BIGE % Th1T MUK TFIEOWERIE & Ol Z2 &9
THF LV VVTHERS 5 Z LT, FRBORMEL B
TOHEERALIT L, BIRR XN EEER RR-US &
EITEIMS OIRFEEIBIGA T2 ZENARETHD LB
bbb,

D. £%

RR-MS B3 TIXEAM M T HEAZ S 0O NRAA2 DI TTHE L
TWBZEERODDFERNY & LT, MS OEE7 L
T& 5 EAE & IV T NR4A2 FER T HIBL & B O 5050 EE
TERHEHE & DR A 36T LT, FORE., B
HRRDEH OB RIEICBWT, B KEMED Th17 #
HE 7% NR4A2 FEERTTIEE 2 £F - OB BRI &I i
DB ENREN, F OB ThLT Mtz B 28
DEF 5 NR4A2 DHIZZ T TWB Z ENBH BN E R
77, NR4A2 H LAY siRNA @ in vivo #E1Z L Y EAE
TRIENF BRI U2 &2y  NR4A2 23 RR-MS 12 %4
BDEFLVRIEAEN & 7 DATREME DN R S e, Bt
32 L 7= NR4A2cKO = 7 A2 EAE 23584 5% & | AMEH
RE2MTIESE2ICIE &, Th17 M OiE b A BIC(E
TLEZ EG NRIA2 IZEMEI O B R BRI
BUWTTh17T MBEOREMEZHIEHT 2O CEELRKF
THAIERESNE 2oz, —FH T, NR4A2cKO = 7
A D EAE Tid, FEBIICHT-RFENHEIR L,
Th17 MERR DIEEMEIIXEAL RN L, 2 DJFRKE
b Th17 AMARIRTFMED RR-MS & 1X B2 DR 2 K+ 5
LD LEZ BN, Lz o> T, NR4A2cKO =7 2ick
7% BAE %R ERIL, EITRMS REEA R L D B4
<ELVWEWET VERMETIFRRBERE L 6N 5,
KT ADREBEHRA D = X b BT+ 2L
T, MSTRREDZEMEEZEMT A FERNVBRELND B
DEEZ LT,

E. k&

NR4A2 R FEME DR EME Th17 MERIZ. RR-MS OVREETSRL
WRICESEE T3 THRTHD, BEFHRESTT A
% BV Tz EAE B4 2> 5 Th17 MERAFEKIEME DFSEENTE
ETHIERFIITRENTZZ ENG MSREDZHE
WA BAETH 52T, FRAZEBYTTVERL LR,

F. BEARESR

G. FFFE 3R
1. FRCHRE

1) Nuclear Receptor NR4A2 Orchestrates Thl7
Cell-Mediated Autoimmune Inflammation via IL-21
Signalling. Ben Raveney, Shinji Oki, Takashi
Yamamura; PLOS ONE. 8(2): e56595. (2013)

2) Plasmablasts as Migratory IgG-Producing Cells in
the Pathogenesis of Neuromyelitis Optica. Norio

Chihara, Toshimasa Aranami, Shinji Oki, Takako
Matsuoka, Masakazu Nakamura, Hitaru Kishida,
Kazumasa Yokoyama, Yoshiyuki Kuroiwa, Nobutaka
Hattori, Tomoko Okamoto, Miho Murata, Tatsushi Toda,
Sachiko Miyake, Takashi Yamamura; PLOS ONE. 8(12):
e83036. (2013)

2. BERR

NES e

1) Raveney B., S. Oki, T. Yamamura: NR4A2 controls
distinct populations of Th17. 13th Annual
Conference of FOCIS (FOCIS2012), Vancouver, Jun.
20th~23rd, 2013

2) Raveney B., S. Oki, T. Yamamura: NR4A2 modulation
during autoimmune inflammation of the central
nervous system reduces pathogenic T cell responses
and ameliorates clinical disease. 6th Congress of
the Pan—Asian Committee for Threatment and Research
in Multiple Sclierosis (PACTRIMS), Kyoto, Nov.
6th-8th, 2013

