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BARIED & < . IR — R 23 H B
LOTT—H &L THDBE, — M
L C6.5 1%, Tl PMEA 3 {~PET 9
DENDH Tz, ZOBEEE LT, PR
EARRBRIZIBW T, BRI FE, A v F o
— g URHIBIT A IR FIESEEETE LT
BY, ENODBREL TWDAMRRMENE X

LT, F77. BRI Mk ONREEZ: E A3,

R DRF OTEMELIZE S LT 2 ATREME
LEZLND, 5%, BRBREZED T
{Z &7, AiHMRERICHEZ 5 2 5 ER
IZDWTC, HET— ¥, WHBRWEIZHT D
B MEDE N BIZ oW TIERE S &
DL DT nwntEbin g,

2 EIOFRERIZBVN T, FHBIZT — & P15
b TWwahi— k7L, PET, PC (Ra—
F). PHEMA. PMEA, MPC O#SRIz>
WTCH RS L7, TAT TiX., ¥— b7
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PEDSE VR R DG DAL TNz,

BA DRy H MEA/HEMA > — k%
We AR BRICIIT D 5 THB ORIER R 2t
AR L7z, C3a ZBr< TAT. B-TG. C3a,
SC5b-9 |2 BT, MEA/HEMA DiRE&H. &
BIERER & OMICEEN R b, ZOfm
o2 I KRB &z, TAT. B-TG Tl
PHEMA, M25H75, MSOH50, M75H25 O
NEIZAEDS /NS <2 DA H Y, PMEA T
i M50H50, M75H25 (25 & &V MELD
20 UREA—7%2OCn i, Tkt

T, C5a, SC5b-9 Tix, PHEMA,
M25H75, M50H50, M75H25, PMEA DA
WAED/ NS R BEMBH Y, HTFAVD
B =T H Tz, PHEMA, M25H7S,
MS50H50, M75H25 [ ¢ HEMA O L3231
2 DIHE - TEMIEIT AEEIEL, TAT,
&TG C5a, SC5b-9 D 4 EHBICEWT,

WIS T,

A&i HRBRIZHVDF 2 —T OMED
HEBIZOWT OB, &4 bha—A flfk
EF % & e Mk O EE%, &3 BE O Rk
WZDWTHREEZED B 72 O R 0T —
A OWEEFETDLTETHD, CaitfL
T, WERROFTH 3BEICL DIEHEL
&} C3a, C5a, SC5b-9 O FTHWIHIO
MTHDZ G, HEHEEIEZ DTN
AR B Z bz, A%, C3a TR T,
C3a-desArg @ ELISA S H 5T L THHF
ETHD, IRELORLRD MEA/HEMA
— bR HWEREBRIZOWTIE, BEMEC
WCHERRRBR 21T 9, Bl &EHiE PMEA,
PHEMA, MPC R U = —2D &R EHZ
SLC, mMEAERERE EE L, SRR
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HBRES HTEOMERIEE LTV, RIT, &
At R D MEA/HEMA, MPC %0 54y
FHE PR E LT, EREIZ, MikE
AMRBRE EM LR,

o TAT (IMERM T, ERRL - T,
o TAT KO B-TG TiE. KFE D7 m 5
LTz,

+ (3a, CS5a, SC5b-9 TiE, MizkER THER
PEE—F L TV,

o C3aTlE, 2B A vFaX—g
IZED— e LTHEN EF L, #H5RR
BHZ LB EIZE A CBE SN2 -T2,
+ C5a, SC5b-9 Tik, HED I — MIH
WT EABBEEINT,

« MEA/HEMA DiRGHEZEX o — M
TiE, TAT, B-TG, CS5a, SC5b-9 C
HEMA O LEIEDNME 2 5 1296~ TESEE M
TOEmABE SN,

A%, 5l&FiX MEA, HEMA, MPC %
DESFMENCR L <, MiRE SRR %
FEhi L, SRBRBEORME, ZHEIZONT
REEZ ATV, FHMEE DR, FriE S
EBRRIZ T CORBT — ¥ ZINET B
FETH D,

