD antigen CD112)
HVEM (Tumor necrosis factor receptor superfamily member
14, Herpes virus entry mediator A, Herpesvirus entry ; .
mediator A, HveA, Tumor necrosis factor receptor-like 2, Herpes simplex virus 1/2 10
TR2, CD270)
Hepatitis A virus cellular receptor 1 (HAVcr-1, kidney injury ggp?tlt!s A Vérgs !
molecule 1, KIM-1, T-cell immunoglobulin and mucin olavirus (EBOV) !
. L . . . |Marburgvirus (MARV) 7
domain-containing protein 1, TIMD-1, T-cell immunoglobulin = -
mucin receptor 1, TIM-1, T-cell membrane protein 1) Hepatitis A virus 10
! ’ Ebola virus 10
Nectin-4 (Poliovirus receptor-related protein 4, Ig superfamily
receptor LNIR, Nectin4 [Cleaved into: Processed poliovirus [Measles virus 6, 10
receptor-related protein 4])
ACE2 (angiotensin converting enzyme 2) SARS coronavirus 9,10
L-SIGN (C-type lectin domain family 4 member M, CD209
antigen-like protein 1, DC-SIGN-related protein, DC-SIGNR,
Dendritic cell-specific ICAM-3-grabbing non-integrin 2, DC- | SARS coronavirus 10
SIGN2, Liver/lymph node-specific ICAM-3-grabbing non-
integrin, CD antigen CD299)
Dengue virus 2
HCV 2
. . . CMV 2
DC-SIGN (CD209, C-type lectin domain family 4 member L, KSV (HFV8) >
Dendritic cell-specific ICAM-3-grabbing non-integrin 1, DC- AV 5
SIGN1) TRY, 5
Bunyavirus 10
Ebola virus 2




Receptor Virus Ref
CXCr4 (C-X-C chemokine receptor type 4) HIV 5,10
XPr \)/(;Lllusotroplc and polytropic murine leukemia 1

scavenger receptor class A member 2, macrophage receptor
MARCO, macrophage receptor with collagenous structure)

Adenovirus (C)

Langerin (CD207, C-type lectin domain family 4 member K) - |HIV

JAM (Junction adhesion molecule)

Reovirus

o

Orthorheovirus

Fiver Feline leukemia virus C
a2B1 (Via-2, CD48b) Echovirus 1 and 8
a2B1, adp1 Human rotavirus
a2B1, aVB3 Echovirus
Human herpesvirus 8
a3p1, a2p1 KSV (HAV10)
aMB2 Adenorivus type 2 (subgroup C)
aV integrins Adenorivus type 9 (subgroup C)

Adenovirus 2

(o]

aVB3 (vitronectin receptor)

Foot and mouth disease virus (FMDV)

Coxsackievirus A9

Echovirus 22

B3 integrins

Hantavirus

integrins

Rotavirus

o

Chondroitin sulfate proteoglycans

Vaccinia virus

Circovirus

HSV1and 3

GM1

SV40 polyomavirus

Histo-blood group antigens

Norovirus

ojo

Heparan sulfate proteoglycans

Vaccinia virus

Adenovirus

Norovirus

Circovirus

Dengue virus

HCV

CMV

HSV1iand 2

KSV (HHV9)

RSV

Rhinovirus89

Foot and mouth disease virus (FMDV)

HIV

HTLV

Lactoseries tetrasaccharide ¢

John Cunningham polyomavirus

o

sialic acid

Adenovirus

Rhinovirus87

Rotavirus

Influenza A

(=] {e]

a2,3 sialic acid

Sendai virus

Influenza A virus (avian)

2,6 or a2,3 sialic acid

Rotavirus

a2,6 sialic acid

Influenza A virus (human)
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NARFVAFALE MU PV TOEIREIT T, Tl LBITANVER X2 A F AL
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A. Crude lysate

cytoplasm (19.24%)

ribosome (7.16%)
nucleus (5.06%)

membrane
(27.25%)

No annotation
available (29.07%)

C. Cell surface protein enriched fraction (guanidine)

No annotation cytoplasm (16.90%)

available (17.13%)

others

membrane (43.06%)