(BN

1) FEME IL-17 BEEAE NG O NR4A2 FEEMERFIC BT 54
FaFREAER K& 5], N> LA =— Uk
M %5 25 B B AHRGRESES - FINESR 11 A 27-29
A (2013)

2) FHRFRRE SR DRIENE B AR B EIC B o DR R
P T AIRBE DR KR fRE], Nv LA =
Rt B 85 25 B HAMRGESS - FINES 11 A
27-29 A (2013)

3) NR4A2 controls Thl7-mediated autoimmunity. Ben
Raveney, Shinji Oki, Takashi Yamamura; 5 42 [8] H
AEpEFEME - FivdES ; 12 A 11-13 H (2013)
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R AT B TSR B & B R R B S T RAT SRS 36 (R MR B OR IRAF 785 26)
o s EE

BT v VBN E AW EDSS 2 a7 L A ESMEEES/LoBS

WFEE AT ESLHEM - FRERII v ¥ — R R 2R HE
W E  THEL ESLHEM - FRERIIE v ¥ —RRBSER2 R ER
M E BT ESLHER - #RERITSEE v & — R AE ER

MEEE
BEREMA DL IBMEEVIERE % 312, EDSS TFMEl S A R AFT AL & DTT 24 CR-MMl & 1 5 X BB Boimts
EOBESRE L, BREMAT OZREMEELERSE OB CESEMN - RERMEE ¥ —IHRICARERIZ
EDSS TEHfi & v, Philips #8437 MRI & CTIRT > VY VB EIRE LTz 47 AEREIC Lz, DTI O2RET
T3 5 Tract Based Spatial Statistics & FAVVT, 47 A2B ™ EDSS. HEEERIFEEE ORI, /NRMEEE,
ErEERE, RAEHAE. BEMLEIGHEE. R, BHEEoX a7 L DI BB 6HE bR EFEE
(fractional anisotropy value, ELF FA{H) & OMEERMET L7z, MO EVWELFH T, EDSS & FAEOMBIZH
FHEMICE B YEE (p<0.05, ZEEEMEIER) NALNE, BEENEEEICE L TiX, FAEOK T I
HBE &/ RE D R a T L O COLREHFMICE B2 FE (p < 0.05, ZELEMHIER) BEEIN, 8
REERERE, PMERRE, AR, BEREELRGMAE, HEMEEOR a7 L FA EICIFEERMEEIXA N o7,
AR O RITIZREEE(LERE CIIEMEERIET & /NS EET oBITICHMAEHREEELLIEbo T
DEREME R R, JLENT v Y VBAENTIE, BREMA L RBMEECE OB RRIET & /MR ERIE T OET OFHME
WERATHDARERD D,

A. BFFEERY ARHAERE (p < 0.05, SENEMER) BHbhk,
BEEL MRI & Expanded Disability Status Scale (LA, — E/CHHMEEED X =7 1d, FAEDORICHAHZEMICEE
EDSS) 1 & HIc SR LED B E 2B CREEMmc 2WHEE (p < 0.05, ZEMKHER, KEE) Ri
HRINTWS, BB CERESNS T2 MBS FLAIR - biv, /NEEIEO X 2 710 FA EOMICHKEEMICE
BCORFHFROBEIILT LS EDSS LFHEALZRY  Z/AUMEE (p < 0.05, ZELERHIER. KTE) 28
T EREMBENTWA (clinico-radiological paradox). N Ra
YoweT v 48 (diffusion tensor imaging, BAF DTI)
WEKIEE OENRE R 1B U CAEMO BB ICBIT 28 E
BHEL BRI ATRECTH D, AT CIIEREM
B D 2R MR LIE B % 1821, EDSS CTREl S B 1
REFERET AL & DTL AT CRME S 2 i B B RUiEE o
BEE 2 imEt Lz,

