. HBV &% O KYLsiE o Kk

i 59 HBV OBERRETH 2, 20D &5 AEFTIF, HBV BIFRIZER
BEELTHBZENS, MoHhOERIZIDEEOREERNMETTAIET
HBV HIEGHICHE S RO MR, de novo B BT R EZFRIET %6 de novo B BIF %
ERIETAWREEOSH2BEEX IV —= v /T 5REEIT HB ik TH 5,
4 ) IgM-HBc Hiig

IgM-HBc fitf i3 HBV &GN HEERMBGHE L 25 2 & o, BRRENT
KROZMITERATH 2, HBVF v ) 7O@MMETSH, LELEBHEELS b
WL TEDEIZIEV, WEL v U DE IgM-HBe #itikillE % (7 V) 7ik) % 1
WBEZDOHEMIZED, TO200KEE 9 B LOKETEN TS &
MEJRETH 5, 7%, BEEMHITRAMEMEY (FURMIMEE) & B MaPEFE
B EE OO R 1~ b &7 % IgM B HBe Uik, 7V 77T 10.0
EDROENEETH S EICREETNETHE"(E3),

5) HBe ¥R

HBe #L5 X, HBV O (2 7) OBFIcH i 2HEOHE % b - BEHTH
3, CHEBGCMAICHTL 3 EMSMENRKSTHY, HBVOREZ D
¥ % M9 %, HBe HURBEEGNE, HBV BEA ML TWAE I E2ERL,
BES RN C & &R, HBe TURG O BEA & HiA: U7z i, HBIG (&
i HBs ik & B/ fE /a7 ) )& HB 7 7 F 1T & 2 KRG HLE % 52t L
WA ITIEH 90 % DER TREMKILL, HBV F + U T4Ld 5, £ ALT
flif ke IEH @ HBe HURBMHED F v V) 713, F5K, FRMBRIET 5 2 & 2HiTRIC
% 5 BB D B, ALT RE %39 HBe HURBG M ORI 2 B35 T3,
R DEBEFENEE > THWB I EERL TS, HARRR T HBe HiF 1AL
T 5 &9 80 % DAES T ITEEER LIS D 6
6) HBe Fu{&

HBe HLRICX 3 2 Hifh TH 5, B BBM:NT 2 D I 26011 %, HBe HUE &
HBe Hifk I3AHEICH#E) LA 54 k2R L, HBe HUFEEMK T % & HBe fil
Al LA U, &1 HBe SUREN LA T % & HBe HLAMIZIE T 45, 2P
G TIE, HBe HLE A U T HBe ikl T: & 75 5 &1l HBV DNA & 1K
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4. HBV BHD LWk

S/CO
100.00
H QMHBOAE | - o BREIERFA
M - $i0 (417:%) | BERHRR  “ayes
= 10004
= g 100050k | .29 4
: (925%) (6.7%)
g [
= 100} .. 4 56
g g 1000R% | (750)  (933%)
L
= - _
2 10k 5 aft e 5
B RS AR IED B AUEIERT %
(N=53) SIS
» (N=160)

3 BRIAMARIEG L BRBMEFRIMEEELER & TO IgM-HBcHUEM (& U
7iE) TOLER
IgM-HBc HiLfkffi (£ 1) 7iE) T 10.00 LLE(E2MEATR, RiETE B RISMAFRB I
BOAREMENE .
(2K 1 & U)

FULTHBV O¥iti 3K F LciREE 25, UL, HBebitkBitkcd, 7
Va7, 37 FoEe—F - ERTFEREY b D HBe HURIEEE A Btk
DEHEIZ X BF %, Wb w B HBe HulE[EH: B BB HIF R DOHA 1213, HBe $i
FIZEH T & HBV 836 LIBIENIT R 2R C &b o EEEET 5,

7) HBVDNA &

B M & OB, MK+ HBV DNA B0 L & HEHICHEBRT %,
HBV DNA &<t -> T, ALTfED EFNA S NITFR OB LI LI
AoNb, £rk—J, HBVDNA OBDRBY E & 612 ALT HOKT, HF#£D
SHE LS TED 51 5, HBe $LFE & HBV DNA & & [AAEIC ™ 1 )b ZHi5l & 7R
< — A —72%%, HBe HiH O —&Fi3 HBe #ifk & 0B H KA LE M o1
WA 3 2 &, & 7ciRill, HBV DNA @1z FE 212 & b HBe UM
b h ST Y AN A D EFISIEF BV IE NS TRD OB Z Eh b,
HBe #iLFIC Lt U T HBV DNA 3 th D R ER S Mg W L 72 HBV B4
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I. HBV & % ORRGURE D E