—J5, {BELDE D MEA/HEMA ¥ —
MZDNWT, ERBEIERDEY PR MR
oD 7= DEERIEIZHEV, FhHEIZ LY

V79 MBIz 39 2 Al s R & ke L7z,
FOFER, WTHDOIRE D MEA/HEMA
= MZBWTHHIREEIZRD bivien

o7,

AHFGEDBATIC B2 . MiE AR
DEREHIEZ DT TIRE W& E L,
—RMHEANELEL LY & — T
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1. R

Usami M., Mitsunaga K., Irie T., Miyajima A.,
Doi O. Proteomic analysis of ethanol-induced
embryotoxicity in cultured post-implantation
rat embryos J. Toxicol. Sci. (in press)

2. FRER

1) Miyajima-Tabata A., Kato R., Sakai K.,
Matsuoka A.: Effects of culture on polymer
biomaterials on the cellular responses to
chemicals. Eurotox 2013 (Interlaken, 2013.9)
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(RERAA 51 ]

BA
o EFAEDNE A RKERFIIDELENFNREHHAROERNEZHFIZDOWTY
(FR15%2H 130 ERH#502130015 BE)
TEMENREEABOEARNEZFICETHISEERIZDONTY
(ERL1593H 198 EMRMIIFETN0.36 BHER)
S :1SO 10993-4(1992), ISO/DIS 10993-4(2000), ASTM F756-93

eBiological Evaluation of Medical Devices - Part 4
Selection of Test for Interactions with Blood
1SO 10993-4, October 15, 2002
AMENDMENT 1, July 15, 2006

4

| 2000 LY HETHERE

ol IR O WIS RFT AR HF SR BETEMEMR EMTEOBERNER ST T
(FA2453 A1 8 KAHR03015205 HED
5| AR 1SO 10993-4(2002) /Amd.1(2006), ASTM F756-08

B IRE & 1 ERICE T H@ AN

AERIEE FHiffiZE B
1 (A A S/ 3R

2 |k E ravE ROV EE
ER(TAT)

TATV)IRTBZARA (FPA)

oAU R TS RF B
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3 (/iR /R ER
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/MR E4E T (PF4)

4 |IMi%SAIAE |2 MH (CBC)

Bl

5 AR HRTETEEEY (C3a)

mi L, (om) A8 O WS R I B
: o L) o fIeeieg
WATEIELEY (SC5b-9) (RAHHF03018205 TH244381H) &Y

B2 MmiREEMEERICE T HREMGEHEIER
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ErEI (N2 U/mLEEE) EHEERER (6 om? /ImLINK )%, 37°C. 285R, oM

IZ¥R3 (60 rpm) . HEHBIBHICK L T#EE YT,

|

A M E B

(BET—5°

PBSXI#EKE
IiEE7:1THEO M
(Z3RfHiRAN.

750 x g C5min, /5
#ELL, L%
bopi
PBST10fEHIRL .
576, 540nmD Kk
FEERE.

*CTAD citrate, theophylline, adenosine anc

l

JTUBEHbe (TILE
/UM STV Ok
) ISt TIE AN,
FBOMITRAL, ke,
Sminif i .

1,500 x gT15min. A&
Dk, EEESERL. -30°C
B

1 7 5k [ R F- 8
ER

|

ELISAMIZ&Y
TATZERIE o

ldnpyndumom (i /NAERYHOH))
E

" Futhan: Nafamostat Mesilate (#4553 8200 # At
ASTMIETIES L BRI i, NIHIE CIES 2D BRI MHLWIA CLEBRM M, S0IC s HIRGE . At

{

}

| cTAD:LE | | EDTA, Futhan®i132
CTAD& Htube (BD Futhan(final 5ug/mL)i#hn

Vacutainer CTAD) (3Ki%) 1< EDTA-2K& Htube (FILER/
T VE A, FBOM Sx4MI EDTA-2K) Ok 12,

IRAIL, kAP, 15min#h il

2,500 x gT20min, AR
% EEOPIEN1BEER
L. -30°CHRHF.

i/ REF
HER

ELISAEIZ&LY
B-TGERIE.

Mgy T E AN, O
BEL. kAR, Smink i .

