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&1 HIVEP3E I TSNP & DIEBAARAT

dBSNPID SNP No Chr. Chr. Position Detection Alleles Risk allele P RR
rs4526604 1p34.2 41954731 GWAS [Cm] C 0.000219 12.24
rs10493099 1 1p34.2 41959792 GWAS [A/G] G ROna212 1224
TagMan 0.00187 2.58
rs12088923 1p34.2 41964947 GWAS [AM] A 0.000219 12.24
rs710235 2 1p34.2 41975301 GWAS [A/G] G 0.000212 1224
TagMan 0.00187 2.58
rs710234 1p34.2 41975444 GWAS [Cm] T 0.000219 12.24
rs12126740 1p34.2 41996496 GWAS [A/G] G 0.000273 12.00
rs4660204 1p34.2 41999389 GWAS [A/G] A 0.000219 12.24
rs2165303 3 1p34.2 42000606 GRS [CT] T 0.000219 il
TaqMan 0.00187 258
rs393950 4 1p34.2 42016136 TagMan [GM] G 0.889 0.85
rs2786480 5 1p34.2 42043750 TagMan [TH3] T 0.00605 211
Risk allele FRERICO>VWTEBRTVILERT.
GWASTRUIELGERRIE14A. ERE1 AN SBEERTSES.
#2 NME7:E{=FNSNP & D FHERfEAT
dBSNPID SNP No Chr. Chr. Position Detection Alleles Risk allele P RR
rs7541564 1924.2 167406175 GWAS [Cm] C 0.000187 9.64
rs3820056 1 1g24.2 167415902 TagMan  [T/G] T 6.03x10® 5.51
rs12067018 1q24.2 167416957 GWAS [CT] T 0.000187 9.64
rs9633334 2 1q24.2 167436480 TagMan [T/C] T 6.44x10° 419
rs10800418 3 1g24.2 167450009 TagMan  [A/C] A 0.0320 262
GWAS 0.000871 16.59
rs6688038 1g24.2 167457196 C T
§ 0 TagMan 1O 763x107 7.0
rs 12145969 1924.2 167458734 GWAS [CT] T 0.000871 16.58

Risk allele G RERCOVWTEBBFULERT.
GWASTRLAMUEEMERE 14 A, FERE19ANSBLERTSH S,

ZDNME7BGT & AR EFE & DR EHE in a Japanese Population: A Case Control
FRIZDWTHEBRUMRAT 2 2 b=, L 0 3 Mg Study Using Polymorphic Microsatellite
FRLETH S, Markers. PLoS One. 2013 Aug 22:8(8):¢71993
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