T—H—EEZ SR T,

B BB LT % D B W AL B 1213, HBe $iLlE — Uik R O PWEFRE R ITI A T,
HBV DNA &% 4 &9 5, HBe 1% B 18T 2 T3 HBV DNA & 6.0
log copies/mL U _L%27R9 2 EME L, —7, HBe TUREBEHIEERIMHEF + ) 7
T3 HBV DNA = 4.0 log copies/mL HKiifj 2773 & EMME 10,

8) HBV J7EhENIR

HBV 2 7 B:#EH0E 1, HBe U5, HBc U, p22cr LR Z F Lo TlE S
BHRTH Do FHINEND cccDNA &% 4 2 2 EfERENTEHE O, HBs it
B & ET, BR7 o Eohiho BREB BI/EEE > T b,

9) HBV Eiz34Y

HBV #1zT-% (genotype) 1, REIFAFZA T T FA 710 EHD
HBV #1z T8 (genotype A ~ genotype J) X IN 5, Orito 52 12L& 5
&, DHREO HBV F v U 7O HBV #1a T H O, genotype A 1.7%,
genotype B 12%, genotype C85%TH 0, C ¥ 1 7ML % 5 5, HBV
BT OENSEIZETEFED S D, genotype C 1F HALIKIZHT T 5 M3,
genotype B IZ ALYy, B O THIEN SO, HBV BT IIIKEREIC &
B L, genotype B IZLEIR LT genotype C TIIIEHEIY) O KISHEME L, NIT
BEZE, FHRICHERE L3 0 2 EMREN TV S, genotype A ZRE®L T 7V

ADHBV F ¥V TIZJEL A 5N 5 HBVEBIG T TH O, DOEITIIAREFE
LW A T TH - 72, 2000 L%, EAO B HEAHITEBEAN T geno-
type A FREBIASEIN U & 72 > T3 Y, genotype A IR AEGHI D 10 %
THESR, F+ U TTEIEBMOoNTIN B,
10) HBV BT ZE O'L I 7%, J770T—9—E8s0EnsTEE)
HBV $08H O DNA W AV 2 EI3E D, 7 A )V ZHGHIZEE L RNA 2 5
DNA OV ba v A IV ZEEOFIEFO#MIEEZ N L TWHh5, €D, DNA v
AIWZTHOENS HBV TREBICELETFERBELEEZZIoNT S,
HBVEzFOT Va7, a7 7oE—5 —LREOFWII >0 TE, REHE
L OWENAREL TS » T B, BRAMIITEOEIE E HBV #{zFo 7L a
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4. HBV HD LWk

TRNWLAT T B E— S —HEOBEFEROMICIIERETMENA SN, <
NS DHEIBIZNTNOADERN D 2HE1T1E, MBS LT 5~ 6 4%
BHEAL, BAELLPT LI En S, ThoDBIETERIE B MAMITFLOEE
{LOTFRNCHN SN S Y,

%72, HBs HURE T ALT s 500 Pl LofiiRr L, BREAMIFLE BR
BT R B ESSE D HIN Tk - 785G, BRAMITRAITE, TraTianl
A7 7T —HIBOBIETERIELSIIHAERMTHL S I ENZHOITH
U, BIEMEPEFRZMHHEEF T, s DfiichdThhoL 8 d 2854
MENT ESBHEITN B (R3),

Y Mk bR

1) AST (GOT), ALT (GPT)

AST(GOT), ALT(GPT)ZIFMIaT It { AN 2WETH 2, Thold
FRE D ZeE « BRI LRI U, T bR T 3700, BEITEoZE, I
%@@ﬁ®ﬁm,%%%%WE@EK%%Bﬂ%UMWMMEQ%%@®km

=3 HBVEMGTFEENS—& BRIMFRIES, BRBMFRIEEEDER

HBV B FER/INY — B BB FF 4
:1:1‘5%:* »
OE—4 — B EUS MEAT
H7IHEY FL a7 s o 2B
4E 15 \ (N = 36) _
(nt1896) (N = 36)
(nt1762. nt1764)
ByA A PFA R 29 (91%) 3(9%)
PR P =il 5(29%) 12 (71%)
LRE ool 0 (0%) 4 (100%)
25 R 2R 2 (11%) 17 (89%)

BEFERNRY -2, A770F—49—, TV aATHEEEOICHERTIRMEFE
EHICERYTIBEFRSMBETHLIARESE.
(k4 DT —4 L UEEER)
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[. HBV &% DEGEDEERE