1,500 x gT15min, HHEE D,
LilESERL. -30°CRTF,

HIRRBER

|

ELISA(EIZEY
C3a,C5a, SC5b-9%
AE,

(5 IiRE & EEER DRIk 77 %D

£1 FHRABICHHDEME

ABS (576nm) mean

BME (%)

PBS DDW
0 time (no sheet) 0.035 0.895
no sheet 0.033 0.995
PET 0.036 0.26
PC 0.033 0.00
PHEMA 0.034 0.05
PMEA 0.034 0.05
MPC 0.030 0.00
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®2 ARRBRICHTBBME

ABS (576nm) mean

EmE (%)

PBS DDW
0 time (no sheet) 0.034 0.923
no sheet 0.033 0.965
PET 0.033 0.00
PC 0.035 0.16
PHEMA 0.040 0.70
M25H75 0.035 0.21
M50H50 0.036 0.27
M75H25 0.034 0.11
PMEA 0.035 0.16
MPC 0.035 0.16
I 5EE (TAT)
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|
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100 I I I
L 1 B l ,,,,,,,
< & e P & &
e & ‘,«\ s,& @Q‘ &S
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o 1 »
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SRR
JE A GRS R A ) &
EIM - BREHEEL X2 T b =P A = AREPITEEE
TECHTRO R R R #a B 58 & N9~ 2 BRI BRI B AR LS B - D A 9E )

Sy RBPIERRE 4
FRRRPN & 3 7 RS BUREAT 2 U U 7o = AR o0 o & PEREAR L2 B89~ S W5

BoERERE FAME EVERRRMEIER R

Wrgeoy g ks ENLEISRMEEIEET  EAREAR

Wl h BT EYERDRMEETIET  ERERE

BFSElH% LR [ E R R RIS R
GRS

VT, MBEEERSEDE NS, ZORE EA~DX LRy Eh iR L Liflix OS5 1OWESE
BOEWEZAELIE, TOFRE, MInOEEIEELR CICEBE 52D Z LR FRBmINnT
ETW5DH, AT, MERREBEDEDS, MIEOBHEIZED L D B B8E 52 50,
B R ERBOBAPLRETLILEENET D, FOREDIC, KEFHEORR DR
EolaasEE L, MREICE AN EORBADENE LI LoD, MEOAEYEEEL O
FEBIME 2 BRETT D, AFEIX, MMEEEEA Y v — L (TCPS) Zxife LC, RY A —FRF—
k (PC) >— b, BEOPC v — 2RV 2-2A hFvzF AT 7Y L—1] (PMEA) & L<
ARV 2-8 R F /A 827 7 ) L—1F (PHEMA) Tai—7 4 27 L7z L Ck FHEK
A TH D THP-1 23R L, £OF N ERBEOE 2T o7z, TO/RER, PC v— Lk
THs3E L= THP-1 Tld, Mg EIZ b2 % V7B RIEICHEET D04 b A o7 E
BA Y. BLOHBEESCESICEET 24 XV EORRN (EL EEhoTniz, =
Non& 7 EiE PHEMA Ta—F 4 0 7 Tld, MRELLTIEE AEELNARL,
PMEA =2—7 4 7 TIEo0VERNR R bz, Loz &0, EiM%E PMEA & L<
IZPHEMA Ca—F 4 7452 & C, MREREZ T TRRERSR ELHTE 2 &
DIRIE STz,

A. W58 H Y

AN LN LEFTE, A OBl 7
=T b Do T RS, MR & B
Db miEEAatEicEBRL TN D Z &R
VELEEND, —RIC, EREIRISAEEN
WHRE S B &, BBICHEEREICA A
RKRPBE L, EDHEEENDZ Y
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HoENEERHT—RICRD EEZ BN
%, PMEA 3 X O PHEMA (O 3E{ELR Y
I ZHARTH T BEOWEDDIRL
ARBAEERBNZ ENL, TNEFNIZ
Bfx R IBFEERAR O 2 —T 4 L IRV T
&7 ML X7 EOMELE LTIAL
AnbinTwbd, &2 THEFEE,
MEA/HEMA T v % LIt EAE O D
BHS, HZERBAIIC RIE TR O
THREILIEfER, =—7F 1 v 7l L~D
WER N EOERERRE LI DT
ExRA LT, ZERE AL O MBI RERCEE
ERLUHIASN < N v 7 AZEET S F
YR BB E BT T LN
RN,