B. Cell surface protein enriched fraction (Tris)

No annotation
available (21.47%)

ribosome (7.93%)
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membrane (32.11%)
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= No annotation available
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detection

Entry Accession position Sequence MH+[Da] z m/z RT[min] oruds THs Guanldine
intercellular ad hesion molecule 1 350539683 290-300 cVLELADQILK 1302.70 2 651.86 124.26 0 y y
[Cricetulus griseus] 210-222 QLWTFDLPVTEPK 1573.83 2 78742 12314 n y y
low-density lipoprotein receptor 350540068 335-352 IGYEcLcPNGFQLVDQHR 2207.99 3 736.67 10659 n n y
[Cricetulus griseus] 429-441 NVVALDTEVANNR 141473 2 707.87 6495 n y y
Shared peptide among MHC1 e EEEEQTQDMELVETRPSGDG
12, -G and Hm1-C5 244-280 TFaK 278323 3 92842 7464 n Y y
MHC class | antigen Hm1-C4 345842479 166-169 TWTAADTAAQITQR 1633.77 2 767.39 77.79 1 y y
[Cricetulus griseus] 79-89 EGPEYWEEETR 142460 2 71280 6821 n y y
MHC class |antigenHm1-C5 0,0~ 268-280 WAAVWVPSGEEQK 139973 2 70037 7139 n  n y
[Cricetulus griseus] 79-89 EGPEYWEGQTR 135160 2 676.30 6168 1 y y
PREDICTED: neural cell adhesion 55 170508 50,70 FFLCQVAGEAK 127062 2 63581 9756 n Y y
molecule 1 [Cricetulus griseus]
PRED'CTED;;;C;SS]"“ [Cricetulus 354502803 449-470 NLSFNITEDELKEVFEDALEIR 2624.32 3 87544 17763 n y  y
ADHQPLTEASYVNLPTIALGNT
40Sribosomal protein SA 345842370 129-155 DSPLR 2997.49 3 999.83 109.89 \' Yy f
[Cricetulus griseus] 64-80 AIVAIENPADVSVISSR 174096 2 87099 8250 y y n
GVPIIFADELDDSKPPPSSSMP
PREDICTED: dystroglycan 354476371 795-823 LILQEEK 3152.62 3 105154 12869 n 0 y
[Cricetulus griseus] 518-533  IPSDTFYDNEDTTTDK 1861.80 2 93140 6472 n  n y
- 234-247  SQQAPLAFQAGDQR 151675 2 758.88 6202 n Yy y
pﬁ?tigé%g?f[ggggﬂﬂg;‘:i‘sf:ff‘s]354471469 715-734 QGAGGVEGTEWWETLAFHQR 2259.07 3 75369 12002 n_y y
1759-1771 GQLLVSEEPLHAR 144879 2 72490 6925 n Y y
PREDICTED: sulfated glycoprotein 35404438 171185 EAVDSYLPVILDMIK 170592 2 853.46 16151 n vy y

1 [Cricetulus griseus]

K2 RESNZUANAZEES X ELERER 2T F R, £5%&MHE T ms/ms
WX BRENTRERBEEICBRHINZ O y T, BHEN o idEN
AR+GiEol-b D% n TRY. ‘



A. intercellular adhesion molecule 1, 290-300, cVLELADQILK,

m/z651.86, z= +2, [MH]+ 302.703, RT 124.26 min be*

@ Ye"
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B. intercellular adhesion molecule 1, 210-222, QLWTFDLPVTEPK,
m/z787.42, z= +2, [MH]+ 1573.829, RT 123.14 min
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C. low-density lipoprotein receptor, 335-352, IGYECLcPNGFQLVDQHR, .
m/z736.67, z= +3, [MH]+ 2207.992, RT 106.59 min Eo
Y112* )/1(52+
100 100 656 ‘ ;
3 Ly
3 104823
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mz

D. low-density lipoprotein receptor, 429-441, NVVALDTEVANNR,

m/z707.87,z=+2, [MH]+ 1414.734, RT 64.95 min b1o*
@ Vs " bg+1o1253
100 100 Y10+
110281
g
o
° 600 800 1000 1200 1400 1600 1800 2000 ° 200 400 600 800 1000 1200 1400 1600 1800 2000