& 61230 ~40IU/L OFPHTH 5,

C ZUIEPENT ¢ 1% 100 TU/L LIF O FEPAN THAE IS D 7c » THREGIIZREE O
REEETRTHENRZOE 0D, BRITFKTIIEA HBEN T 500 IU/L 2L
DA RT T EMWH B, 18HNITH TIE—MIIZ AST/ALT kid 1 LM (AST <
ALT) 7278, JFWZE g d 2 & 1 LI L (AST > ALT) 2R3 2 &2,
2) ALP, y-GTP

FRUEME (X ALP 28 115 ~ 359 TU/L, v -GTP A5 710 IU/L LA, %k 301U/
LUTTHB, ALP, v-GTP FHEREHR T, IHARIHD 5 %, Kk, HERE,
Wl 72 & T & LA 208, JEFPEMAHEITREZEAE S, Y5 - i o ik
NFREsE7s & D SIS JHE OPAZERZ 275 < &b, RS L X)L T o BESESEY)
PEPAZEMEITE, IHakEETd AL, BE, S0 UPHEEOREMERT,
) PN T=vE, JL270-)VE Z0N0VEVERE (PT)

BT TIVT I 40~ 50g/dL, I L X5 T —IbH8 150 ~ 219 mg/
dL, 7o bo v EVEEPT)IX 80 ~ 130 B TH %, IhoBFIFTamEh
ZMETH B o, WFPHECHELELTHWONE, TIVT I VI
PR < BOR), TS SiIc X 2 BEFA20f-licivwons, 7o
by AR A (BORRD Y TV S A LICEIBICEA LT B 7o)
BT RO L EINIELE G 2T A0 EHTH 5, HL, DT 7Y
VIRARE SN L E Y LV K RZIERFICIE PT MK F 4 2 530 EIcEED S
N7z,

4) MiBEUILE B

JEHEANIS 0.3 ~ 1.2 mg/dL TH 5, MANFR TEFEIRIERDONE 7 0 iy
fRENIERAT R BV v E vl s h b, JEaERIEY ve v @377
I v ERA UIRIGER N, 77 n vigtasES, el (E) EVavE
v &I S TERMMAE 2 SR, +iE~ ks b,

A IE B E THE S R T 2 41X WWEEER E Y L E VU AMERLE 15 B,

T8R4 D S PR T TIiE B ) L E o FRT ARSI EEE
RET 5,
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4. HBV DB

5) [M/N#REg

M/ NREE, TR LA R & Ll g 2 o CRUR LI 28 T/ IMESEL 1575 /mm?®
VT if?ﬁf’ftﬁ)ﬁi}ﬁ U728 P25, 10 77 /mm® KL T 3ITFEEE T &5 5 fER hs 5 <
15 %o B RS HITF 28 TR/ MERL 15 77 /mm?® UT THIIZSE R U < 22,

E) i

HRE O MG, WREROILRITE, IEEEEmE, I CT M, IR
MRI #MEEN L HO 6N 5, BE 2 DOMAED, EEHORITEM, Wi
A NI B T LR ENSTIITIBEORZIICHN O N B, IHEEBAMKD X 7
U — = 7RI, BIERRE CHEENCHRET 2 2 ENRERL Z & o,
JEEE SRS S 5,

7Y PR, kiR

WA &k, IFIBIC 12 220 U TIHHHLRR O — 3 2 2R U THILAR 2 Ic sk 4
BHEE G B{ETIRARIMGZEEDREICK D, IFREMNICIPRADZ
i, FREEAINIRT 2 2 EDAHE & 78 5 7S, R4 O R L O &S N
T oL DD WITEREOENRZEe, FRiBlRE X O FERHE O IZHiTT
INB, HOBEMENZE, FRAEHEMRAMTEZERE, JE7 0 o — VIR DT %€
(non-alcoholic steatohepatitis : NASH) 7% &' (&, FFAEMAT W& IR O 2 ks
HE&78 »> T B, 1990 F£RD CRUGPEIT RIS T 54 & — 7 = 0 UiRHEEA
T, EMISIAETSH - 7o, AL TRMLHETEE LML - T 5,

PPN 25105609 2 1T QR B AR AR S, Bio A8 o9, #kfbo 5
FE o RKIEATIL, JRIAIESE P HEBOBE OLIRICHEHATH 5, BHEFH DI
WA R, BUHEALAT R &SR « ZEREIT LIS U TR 5 & E S —ITAT
Tde HRIIZH (1996 48) TIEHHTE € FO ~F4 1T, #EE A0~ A3 15
MLTHW2Y(H4)e = U1 FAES

- 140 -



1. HBV & & O RRYE D Fe il

FFiRHE (L ERE FFEIRFTR Fr&m| IBRESRATR

7 R

3 R FETE

F4 .