PMEA £ J O PHEMA (3 if #8861 1248
NTVDENIHERHDLZ LD, RE
Eik, MEMas niEEkeMmETH b
THP-1 fif2iZ L, PMEA ¥ £ U PHEMA 7%
THP-1 HEREIZ ED & 5 A 52 5%
BRI ERBUCE R Z B TR LTz,

B. WF5e5 1k

1. Ak

o= b o JEE 0.1 mm, &35 mm OFFTEE
# Pre-coated KU H—RKF— ri—F K
U —Rx— b #¥) (AT PC & RiD)
A Y = —¥He . PMEA & PHEMA

2. R vw—a—F 47— DR

Ay a—4—DkEE 2 PTFE A V7
LT 4NE—DWE, TEORIZAZ ) —
NABHR THerE LT RAEE PC 2B X, 4,000
pm, TEI LR 6, EOHFRIZ T wh A Z
J —VIEHRD PMEA & L <X PHEMA #
100 pl #F L. 4,000 rpm, 10 sec {ZT=a—F

AT LT, RS %, BIERENE
WH B —F 4 7 Ly — M SRR
FAWTZ,

3. MBfarsE

THP-1(Human acute monocytic leukemia :
SV B ERME B R R ) IE . 10%FBS/
0.05mM A NV 7 hx= & ) —LEEH
RPMI1640 HC ML E AR L2 b 0
ZER L7z, 6 well, cell culture plate (TCPS;
Costar) =, & L <i& TCPS I =a—F 1~
73— N FRE L7z EIZRPMIL640 & Ad,
—EZOBHERE R T, £a—T 4
v 7 v— kB2 THP-1 % 5 x10° #1j/2 ml
THEREL, 5% CO, FHS T, 37°CT_HMH
BEFE LT,

4. HERRFEZ RER M B 2R
AR TR BB VLA AR ZE M ST BABREE (LEICA
DM IL; Laica)& iV TEIZ LT=,

5. MR & 287 B olENY

Ba—T 47— ETHEEE LM
(X 15ml Fa—7ICER L, Ei Lz, 10
ml O¢F PBS T 1 [EIEFE, FiFZ 5T, 1ml
O PBS IZMRB L 15ml KB L., EOE,
B UEfEZ Z[E#R DR L, el Uiz, Bed
#% . Complete Protease inhibitor Cocktail
(Roche) % & ¢ Protein Extraction Reagent type
4 (SIGMA)IZEEMR L 72, 33Dy B 1 0 AN
W% FR% L, 2D clean-Up Kit (GE Healthcare)
ERWTH N7 BRI L%, Protein
Extraction Reagent type 4 (Z FF &AM L |
2D-Quant (GE Healthcare)lZ L V) &# /37
BEBE L, Boiiey o7 BB
BRI T 5 F T-80°CIZ THIEMRTF L=,
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6. MS St Fl~ 7" F REEN O RS

EROIIICL TR LS 87 B
10 ug ZHEIEZE-T, Bom (VBT
Fy, TFME (E—FTEFTIR)
Lz, ZOWHR 16 wl iZ 50 mM NHHCO;
(77.2 wl), ProteaseMax Surfactant (1%, 5 ul;
Promega) % U* Trypsin Gold (1 mg/ml, 1.8 ul;
Promega)Z ¥ L, 37°CT 3 KEfA o F =
N—Ta L%, 10% b 7 d o R
(TFA) 5.25 W &hnz., IR TS5 HRAEL
TG EFIE S, BONTF N
OMIX Tip (C18, 100 ul: VARIAN #k)% {5
L THiYE L. Speed Vac (Savant)iZ CHz/E: X
ok, 0.2 ug/wl DIREIZZRD & 912 TFA
GH 2% 7B b= MU ALVEMATHEREL,
LC-MS/MS 53474 % £ T 4CThRF LT,
7.LC-MS/MS ¥ = v 7 fig#T