B. BF5E 5

SHERIZ 2011421 A LY 2013 4 8 A OB ICEREMRA
DEFEMEREERE OBR CEN M - WRERDZE
T2 —dEkE (LU, HBE) IS AFRRFIZ EDSS CRHE &
AU, MPE D Philips #-8Y 3T MRI B CHE T > Y &
AR Lic 47T A DTI OLMENTIEToH 5 Tract Based
Spatial Statistics EZ AW T, 47 A28 ® EDSS,
HERERIBEE T O SR IEEERE, /NINEEEE, RMERRE, R
THERE, BERCEGERE. HRHEE, BHERBEoR =T
L. DI BB LB N IEBEFME (fractional
anisotropy value, ENFTFAL) &OMBIEMELI  gerkpeigie, Medtie, BOLWE, BREEIRIE, &
xﬂ%&ié5%®ﬁﬁ§5%®%%%ﬁT{TbnfCo %%ﬁgwx -1 '7‘ & FA{E@%%’?@?EE@Gi%L 6“7‘@75)0 71-:°

C. FatiE &

AN DS T EDSS & FAEORICEE FMIcEE




D. &%

IHETIZ O E R ML REF IV TEDSS 28 EH 3
5 LN ORHPRILOEITEZ KR L CFAENMET 45
LT ORENRDH DN, KRFOERL e RT3,
AR TIXEDSS Ra7ZFD L DT Tl FhouE
ThHERERIBEEE I L CHENCEEME L, ek
BIEEE O R T, FAEOIE T ITREREEEE & /N ikiaE
DAAT OB TOAEREZHEANBEE SN, B
ERANEERE & DB BEE STV DR IR & kR AE
ORNTITRFIZBRVEFERE N b (B ),

450000 e R 13 = 0.281
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ARENC LV ZRUEBE(LERE TN BAE OMBEE
ZALDSEST 213 LHEFRAR & /MM RE DR T 03 AT
IO AREMEASRIR E D,

E. &8

JEHT Y VAR, B AR SRR IE D8
TESBEIR T & /MM REIE T OBEFT O IMFIZ A FTh 5
MR B B,

F. @ERAERER

G. PR RR

L GmICHER

Kamiya K, Sato N, Saito Y, Nakata Y, Ito K,
Shigemoto Y, Ota M, Sasaki M, Ohtomo K.
Accelerated myelination along fiber tracts in
patients with hemimegalencephaly. J
Neuroradiology 2013 Sep 30(Epub ahead of print)
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JEAE T R IR B & BETA R B T IR SR 2 (B IR BB SO RTS8 3E)

R RHREE

EBNAL R BETFHOSF Xy — 7T MS BEICBITSES

e LR E—  BARERRFEEEFR AN A T~ T4 I AR

MR E R 23 LAE(multiple sclerosis: MS) &, HARMHIR R A B ICRIEMHEEE D £
FLTHRELEEVIETEHRC, EEMNERGEREF)ERENERRRE FLRER 7 OE
MEZoFB EAERICRVRIENRESN TS, YK T LTI EB VA /L A(Epstein-Barr virus;
EBV)DEYE, MS HBIEREEEBmDHIENFLN TS, EBV IX CD21 2L T B Mifadks 2
HOLTIRRGL L, — BRI 9D L AR DT DR AL DS AN 975, EBV nuclear antigen 1(EBNA1)
1%, EBV 7'V LD — < )L e BRIV ZE 2 2 R C L BBV OEBHRIEGL THILEY
Tz R LTV D, EBNAL I EBY 7/ LADBIGFREBRDH2LT, 1EES / LOBILTFIHE
LT R B R F LU TEK, MS FEIE 15-20 FRIICHT EBNAL FUAENHBEAL, 20 EH X
clinically isolated syndrome(CIS)H>H MS ~DFATZE TR T D720 DFeIEL 0D, LOLIRDHE
TEFETMS ZIEICE #5745 EBNALER)E ST FE(EBNA1-target genes; EBNAI-TG)DER
LA BT, AHBFSE Tl next generation sequencer(NGS)#% F\ 7z ChIP-Seq 12X %
EBNAL-TG D#8FEBIRENTT —F 2 BRITL, €D FRy N —7&FEEL, MS FBIEICEITD
EBV DO&EZ i~