E. Shared peptide among Hm1-C4, Hm1-C5, and Hm1-C2, 244-280, EEEEQTQDMELVETRPSGDGTFQK,
m/z928.42, z= +3, [MH]+ 2783.233, RT 74.64 min
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F. MHC class | Hm1-C4, 156-169, TWTAADTAAQITQR,
m/z767.39, z=+2, [MH]+ 1533.771, RT 77.79 min
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G. MHC class | Hm1-C4, 79-89, EGPEYWEEETR,
m/z712.80, z= +2, [MH]+ 1424.600, RT 68.21 min
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me
H. MHC class | Hm1-C5, 268-280, WAAVVVPSGEEQK,
m/z700.37, z= +2, [MH]+ 1399.728, RT 71.39 min
y7
100 100 77447
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o ! A, o Jpunt lldl !682155 . . Ll. , i . ,
600 800 1000 1200 1400 1600 1800 2000 200 400 600 800 1000 1200 1400 1600 1800 2000
mz
I. MHC class | Hm1-C5, 79-89, EGPEYWEGQTR,
m/z676.30, z= +2, [MH]+ 1351.596, RT 61.68 min
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J. neural cell adhesion molecule 1, 60-70, FFLCQVAGEAK,
m/z635.81, z=+2, [MH]+ 1270.617, RT 97.56 min
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K. nucleolin, 449-470, NLSFNITEDELKEVFEDALEIR,
m/z875.44, z= +3, [MH]+ 2624.318, RT 177.63 min 1}:5”

vt Yo
; © e
g i 952.?5 b :2'
2 Va H
§ b13§ ': :y ' b ,
K] .§99 HEE 21+
, *J-*ul.‘ b ,LL“ ’L, A “ , . I . . . .
L. dystroglycan, 795-823, GVPIIFADELDDSKPPPSSSMPLILQEEK,
m/z 1051.54, z = +3, [MH]+ 3152.619, RT 128.69 min
@ yis®t
100 100 earor [M+3H]3* }’z2+
g ygs;_:eas yZO
: s}:g: yie” | |bie?
o . . . . S IR ERRON AUTIN N N T i T . '
M. dystroglycan, 518-533, IPSDTFYDNEDTTTDK,
m/z931.40, z= +2, [MH]+ 1861.800, RT 64.72 min
[V 2HP
§ Y1§2+
E y5+ 867.;%2 y9+ 13;12: y11+
N. chondroitin sulfate proteoglycan 4, 234-247, SQQAPLAFQAGDQR,
m/z758.88, z= +2, [MH]+ 1516.755, RT 62.02 min Ve
67442 y10:
. yir*
"E @ 117?76 .
H Yi2*
N N lll 130}17‘ . . . ‘
O. chondroitin sulfate proteoglycan 4, 715-734, QGAGGVEGTEWWETLAFHQR,
m/z 753.69, z = +3, [MH]+ 2259.066, RT 120.02 min
©)
o NNV F I oy




P. chondroitin sulfate proteoglycan 4, 1759-1771, GQLLVSEEPLHAR,
m/z724.90, z= +2, [MH]+ 1448.791, RT 69.25 min
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Q. sulfated glycoprotein 1, 171-185, EAVDSYLPVILDMIK,
m/z 853.46, z= +2, [MH]+ 1705.920, RT 161.51 min
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R. 40S ribosomal protein SA, 129-155,
ADHQPLTEASYVNLPTIALCNTDSPLR,

m/z 999.83, z= +3, [MH]+ 2997.488, RT 109.89 min
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S. 40S ribosomal protein SA, 64-80, AIVAIENPADVSVISSR,
m/z 870.99, z = +2, [MH]+ 1740.963, RT 82.50 min
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BEFGERFMEEMDE (BEEM - BEREHEELX27 b =¥ A = AREHIEERE)