BESHEHE, V=TA4F 77/
7=V N, T )y REVE BT
LTQ/OrbiTrap Elite (Thermo Scientific) % {3
AL, BIZEHRC Tyrosine-1,3,6-Standard (CS
Bio Co)Z AW TF a—=v 7 R OVEER
Ex4T->7-, Nano-LC & L TiL, HTC-PAL
A — ~H 27— (CTC Analytics) % %Efi
L7z ADVANCE NanoUPLC (AMR) %
Lice hT o7 A—1 0 P RO R
AT & LTI, £#NLH L-Trap (0.3 x5
mm, L-C18, 5 mm, 12 nm; CERI), L-column
Micro L-C18 (0.1 x 150 mm, 3 um, 12 nm;
CERD) #fEM L7c, A A JRE LTIE, A
v 7 77 v FMEEEE (AMR % ABIRD)
% 4E4# L 7= Captive Spray A 4 JR(AMR) %
fEA L7,

Bt A (ki BSI positive ion mode
(A7 —BE 16 kVIZLVITHoTz, A% ¥
VT —HZ (MS A7 hAYE FT analyzer

(% fif B 30,000, I E B 8% H sz
300-1,400; Lock mass = ' R%H 2 RN 7 ¥
VR Y =T )L~ L)L Profile mode)tZ & Y
45 L, XCalibur data dependent mode (2 & ¥ |
BARAX Y BT O A REOE 3
DE—7 ZNERBRLTA A M T 7T
L0 MSIMS A~ MVERIE LT (CID,
Normalized collision energy 35 kV, Activation
time 300 ms, Dynamic exclusion duration 60 s,
Centroid mode), AIZERFRIIL 150 52/ & L.
MR EZ AL T L A4 o
MS/MS A7 b WERE L7229 1o
E L7,

Nano-LC OBEFEIZIE. A B (0.1%F
e BIWIEE (T2 b=RF)W)EERLE,
WiElE 300 nl/min & L, BT VEA (1.0
pEA— h 7o —& R L, —oH
Wi OEHEERNT 150 & L, 7
HEAL. 0-40%B/125 min — 40-55%B/130
min — 100%B/135 min — 100%B/140 min —
0%B/ 150 min D27 Y= M2 L 0%
H L7z, £l ROSHITBATT DN
B2 2 [ LTz, JITE O Y IR LT n=2
& L7,

SHHET R, Boiie MS 7—ZIZHED
WTHERK L72 Reject Mass List (8 &) %
Method File (288 L. RO ST 2 EIZ 2
[E# D RS Z LIk Y ., MSIMS 7— % & i
BT o7 F M EEms e,

8. Z NI EDREEL ER
8-1. Reject Mass List D 1ERK

LC-MS/MS T IZI VTR LT MS 7
— P F NI ERITAT T v FAR— A
Proteome Discoverer ¥ 7 7 = 7 vl.3
(PD1.3) (Thermo Scientific) {27 v 7'm— K
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L. Mascot L - Work
Flow/UniPort/Swiss-Prot 5 ~— 4 +~3— Z % f|
MLTE AT EREET-1-H%, RES
NEETOXRTF R —FFER%E Reject
Mass List IZF§E L7z, VT ia &AL
FLT AT S ITERTE LT,
8-2. ke mAfAT

F LN BDOSIREMATIL SIEVE2.0 Y
7~ =7 (Thermo Scientific) % v THT
o7z, LC-MSMS fIffTIZB VTR bz e
TOMS T—FHeRY 7 U =TI2A
Ab=nL, BOIAA LDz & )Ty
a A LOHEEEICESNEEY—T vy
Fr 7 &ITV, PDI3 ICEVEELEE
NI BEEREA A=V LT, ZEEMH
MaEBIiol,
8-3. A b r U—fRiT &R A = A AT
SRy B OB RAIME S A Y = A
fi##T X Ingenuity Pathway Analysis (IPA)&
UniProtKB W THT o7z,

9. faHlE~DELE

MFRIZAZ THP-1 HE a—v /T
v AWPGEEIR AN 7 LA LTREY ., fi
HEOMEIX 2N EBEZLNLD,

C. WFuis

(1) #EFE% OO TR

FEHE L C 48 BT T THP-1 OFFRER
X 112779, PMEA ¥ XU PHEMA =2—7
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Histone H2A type 2 B