A. BFFEHE)

23 MERE(VE (multiple sclerosis: MS)I,
HHE PR R BB RIEE B R 3% 3L T
BRI EHER T OEFER NS5,
bR e & oo M B BT R R R
(prevalence)ld, 10 T Axt 50-100 AN Téhd,
MS Tid, BEMER@ERRT)LERENE
R (G R 7 L BRI ) O HE R BRI

FOBENBESN TS, MS T, Bi¥ H
EHUBE RS~V S—T #(ThL, Th17)A
HERL., MR AMBIFT &80 L O OH R ITIE
L, v zury—o037us )7 EEE T
By T 27 B —HIBHEEE T HRFEME Y AR
A NIIBEE MR G E L HHE T D, MS 1R
PRIEEDG | T3 B AET (relapsing-remitting
MS; RRMS), 2 & # 17 H



(secondary-progressive MS; SPMS), 1 LT
Al (primary-progressive MS; PPMS)IZ /38X
ND5, ESFIIIE T MaRE, suiRhE.
FVIF o RaY AT RI— ADFT RICES
E AP ESNTND, ZOESIT MS 1
IR ETHN, EOBERLERDNTF
B ITBA B2 Tl

MS RIEICBEE T2 HORERFOF
T%. EB A /L X(Epstein-Barr virus; EBV)?D
YT, BIERTRERDL2IENMBNT
VD (Thacker et al. Ann Neurol 59: 499-405,
2006), EBV i CD21 ZJL T B #ifa%rRZAY
IR, — BRI T DL A DT> TR
ot B Y N B 3L 9 5, EBV nuclear antigen
L(EBNADIZ, EBV 7/ AD T —~< L7 HE
B BRI N Z L VT, BBV DR
YL THDRREE Z R LT %, EBNAL
L EBV 7/ LADBIRFHEBEDOHIRET EE
7 ADBEFERLHIETLIEERFEL
TEI<(Westhoff Smith and Sugden. Viruses 5:
226-240, 2013), MS FEIED 15-20 £ERETICHT
EBNA1 FUESHEL, €D EHI clinically
isolated syndrome(CIS)H6 MS ~DAITE T
B4 57 DL A (Linemann et al. Ann
Neurol 67: 159-169, 2010), LL7a S BHAE
ET MS FIEICEERE G 9% EBNAT RAE
{5 #£(EBNAl-target genes; EBNA1-TG)D
EFITEALDTIR,

2003 FIZENTJ AMEEENBTET L, v/

Tl AZRWTE* OMIRICE T 228 ETF
FEF R LTE R A PEH ) DB R IR
Frifisk 2 LolzeoTz, FloibFE Rty —2
=Y —(next-generation sequencer: NGS)%
ANWT BADET /LR — L% BT
fRAT SR D 9127, SRR IESE NGS
EHAEDEDIEICEY, ¥ A EDERER
FOFEB NP AN DIEH T B R EE T
fENT 9 HI51E% ChIP-Seq LFES, VAT LA
)= (systems biology)D L5, BMIK
BERSF RN — 7 TREICEEI N
BHERTHO, MS 72EDZL DR, v A
TLEREOHEBE CHLr NARRA
(robustness) DIEFEIZFE K L TV B EE 2 B
T2, BB FREITEIR ORI E SIS
bbb, wA7a7 LA NGS T HEH
ENDEReT —XIZEAL UL, 204
HIZR BRI T LB A S TIdauy,

VLA | [ER72SCERIT B DAk % 7255 T[]
FHEERZHEHL T EEERS VI T
VAEBROICIELIZMERT —F X — 2%
(knowledgebase) S LA, BHER AR T
Ry bT — 7% LR 8 B AT SR D KD 1T
72 o Tn, ARHBFFE TIE. ChIP-Seq 2 &5
EBNA1-TG OMERRFFIT T — 2 2 FARITL .
FDFFRYNT—I&EEL, MS BIEILE
(7% EBV O&F|I 2T~

AFFRORFEIL, MS OIREAEFICER
L. BEAEBBITEEFELT5EED QOL M



RIZo2h3 5,

B. W5
1.EBNAI-TG ChIP-Seq 7 —% DEfEHT
DDBJ Read
(trace.ddbj.nig.ac jp/DRASearch) 7> & 7 — &
> b SRPOISI32 &V rm— KL,
SRP015132 |, EBV 5% Burkitt U/ ~fEH
Sl fE K Raji M AE % mouse monoclonal
anti-EBNA1