SRR EE

ERUIRYANADREGEY X7 ST DR
MoEoEE  RIETE  RARZEREZRAMPEOE  HeEdR

MREE

A NVABEARNTO HILV-1 =2 R —FZ VR B D gpd6 & ZOZRIETH D

GLUT1 DEEENZ DWW THRIT 21T o 72, GLUT1 OIBEIFEIIC & 0 HIfEZRE ~D GLUTL OFREH
RHEWNNCL ha U A NVARFNE Y IAZITER L, £OREE LT gpdb DIRFEEEN
BT HZ ERHIA L, £72GLUTL & ZDMERSFTHD GLUT3 L DF AT HFIC LD
FEMTIZ LV, GLUTL @ 6 %/ B OMIEN N A A 2 2 & el Maf A HEICEETH D
TEERALNI LT, EHIT V-ATPase [HEHR 2 L 72 B H@H V-V DOFB T
GLUTL 28 gp46 L I1XEZ2 BN =L /73— AV MIRTET 2 Z LI2 LY gp46 23 GLUTL
EDEEERNTHFA~RY IAEN TEREGENRITFIND Z EBRRE SN,

A BFFEERY
BRIEGERDIEGERE (AIDS) ZBIER Y
E b bRUANVATHDLHIV-1IZZEDT 7 &
B —BEFED THD Nef R Vpu il LV 2R
W+ T D D4 & A NVAEAMIREE? S
FyovXal—vay, 757 Y —ATO
ORFARET 2 Z LT X IBYED T A LR
ZEEA L, cell-free 72 L cell—cell Dk
YR CRYPEDIER T 5, —HRA T I E MR
(ATL) #B|X#E,ZFTERLFERYALRATH
% HTLV-1 OREG I RS FICFIE T 2 gL
M SAEAGHAIE~D cell—cell [H DG A T4 L
U CRBIMSIERT D, Lied o CTRILHICHEE
% HTLV-1 FEGeHBAR OO I A3 & O REGLpE LRI
WEETHD LEX DD, HTLV-1 OIRBHAL
~DOWE  BAZIETA VAT Ra—TF
/37 4 (Bnv) O gpd6 & SERMSFTh 5 GLUTL
EOEENEETHD Z &ML TWVDHNR,
—J5C GLUT1 D FEERINEGE 7 A )V R EEA AR

WTED L IZHIEI SN TN D DI DNTD

I\, HILV-1 OIERYHR T 5 CD4 Gtk
DT Y 273K T GLUTL 43 7 O & m R B
BN ERFESHTNDZ &b, BELE
HEF T D gpd6 DFEBLL UL GLUTL DFER %
BT IUEZE DRYHENEF S D AR D

HHN, EBITIXED L D IelF % ORIt
ZRFLTWDONIE LN TWRY, £ZT
ARG TIETE D53 F D T A v A FEAMIEA

TOREEBEMTTHILITEY, UANVRESE
HEZA T HTLV-1 OB DS 2 1 &
ML, DRRGLH BN 2 A S 4 © SRR
GEEM AT HZ LR AL TS,

B. Wik

293T #EAEIZ Env (=) @ HIV-1 & HTLV-1 Env %
B SWTHILV-1 Env BT huvA b
ARF R ELASETUANVAEEMBE L,
Luciferase BIa T & L AR—&—& L THREFL
TV % TZM-bl ifa & LR35 2 LI kY



gp46 &N L7z cell—cell RIMDIERELAHE % 34 L
7zo F7z intron THEIS N/ VAR —F —EiR
FTHD inGluc ZHTHL FRUA VAR
Z—ZfER LT cell-—cell DB RIT HIE
BB ~ DR sh 2 & BT 9 2 R A FESL LT,
F 72 cell-free DEYEEICOVTH LAR—F —
BEF & LT Luciferase ZHAIRAATRT L bR
TANAEZER LB L7Z, VR T ALAR
RIFN~D gpd6 72 & TNT GLUT1 OELY JAA I
WesternBlot IC X VHER L7z, EeMimy+DO Y
A VA FEAMRE R ONSEAN = = R

