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Relative mBENA expression
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Protein expression of Nestin and Pax6 (neural progenitor marker) confirmed the neural formation in
iPS colony. RT-PCR and Real-time PCR analysis of neural precursors at 1- and 2-week. Gene
expression of Nestin and Pax6in 201B7 is higher than that in A108.
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Neuron-derived from iPS were confirmed

using with Tyl and Map2 antibody

Neural

differentiation efficiency in A108 is lower than that in 201B7. Real-time PCR analysis of neural
differentiation in A108 and 201B7 using with Map2 gene.
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neuron development (GO:0048666)
GeneSymt Regulation [201B7]

NCAMZ2  down
DPYSLE  down

MNEFL down
NTF3 down
CDH4 down
TEX2 down
TH down
DOLK1  down

NFASC  down
NTNG1  down
IRX5 down
SEMA3F  down
ONECUT2 down
HOXAZ  down
NGFR down
NFASGC  dawn
RCBOZ  down
PTPRZ1 down

RORB down
BIPT down
COKAR1 down
ISL1 down

BIPY down

371

euron cell-cell adhesion (G0:0007158)

GeneSymtRegulation [201B7]  [A108]

MEFR down -0.286
MLGN1  down
CDH4 down

NTRK3  down
SEMAIF  down

HOXAZ  down
MNGFR down
ROBO2 down
NTN1 down
DLLY down
ISL1 down

GeneSymt Regulation [201 '[A‘!OS]
NCAMZ  down ' 1
CTNND2 down
ASTN1  down
COK3SR1 down

ositive regulation of axon extension (GC:GO45773)
GeneSymt Regulation [201B7]  [A108]

CDH4 down
WTRK3  down
MAPT down
MTH down

1 |neuron migration (GO:0001764)

regulation of neurcn differentiation (G0:0045664) dendrite morphogenesis (G0:0048813)

GeneSymt Regulation [201B7
TLXZ dawn
CACHA1TA down
DCLK1  down
CELSR2 down
GCX down

regulation of neurotransmitter secretion (GO:0046¢

GeneSymt Regulation [201B7]  [A108]
SNCA down
EDN3 down
CACNATA down
SHCG dowin
EDMN3 down
GRS down

GeneSymt Regulation [201B7
NR2F1  down
DCLK1  down
TWIST1  down
MDGA1  down
BCX down
DCOC2  down
NTH1 down
TWIST1  down
CDKAR1 down
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Bota actin-A108 cardi

Ciota actin-25305

Bata actin-AT08 i
Gata actin-253G PS5
CHMNT-A1 08 cardi
CMNM1-253G carch
CHMNT-A108 iPS
CHMMNT-253G iP5
YT old-A108 cardi
WMYHT old-253G cardi
Y H1T old-A108 iPS
YT olad-253G iPS
MNKX2.5-A108 cardi
MKX2.5-253G cardi
MKX2 5-A108 iP5
MKX2 5-2530G iP5
Cnt-AT08 cardi
Ct-2530 cardi
Cint-A108 iPS
Cnt-2530G iP5
CHMMN-ATO8 cardi
CNMN-253G ca
CMM-AT08 iPS
CMNM-253G iPS
SLOBAT-ATO8 cardi
SLOBAT-253G cardi
SLOEAT-ATOS IPS
SLCEAT-253G iP5
Y L3-A1 08 cardi
MY L3-253G cardi
MYL3-M108 iP5

LMYL3-253G iPS
YT 1-8108 cardi
WP 1-2530G cardi
MY HT1-A108 iFS
YT 1-253G PS8
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