Sequence Archive

antibody(Advanced
Biotechnologies) % 72 I inouse IgG(input
z H v T
immunoprecipitation(ChIP)& Illumina Genome
Analyzer I1 C NGS fi##T(ChIP-Seq)& 172727
—4(SRALite format) T&HD(Lu et al. Virol J
7: 262, 2010),

ZDT7 —4#% FASTQ format \ZZE#iL .
FASTX-toolkit(hannonlab.cshl.edu/fastx_toolk
it) C quality 23R +24372 reads % [&7=, Bowtie
0.12.7(bowtie-bio.sourceforge.net) 2 A V\» T

control) chromatin

reference sequence hgl9 [Z~vv b 7L,
MACS(liulab.dfci.harvard.edu/MACS) & A \»
C peak, summit % fold enrichment(FE) > 20,
FDR < 5% O & THHEHL., HER
EBNAI-TG ZREL, TNHIZEL T
GenomeJack verl 4 =ZAN—ZAY T M HWN
T e /A LD BZRIELZ(K), £z
MEME-ChIP(meme.sdsc.edu/meme/cgi-bin/me
me-chip.cgi)® iV C, EBNA1 #& & #RALD

consensus sequence motif ZfHHL7=,

2. EBNAIL-TG D%y FF v bD— 7 ffHT

EBNA1-TG ® Entrez Gene ID % Database
for Annotation, Visualization and Integrated
Discovery(DAVID)v6.7(david.abcc.nciferf.gov
NCAFILTT /) T—va U&7, &
WIERH AT T b7 4 —2b KeyMolnet([E 3K
57 F &% & BF 28 BT ) . Ingenuity Pathways
Analysis(Ingenuity Systems) & M \» T |
EBNA1-TG D43 F v T —7 & BT LIz,

(R EEE ~DELE)

ETCOT —HIARINTRnET —FTHY,

T DFE RIS B 70 B R B2V,

C. Wroemsst
1. EBNA1 ChIP-Seq 7 — & D Ef#AT
SRP015132 OFAFATIZLY, FE > 20, FDR
< 5%DEAFE 7o 9 418 peaks R H LT, ¥
v oXUE B —R L7 non-coding genes &
intergenic regions \ZTFTET % peaks LEEE
{57 %Br< 228 peaks I, protein-coding genes
ITEEIZALE L TEY, the promoter (n = 34;
149%), 5’UTR (n = 1; 04%), exon (n = 5;
2.2%), intron (n = 161; 70.6%), 3’UTR (n = 4;
1.8%), 3’down (n = 23; 10.1%)Z53H L Tz,
45 BIET1(19.7%)1%. BE# D EBNAI1-binding
site #H T AIEHEE T —E L 72(Canaan et
al. Proc Natl Acad Sci USA 106: 22421-22426,



2009; Dresang et al. J Virol 83: 2930-2940,
2009; Westhoff Smith and Sugden. Viruses 5:
226-240,2013),

FE 75 top 100 ® EBNA1-TG @ MEME-ChIP
fi M T X
5’[G/A]GGI[T/CIAGIC/T/G]A[T/A]G/AITGC
T[G/AJCCCI[A/G]3’ (E-value = 3.4e-339) %
EBNA1 #& &7 consensus sequence motif

ELTIRE 3k 7=(X 2),

2.EBNAI-TG D43 FF b — I AT

Iz 228 EBNAL-TG O Entez Gene ID %
DAVID (ZAF1L7=, Gene Ontology(GO) term
& L T X “regulation of cell
(GO:0051270; p = 0.000006),
membrane part” (GO:0044459; p = 0.000039),

motion”

“plasma

“apical plasma membrane” (GO:0016324; p =
0.000116) & OB EMELEZ T O, F- 228
EBNAI1-TG I IPA Tl functional network &
L Tld“Nutritional Disease, Cell Death and
Survival, Cellular P =
1.00E-67)( XI 3), “Developmental Disorder,