4 PFFERFTR SIERESRARR

FERTEONIFRHEERE (Azan 2ETERICRE) &, BERFETHRRL LR
EigEXLE U7,

(BFRH)

|4 KX E 5]

MRS (1996 &)
FIRWDE(1996) TIE, BIEFROBBAIRZ TELDX Dic, RH#E(LATR (FO
~ F4) EIRTE - KAEPRR (A0 ~ A3) Z{@RIICEHEL ., F1 A2, FAA2, DLDI2
HEEL TR Do

FO : #R#{LiaL A0 : 123t - RIEPTREL

F1: PORRISEDISHEME ISR A1 BRE DB « RKEMER
F2 : fRAEE 2B TR, A2 : PEEDIEIL « REMR
F3: NWEDUOTHEMHEDGMEMRBN A3 BEDIEI - REMR
F4 . fFi8Z
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4. HBV B0 2k

CoRA B!

- HBV D—1814 =245 (HBs HU/RRE1E 5> D HBe HARZEA)) DAFHRAaM (C
(&, HBV BREDFEL & 755 cccDNA D2 T HBY DB REHERE L TS

EEZBOLND,
cdenovo BEIFTREHET AFABEEDHDEEER I -2 03 28RE
EIZ HBe A TH 5.

CT0 RO E MR EEEAE < () U T LS A A SIS ZE
TR0, BUFROBMEELSCREFRLOMEICERTHS.

3 Bk

D REEEF, /G L, WRFERE D BRAHNIT & HBV &+ U 72D
CLIA 7 IgM-HBe FLiAliic & 250, BTl 47 @ 279-282, 2006.

2) Orito E, Ichida T, Sakugawa H, e al : Geographic distribution of hepatitis B vi-
rus (HBV) genotype in patients with chronic HBV infection in Japan. Hepatol-
ogy 34 : 590-594, 2001.

3) Tamada Y, Tatsuhashi H, Masaki H, er a/ : Hepatitis B virus strains of subgeno-
type A2 with an identical sequence spreading rapidly from the capital region to
all over Japan in patients with acute hepatitis B. Gut 61 : 765-773, 2012.

4) Aritomi T, Yatsuhashi H, Fujino T, ef a/ : Association of mutations in the core
promoter and precore region of hepatitis virus with fulminant and severe acute
hepatitis in Japan. J Gastroenterol Hepatol 13 (11) : 1125-1132. 1998.

5) Kusumoto K, Yatsuhashi H, Nakao R, er al : Detection of HBV core promoter
and precore mutations helps distinguish flares of chronic hepatitis from acute
hepatitis B. J Gastroenterol Hepatol 23 (5) : 790-793, 2008.

6) TIHISCHL, /MREERYS, i FERE D AR TENT 4 O I kRS Wi 2k e — okl JH. 55 19
MRy ROy L, PSR, R, 1996, p183-188.
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SERDRIAR

PegIFN “

PeglFN and HBs antigen level

AR <1

Hiroshi YATSUHASHI

IR R R € v & — B v o —

ORESMEIT 14 2005 12 B BUBMITRICH T 517 1 >4 — 7 1 O (PeglFN) HEIDER HHA S 1, <
DEEIH L TABPTHONTE LY, 2011 F, BARICHV TS BEFAICHT 3 PeglFN BEIOHEANH
A& hie. PeglFN 8% % AUV AAKTY, M7+ 0OV SBICIET 3 & 2 DRBHR L 20~30% LBE
TREVHOD, BEI 1 FHRETAREEIET Ldug free I N3 &, HBs MBGHARA I hO— LB
ICHBLTBWEL EDORMAH 5. —MRAC, IFNBES TR 7 0 J8EEEGICIEE L T HBs it
BREDETEOEIASVZEFZ{DRUTRENTVS, BB7IOTHATESHICBEFLY L
A(HBY) DFEHED 7O X EMEI L TM I AV ARERE L TV BDICH L, IFNBREIERT 1 VIR
ICIA TRIEHMBIRHE LT VB, 2L ZhOEHOIERMEE DRV, HBs B ORISR MR

