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7
1.
Campylobacter jejuni NCTC11168-KM
81-176-KM 20
Mueller-Hinton
MHA  BD Bioscience Mueller-Hinton
broth  MHB  BD Bioscience
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25¢g

NCTC11168-KM
10’

-20°C

5 7 14

Preston

3. EMA-PCR
3.

Fuksuhima

MHA
81-176-KM 1g
10°
0 2
N=3 225ml
30 pg/mi mCCDA

1.

Viable Campylobacter Selection kit for PCR

LED Crosslinker 12

DNA

EMA

Nucleospin Tissue XS kit
DNA

Cycleave PCR Campylobacter

(jejuni/coli) Typing kit

Light Cycler 480

PCR
100%

MH

1g
25g N=3

EMA
EMA

C. jejuni 20

CFU

2 7
225ml Preston

mCCDA



0 F 2
2 7 2.0E+06 + 1.04E+06 CFU/g
5.9e+05 4.4E+06CFU/g 7
9.8E+05 + 5.7E+05 CFU/g  1.8E+05

3.0E+06CFU/g 2
F 2 7 0.686
0.004 2 7
2
1. C. jejuni
NCTC-KM 81-176-KM 25¢g
10’CFU/g
7
NCT11168-KM 19.1% 81-176-KM 22.1%
14.6%
18.6% 1 2
NCTC11168-KM 37.6%
31.3% 81-176-KM
42.1% 33.6% 1
2 81-176-KM EMA-PCR
1
VBNC
2. C.jejuni
20 C. jejuni
10’CFU/g 1.2E+07
2 7
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VBNC Asakura H, Taguchi M, Ekawa T, Yamamoto S,
Igimi S. (2013) Continued widespread
3 dissemination and increased poultry host
fitness of Campylobacter jejuni ST-4526 and
ST-4253 in Japan. J Appl Microbiol. 114(5):
1529-1538.

C. jejuni EMA-PCR
2
2
7
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