Development”

Hereditary Disorder, Cellular Movement” (p =

1.00E-51), “Cellular Assembly and
Organization, Cellular Function and
Maintenance, Cell-To-Cell Signaling and

1.00E-47)& D BEE R0

Interaction” (p =

77
&2 KeyMolnet & AV T, 228 a1 % 1A

S &ELT, KeyMolnet library ([ZR#IEIL TN
92 MS E}%tﬁiﬁ%%%n\ (EL/VC‘ ﬁD/n iﬁ%/n\ﬁ
IETREHT L T2 LA, “transcriptional regulation

by IRF” (p = 1.97E-80), “MAPK signaling
pathway” (p = 1.58E-79), “transcriptional
regulation by SMAD” (p = 5.05E-77),

“transcriptional regulation by STAT” (p =
1.51E-68) & DEAEME 2RO T,

D. £

NGS 2 &% EBNAI ChIP-seq 7 — ¥
SRPO15132 /(A AL T AT AT ADFIL
ZERELCHEMNTL, EBV 18 & B MifgIZ31)
HIERIB R THE 228 EBNAL-TG % [FEH kK
72 TDHH 70.6% TIL, intron (ZFEAERALAY
FIELZ, ZOZ &%, EBNAL %% promoter (Z
E#EES L TERER T L TELK DO TIERL,
enhancer &L CLOERE KT & #3012 @<
AIREMES . chromatin &I LE RIFL
epigenetic Z2HEFFICIY | ERERFOREL
B T DR REMEZ 7RI 3 5 (Coppotelli et
al. Nucleic Acids Res 41: 2950-2962, 2013),

5 FFy " — 7T Tid, EBNAL-TG @
FEERF o T —27 LT, IPA CIEHERRAE T -
HERRFEL BRI B 4 D ry hY — 27 LD BE
P, KeyMolnet TILV A /L AREYLRHH T EHE
REEERELCNBA L E—T o DYVT
FVRiEF IRF, STAT1 LR RIBE
iz, 9725 EBNAL-TG DRy RN —71%



EBV 18 EDIEM AV AL EEE D55
ICEZEEELEDHDT, BBV LDV AT A
2 ) ESHI AU TR RS (Rt g & HERF L
TS FTEEMEDS RIS AL D(Wu et al. J Virol
83: 1140-1146, 2009), ZD X577 7E £ D
EBNAI-TG Ry hJ—27% N5 EBV itk
eI, B ER, BOREFE. B
MR IEEOREIC ORI DEE DN
Do

E. %

NGS 2 &% EBNAI ChiP-seq 7 — ¥
SRP015132 Z/_AZ AL T+ T AT ADFiE
ZEREELUCHEAENTL . EBV 18 == B MIfEIZ51T
DIER)EIR T8 228 EBNAL-TG % [FE Hisk
7o, fEED EBNAI-TG Ry NI —2%0T5
EBV FREERAHERBIL, REER. BT
REFHE, B MIRREEDORE LI OLRNDLE
D & B i D (Satoh et al. Clin Exp
Neuroimmunol 4: 181-192, 2013),

F. REAERER

G. B RE
1. 3R
1. Satoh J, Tabunoki H, Ishida T, Saito Y,

Arima K. Accumulation of a repulsive
axonal guidance molecule RGMa in

amyloid plaques: a possible hallmark of

regenerative failure in Alzheimer’s disease
brains. Neuropathology and Applied
Neurobiology 39(2): 109-120,2013.

Satoh J, Tabunoki H. Molecular network

of ChIP-Seq-based vitamin D receptor
target genes. Multiple Sclerosis 19(8):
1035-1045,2013.

Satoh J, Tabunoki H. A comprehensive
profile of ChIP-Seq-based STAT! target
genes suggests the complexity of
STAT1-mediated gene regulatory
mechanisms. Gene Regulation and
Systems Biology 7: 41-56,2013.