AV FADEBZONTIE 72— A FA b

U—, £ERLV—F M, EAEtREC
X VEHT L7z,

C. HWFZufER

%9 GLUT1 DFREBIMEN293T & 7 A VA PEAE
HMifR L UCEER Lica, gp4b 2 JT L7cAlifie—
FIaEIRLARE, MR- R YEE, ERGeMhL
FOEARIIRBINTCODZ E2HRBLE,
% T gpd6 &I UToBRGetE DS GLUTL 3Rl
RIFBBIC LY ED X5 REEE ST 5045
Lic& Z 5, GLUTL BERFHNTZ ORRGMEN
WHIT 5 Z LAV Lz, 72 GLUTL OFHE Sy
F T B GLUTS TIXE WP BE SN
el einb, ZOBERAFIEIL GLUT1 &R T
dbolz, W 2937 A PNEME GLUTL % /
VI UTHEEOREEITHERL, =6
(2 gp46 12 X &l fEEml & PR 2 B8 5-97 5 GLUT1
DFEEER L MNICT D728, GLUT3 L DX AT
SFEERL, TOBLERERE LT, £0
KGR, GLUTL O 6 % H Offifast N A A o (ECL6)
EEDEBRNPEETHAZENHHLE, £
GLUT1 DIBFIFEHIZ LD L b v A LV ZAKFA
~OD GLUTL DBV AL DMEEE S FL, #HIZ gp46
DIV AFITEETHZ EAHBH LT,

IR E S L O T o GLUT1 & gp46
DRENITDWTHRF L7z, WEMHED GLUTL OF
BE 293T Ml TIHME< MR B TEY, £
R L — P — BB OMRIT 2> b gpd6 Ol
WRTE L IXE 72 RN DORKED 23— b

AV PMIRB LTS Z LDV LT, HhmE
WHREIETHME OREGIIERICTH N L 2k
LT,

IRIZ V-ATPase PHERITH 5 Bafilomycin

A1 (BFLAL) 2SHEfEAN =2 X — b A > MZFFEL
T3 GLUT1 ZHiflaRm~BE S ¥ 5 2 L2k
B ENTW 2Tz, BFLAL @ gp4d6 ERLARER &
NI B 2 D B DWW TIRIT 21T -

7z. F£¢ BFLAL ZLEIC X v 293T #lAED GLUT1
DEAPMIBANORE~BEBH L TND L

Fr7a—YA MA N —THERLZE, VAL
A FEAHANE D BFLAL ALERIZ X 2 et~ D&
WDV THRNT 21T o T2, & D5 SR, BFLAL I3 gp46
I LTz cell-cell M DEREIAHE, cell—cell
MDY, cell-free DD TR TEHETS
HTEBHBA LR, IHIZBFLALICE YD UA v
ABEAMBLTO gpd6 & GLUTL OA M HE5RT
BT & NIERRRIEIC TR SN, £
BFLAL I X Y Wy F3 v b o A )V R%F
RICEDIAEND Z & bRER LT,

D. E%

ABFFED B GLUTT OIRFIFEIRD gpa6 DIEREL S
EEEEFHIED L, EOEMEICIE GLUTL @
6 % B OMIfAN RA A V2 ETeBENEETH
DT BRI, ZOMFERIEHILV-1 ORE -
BACLEERER CHE Z L BHESIT
BY, UANVAELRMIEA TS GLUTL & gp46
BRELIDIEERLTWS, LLLERD
BH LV 0 GLUTL B TIRIE & A £ o GLUTL
I gp46 LITRR DM T =M A MT
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RBLTEY, gpdb 1L GLUTL LE&ETHT L7
< JERLERE 2 RFF LIRIE T U A )V A TEAM

REmCEESLDbOEELLND, Ll
72735 b HIV-1 & RARICZR B+ Th 5 GLUTL
DHERE~DFHRE VA NV AREFIZLY

FEABRAIIZINH] L Q2 ATBEME b BLRE R CIER

ETERY, 5% GLUTL MmO
B5-9 % HILV-1 O U A VA ABIEFEDH DO HE
Bz oW THBE L TWELY, E7ARFFED
ERIZEY U A LR EEGSHIE T D GLUTL & gp46
EDOEEEFHE L CHILV-1 BE LT 5 &
D IREERN DS b ORDB DML DH D &

EZTN5D,

. AE

A IV ABEARBBPIZ ISV TIL HTLV-1 Env @
gp46 & F DFRRST T 5 GLUTL X R 72 5
JaN = = h A MCRETDHZ LITEY

DAV ABEAKREIZ 33N T HILV-1 D&
FRREFE STV D AR R R STz,
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