2Bl k. c5fELLE
: Rslative reation (sample/TCPS)
Protein name Peptides Frames Hits
TCPS =16) PMEA PHEMA
Complement factor H 1 1 1 1.00 2.02 1.06 1.29
Complement component 1 Q subcomponent_binding protein_ mitochondrial 1 1 1 1.00 8.71 1.04 1.36
Complement component C8 gamma chain 1 1 1 1.00 3.31 0.77 0.90
Complement factor H_related protein 5 1 1 1 1.00 3.26 0.95 1.16
Complement component C1q receptor 1 1 4 1.00 Sl 0.71 1.04
Complement C1q tumor necrosis factor_related protein 8 1 1 2 1.00 3.01 0.69 0.85
| Complement C1q like protein3 _ _ _ _ _ _ _ o o o —— == oL ] 100 BN 059 085
Plasma protease C1 inhibitor 1 1 1.00 2.32 0.72 0.83
e e gesea C 222212 IIZIIIIII3CI3II81360 R mE00ET
Collagen alpha_1(ll) chain TTTTTAT T T T T 2T T 02 103
Collagen alpha_1(V) chain 1 1 1 1.00 3.26 0.82 1.16
Collagen alpha_1(VIl) chain 1 1 2 1.00 2.69 0.79 0.97
Collagen alpha_1(V1Il) chain 1 1 1 1.00 3.37 0.83 1.06
Collagen alpha_1(XIl) chain 2 1 13 1.00 251 0.86 1.14
Collagen alpha_1(XIV) chain 2 2 3 1.00 2.69 0.88 0.98
Collagen alpha_1(XVI) chain 1 1 1 1.00 3.06 0.78 0.93
Collagen alpha_1(XVIl) chain 1 1 1 1.00 311 0.94 1.26
Collagen alpha_1(XVIIl) chain 2 2 3 1.00 2.90 0.83 1.12
Collagen alpha_1(XX) chain 1 1 3 1.00 2.62 0.85 0.99
Collagen alpha_1(XXI) chain 1 1 1 1.00 2.55 0.61 0.90
Collagen alpha_1(XXVIIl) chain 1 1 4 1.00 2.86 0.73 0.77
Collagen alpha_2(l) chain 1 1 1 1.00 2.24 0.80 0.97
Collagen alpha_2(IX) chain 1 1 2 1.00 2.09 0.74 0.72
Collagen alpha_2(VI) chain 1 1 1 1.00 3.09 0.71 1.01
Collagen alpha_3(VI) chain 2 2 4 1.00 2.64 0.82 1.21
Collagen alpha_4(1V) chain 1 1 4 1.00 3.05 0.91 1.01
Collagen alpha_5(V1) chain 1 1 2 1.00 2.69 0.71 0.80
Collagen alpha_6(VI)chain _ _ _ _ _ _ _ _ _ _ _ _ _ — _1 - _1 _ 1_ 1 1.00 2.69 0.71 0.80
von Willebrand factor 1 1 1 00 T T338° o079 " o087
von Willebrand factor A domain_containing protein 8 2 2 7 1.00 2.39 0.66 0.98
von Willebrand factor A domain_containing protein 5A 1 1 1 1.00 11.30 1.56 228
von Willebrand factor D and EGF domain_containing protein 1 1 3 1.00 2.06 0.79 1.13
[von Willebrand factor C domain_containing protein2 ke _ _ _ _ _ _ _ 1 _ _1__ L 1 1% 20 _ 072 | 09
Coagulation factor V 2 2 2 1.00 3.36 0.70 113
Eoigwtio_n ta_cto_r \/_|| ________ 1 1 6 1.00 B9 0.69 1.09
Tnter alpha_trypsin inhibitor heavy chainH4. _ _ _ _ _ _ _ _ _ _ _ _ 1 — 3" "1g | 100 _ 458 _ 082 _ _109
ot st Brdngpse - - - =~~~ TCTTTIITTITIE]IEI2EI R T
Protein Z_dependent protease inhibitor 2 1 2 1.00 5.61 1.38 2.31
Plasminogen T T TTT T T T T T AT T T T 00T 301 T Tos T 095
Plasminogen_like protein B 1 1 2 1.00 6.14 1.01 117
Plasminogen activator inhibitor 1 RNA_binding protein 9 14 122 1.00 4.47 0.77 1.05
[Platelet endothelial cell adhesion molecdle 6 6 14 [ .00 300 0B~ ~ 102~
Platelet_activating factor acetylhydrolase IB subunit alpha 1 1 2 1.00 2,87 0.64 0.73
Platelet_activating factor acetylhydrolase 1B subunit gamma 2 3 9 1.00 3.28 0.68 1.27
Platelet_derived growth factor receptor beta 1 1 2 1.00 2.85 0.86 1.06
|Platelet_derived growth factorsubunitA_ _ _ _ _ _ _ _ _ _ ____J1__J1__2 110 26 07 057
High mobility group protein B1 7 15 85 1.00 2.70 0.78 1.02
High mobility group protein B2 8 14 106 1.00 2.97 0.83 1.03
High mobility group protein B3 4 5 37 1.00 2.79 0.71 1.00
Histone H2A type 1_D 1 3 41 1.00 4.01 0.75 1.08
Histone H2A type 3 8 14 154 1.00 3.63 0.78 1.07
Histone H2A.J 1 2 14 1.00 3.57 0.74 1.06
Histone H2B type 3_B 4 8 69 1.00 3.54 0.80 1.10
1 1 14 1.00 3.35 0.83 1.05
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RIAUNIEHBREEBRMER . FOVEVY T FILEER NV EE