Satoh J, Tabunoki H, Ishida T, Saito Y,
Arima K. Ubiquilin-1 immunoreactivity is
concentrated on Hirano bodies and
dystrophic neurites in Alzheimer’s disease
brains. Neuropathology and Applied
Neurobiology 39(7): 817-830, 2013.
Satoh J, Tabunoki H, Ishida T, Saito Y,
Konno H, Arima K. Reactive astrocytes
express the potassium channel Kir4.1 in
active multiple sclerosis lesions. Clinical
and Experimental Neuroimmunology 4(1):
19-28,2013.

Satoh J. Molecular network  of
ChIP-Seq-based NF-kB p65 target genes
involves diverse immune functions

relevant to the immunopathogenesis of



10.

multiple sclerosis. Multiple Sclerosis and
Related Disorders 3(1): 94-106, 2013.

Satoh J, Kawana N, Yamamoto Y, Ishida
T, Saito Y, Arima K. A survey of TREM2
neuronal but not

antibodies reveals

microglial staining in formalin-fixed

paraffin-embedded postmortem
Alzheimer’s brain tissues. Alzheimer’s
Research and Therapy 5(5): €30, 2013.

Tabunoki H, Ono H, Ode H, Ishikawa K,
Kawana N, Banno Y, Shimada T,
Nakamura Y, Yamamoto K, Satoh J, Bono
H. Identification of key uric acid synthesis
pathway in a unique mutant silkworm
Bombyx mori model of Parkinson's
disease. PLoS One 8(7): 69130, 2013.

Satoh J, Kawana N, Yamamoto Y.
Molecular network of ChIP-Seq-based
EBNA1-target cellular genes supports

biological implications  of  EBV
persistence in multiple sclerosis. Clinical
and Experimental Neuroimmunology 4(2):
181-192,2013.

Kawana N, Yamamoto Y, Ishida T, Saito
Y, Konno H, Arima K, Satoh J. Reactive
astrocytes and perivascular macrophages
express NLRP3 inflammasome in active
demyelinating lesions of multiple sclerosis

and necrotic lesions of neuromyelitis

11.

12.

13.

14.

optica and cerebral infarction. Clinical and
Experimental

296-304, 2013.

Neuroimmunology 4(3):

Satoh J. A possible role of microgliopathy

in the pathogenesis of Nasu-Hakola

disease. Clinical and Experimental

Neuroimmunology 4(Suppl. 1): 17-26,
2013.

Satoh J. Kawana N, Yamamoto Y.

of ChIP-Seq-based

Pathway analysis
NRF1 target genes suggests a logical
hypothesis of their involvement in the
pathogenesis of neurodegenerative
diseases. Gene Regulation and Systems
Biology 7: 139-152,2013.

Satoh J, Kawana N, Yamamoto Y.
ChIP-Seq data
differences in NRSF/REST target genes

between human ESC and ESC-derived

mining: Remarkable

neurons. Bioinformatics
Insights 7: 357-368,2013.
VEBEYE— Nasu-Hakola J/& HDLS. %
#h %8 spheroid %9 & &M B EME
(HDLS). PN H 78(4): 396-404,

2013.

and Biology
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1.

Satoh J. Gene expression profiling and

pathway analysis for identification of



-

molecular targets in MS. In Multiple
Sclerosis Immunology - A Foundation for
Current and Future Treatments, ed by
Gran B and Yamamura T. Dordrecht,
Springer, Netherlands, pp. 229-256, 2013.
Pepfvg—, SRR B EER.
FIEEMBREBANACNT 7, HER.
BIVLE . p.31-41, 2013.
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ENFEE

I.

RERELFNAEA, HEFE IEHE,
MATE A AT SiETSTE, (R
—. A2 DJ-1 ORBRHRITBIT K

FIOMER. AAKFERE 133 F=. Bk,
2013.3.29.

REWEILTF . BRI G, BFRIBAK, )4

B 4 | Khanit Suwanborirux , Kornvika
Charupant, 75 BRELR, (LR VE— . WA

~

MH AT oA R e % /)T v
HaARNIZEBe N VA —< BT 55
TR =V AFEWF O TRy b — 7
fEAT. BAREFEE 133 F£4. Bk,
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