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The categorized LPL gene analysis
the LPL n
sbnomally Mutantcase  Kind of mutations
Protein .
deficiencytype | 1 (10-1%) 3 Ex9.5447K: 3
Functional Ex5.D204E: 1
deficlencytype | O ¢7-2%) 2 Ex5.G215R: 1
:::m...tm 13(138’0 1 Ex9.5447X: 1
Normal type 44 (63.8%) 2 Ex9.544TX: 2
Ex5.D204E: 1
Total 69 (100%) 8 Ex5.G215R: 1
Ex9.5447X: 6

¥ EEETCHEREQBRKYS S (n=104)
g W 43.9:180
# & SBieeesl. Zit38l
BRSO 4941 (47.1% )
BB A OHRE 508 (48.1% )
BMI 254141 kgim?
BUERARESN 1961 (18.3% )

3 EESETGMEREOREME -

(mag/dn) (pre) cramn {a5~80)

T6 | LPLmass 187.0+109.4
8., 20206+1581.1 (PLmass 187,04 1C

HDL-C | LPL activity  6.37+4.02
(mg/dl} 32.4+106 (“-i:ﬁm?lg (3~8)

ApoC-1l  17.9+7.3 [HL**activity 4.86+2.72

(mg/di) (1.5~28) i (umol/I/37T) (4~10)
ApoC-l1 42.8+210
(ma/di) (5.a~0.0)

ApoE 18.3+11.1
(mg/di} (2_.8~43)

x4
S19W Q139X Q145X V153M | G185C

Wild type ) 100 100 100 100 41.3
S0

Heterozygote 0 0 0 0 46.2
(%0}

Homozygote 0 0 0 0 12.5
(%)

#5

Comparison of incidence of G185C mutation
in patients and normal control

TG<150 TG=1000

mg/dl mg/dl
=44 =104
Wild type (%) 97.7 413~
Heterozygote or *

= 23 58.7
Homozygote (%)
* P<0.05 vs TG<150

=0 Laboratory data in apoA-V gene mutation G185C

Wildtype heterozygote homozygote
n 43 43 13
Age 4371192 3761195 47.0%136
BMI 233141 230144 269122
Total Cholesterol 356.5+157.8 352.6+1983 316711179
Triglyceride 1952.02 11272 2161.6£2006.1  1796.6+1011.1
HDL-C 3221101 324£113 3271103
Apolipoprotein C-1 172+86 18369 192+36
Apolipoprotein C-II 4041221 446219 4352153
ApolipoproteinE 17.7£103 18.6+113 18.8+141
Apolipoprotein A-V 11928+ 1090.8 601.8+689.7 937.7+736.1
Diabete% 489 43.8 33.8
obesity % 30.0 413 66.7
Acute pancreatitis % 209 20,0 11