2fFLLE
Rslative reation (sample/TCPS)
Protein name Peptides Frames Hits

TCPS PC PMEA PHEMA
Adenylate cyclase type 2 1 1 6 1.00 3.92 0.67 1.02
Adenylate cyclase type 9 1 1 1 1.00 2.14 0.74 0.93
Adenylate cyclase type 10 1 1 1 1.00 3.69 0.75 1.16
RAC _alpha serine/threonine_protein kinase 1 1 2 1.00 226 0.71 0.98
Rho guanine nucleotide exchange factor 1 5 6 22 1.00 2.43 0.84 1.03
Rho guanine nucleotide exchange factor 2 5 8 52 1.00 2.04 0.74 0.81
Rho guanine nucleotide exchange factor 10 1 1 3 1.00 2.32 0.76 0.93
Rho guanine nucleotide exchange factor 12 1 1 1 1.00 2.89 0.74 0.94
Rho guanine nucleotide exchange factor 15 1 1 1 1.00 Z2.55 0.61 0.90
Calcium/calmodulin_dependent protein kinase type 1G 1 1 1 1.00 239 0.77 0.92
Calcium/calmodulin_dependent protein kinase type Il subunit alpha 1 1 1 1.00 3.48 0.69 0.87
Calcium/calmodulin_dependent protein kinase type Il subunit delta 1 2 5 1.00 3.3 0.87 1:42
Epidermal growth factor receptor 1 1 1 1.00 2.18 0.71 0.87
Formin_binding protein 1 2 2 2 1.00 4.54 0.91 1.13
Transcription factor GATA_4 1 1 2 1.00 242 0.74 1.05
Transcription factor GATA_6 1 1 2 1.00 242 0.74 1.05
Guanine nucleotide_binding protein subunit alpha_13 1 1 1 1.00 2.73 0.89 1.02
Guanine nucleotide_binding protein G(i) subunit alpha_2 6 8 49 1.00 2.42 0.67 0.84
Guanine nucleotide_binding protein G(olf) subunit alpha 1 1 12 1.00 325 0.76 1.16
Guanine nucleotide_binding protein G(q) subunit alpha 1 2 5 1.00 2.06 0.86 1.16
Guanine nucleotide_binding protein G(t) subunit alpha_2 2 2 2 1.00 297 0.85 1.06
Guanine nucleotide_binding protein G(1)/G(S)/G(T) subunit beta_1 3 3 18 1.00 2.60 0.85 1.06
Guanine nucleotide_binding protein G(1)/G(S)/G(T) subunit beta_2 4 5 25 1.00 2.89 0.86 1.21
Guanine nucleotide_binding protein subunit beta_4 4 4 43 1.00 2.80 0.86 1.15

Guanine nucleotide_binding protein subunit beta_2_like 1 17 22 193 1.00 3.70 0.81 1.17
Growth factor receptor_bound protein 2 7 g 85 1.00 2.01 0.73 1.18
Inhibitor of nuclear factor kappa_B kinase subunit beta 1 1 5 1.00 2.55 0.76 1.02
Inositol 1_4_5_trisphosphate receptor type 3 1 1 12 1.00 3.55 0.91 1.07
Dual specificity mitogen_activated protein kinase kinase 2 1 1 1 1.00 2.67 0.73 0.95
Mitogen_activated protein kinase 1 3 3 15 1.00 3.07 0.92 1.18
Mitogen_activated protein kinase 3 1 1 1 1.00 2.60 0.82 0.94
Mitogen_activated protein kinase 13 1 1 2 1.00 2.70 0.98 0.89
Myosin light chain 1/3_ skeletal muscle isoform 1 2 17 1.00 4.30 0.79 1.16
Myosin regulatory light chain 2_ ventricular/cardiac muscle isoform 1 1 1 1.00 3.92 0.66 1,32,
Myosin light polypeptide 6 7 9 103 1.00 3.04 078 1.1
Myosin regulatory light polypeptide 9 3 5 17 1.00 833 0.80 1.08
Myosin regulatory light chain 12B 1 1 14 1.00 3.16 0.86 1.16
Myosin light chain kinase_ smooth muscle 1 1 2 1.00 2.70 0.98 0.89
Protein disulfide_isomerase A3 26 38 310 1.00 3.48 0.80 1.09
Phosphatidylinositol 4_phosphate 3_kinase C2 domain_containing subunit beta 1 1 1 1.00 2.26 0.61 0.83
Phosphatidylinositol 4 5_bisphosphate 3_kinase catalytic subunit alpha isoform 1 1 6 1.00 2.78 1.19 1.34
Phosphatidylinositol 4_5_bisphosphate 3_kinase catalytic subunit beta isoform 1 1 1 1.00 4.95 0.79 1.21
Phosphatidylinositol 4_5_bisphosphate 3_kinase catalytic subunit gamma isoform 1 1 1 1.00 3.81 0.72 1.02
Phosphatidylinositol 3_kinase regulatory subunit alpha 2 2 7 1.00 2.36 0.84 091
Phosphoinositide 3_kinase regulatory subunit 5 1 1 2 1.00 2.67 0.81 1.23
Phosphoinositide 3_kinase regulatory subunit 6 1 1 1 1.00 271 0.77 1.23
1_phosphatidylinositol 4_5_bisphosphate phosphodiesterase delta_1 1 1 3 1.00 3.87 0.91 1.05
1_phosphatidylinositol 4_5_bisphosphate phosphodiesterase delta_3 1 1 3 1.00 3.44 0.83 0.93
1_phosphatidylinositol 4_5_bisphosphate phosphodiesterase epsilon_1 1 1 7 1.00 2.53 0.80 1.03
1_phosphatidylinositol 4_5_bisphosphate phosphodiesterase eta_2 2 3 1 1.00 3.20 0.87 1.06
Protein kinase C zeta type 1 1 3 1.00 3.33 0.54 0.91
Focal adhesion kinase 1 1 1 2 1.00 37 0.87 1.09
Transforming protein RhoA 1 1 14 1.00 2.74 0.73 0.97
Rho_related GTP_binding protein RhoB 1 1 14 1.00 207 0.88 0.92
Rho_related GTP_binding protein RhoC 4 4 27 1.00 3.01 0.80 1.15
Rho_related GTP_binding protein RhoG 3 4 10 1.00 2.46 0.70 1.01
Rho_related GTP_binding protein RhoQ 1 1 14 1.00 237 0.75 1.02
Rho_associated protein kinase 2 1 1 1 1.00 4.16 0.87 1.32
Son of sevenless homolog 1 1 1 2 1.00 255 0.93 1.18
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