ENTWVWBEEALNT VS, F, PeglFNAERED HBs HEEBNDEZ= 2 U > J 13, KABEDABEDE

FRCERTHBEZ EMRESh TV S,

Prery | ~orvs—Tr0v(Pegirn), HBSTRE, HBSHR

BRI T 2B E LTCOKB 7T el
BUFHII1Z 2000 4E BLEE, DDVETR Y & TPV
(LMV), 7F & ENL(ADV), T vF sl
(ETV) DlE Z O FHFF] 41, BE 50,000 A
Bl ko B BUBMEITFAEE I LT, s D
7 a ZHEIDEREENTW»S, 35 Eo BAY
TBYEITF28 BB 1 — AR IZ BRI L 37 v 2 &
PSP ER->TED, ZE7 o Z8EI: Zh
5DMRFZICEB O TOMERELYLY A VAT E F
L, TFRDOWEALRII2 S AT H
21D p Lz BTV A IEH3 5400 o SERR: H
WOMHED 5 ERHE S TH 1% LK L
59, 35 UL T 0 HARTATE L 287\ LMl L
7o B IS T 48 ST D IR SR 0 85 — R IR R &
TG, KT u ORI, AR
HOERADSIEIE TR, BB ICPIET B EITRD
HESERICASNS I &, E7BEIEEEERIC
B S EMR S NI 2 & TH B2,

—7, FHHETIE 2005 SE i B BUSMEIT 4

9 % PegIFN HHIDERMHRAIE N, %L DBHE
L ORI T b T 247 PegIFN #l5%) %
FVWigEcl, Bg7 o Z78F I g d 3 &
Z DIERN L 20~30% L HESETIR Wb DD,
WHEE 1S TIHELZK T L drug free I
% Z L, HBs PUFEE AR o v b v — VI i

LCEvis LRSS 3P, 20114, AXIC
BWTH BIRTZIC0 T 5 PeglFN 83| i 23
FA[E N, S, HARICBWTHED LI B
TUESPEIT 48 35 12 L C PegIFN SUAIVER 2 v
LDMPELBEE > TS,

B BUFRDFL7 A N AFE R o5 v,
7 ANVAT = — B L CiE 200054 A5, BT
Fu Z-BINASHERINE Xylckh, HBV-
DNA EDOHEE D Z OB OBFRIE, A0
B & BB 3 L5, HBV-DNA #
OMWEPBEHENTELY, Lo L, #oETIE
2005 4E D74 PegIFN BHIMBIA SN B X H I
b, BEFOE=FY S ELTIEHBY-

EZDHK | 63
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a0l (n) r~——~p<0001
p=0.023
32% i
£ 3 27%
B
o
: 19%
% 20|
[0
om
I
10

B o
PeglFN-a2a PeglFN-a2a LAM
~+placebo +LAM

80 | (B) p=0.007

60

40 L

20 |

HBV-DNAE <2x10* copies/mLZ (%)

PeglFN-a2a PeglFN-a2a LAM
-placebo +LAM

1 BRYSMRTRICHT % PeglFN-a2ats I AAER R 15
A : HBe $UE I BHENT 48 (n=814) @ &E% 24 M HBe HiJR SC %9,
B : HBe HiE A8 HENT 48 (n=637) DIEHE% 24 W HBV-DNA <2 X 10%opies/mL %7,

DNA & & D b HBs fiJR o2 ERTH 3 L
V) RE DT 2~3 FEDNICER IS kI
o7,

WE ET, BB T v IR o T oiREDS
FERTH o =hDEICE VTIE, HBs P
DTN BHIED D D B MY 72 S A3 T 44
Th D, HBs PUE & v ) EEIVIHIIZIF E A E
b Tz, HBs Filid & v 9 BLiid & 1
TREDANAR—H =0, BELSERINE L)
2l oD, KEETIRBEDTHSCEEN L D
5, BAEMEMEIFZ @ HARFGEZ & © T, PeglFN
B % T o HBs FiE B E 0B
DL 5,

o BEUFRICHIT B PegIFNDEENR

PeglIFN 1%, fit3E® IFN iZ polyethyleneglycol
(PEG) % A7 L C Ui 2 2 RIS IR X 8 7
HHCH Y, IFN-a2a I F & 40 kDa @ PEG %
4N L 72 PegINF-a2a(Pegasys®) & IFN-a2h i
12kDa @ PEG % {1l L 7= PegINF-a2b (Pegin-
tron®) 23 5, I E 7= PEG D FEHTKEF
EEWRINDSFIRE D, 2UT 7 ADETL,
PR T 5, 2N oEahn g,
PeglFN-a2a 239 160 IR, PegIlFN-a2b A5 80
IRFFRIHERF 97 %

B 2212609 2 PegINEF D& b 72 R K
AN T S, Cooksley 51358 I AR & L T

64 | EZDH
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HBe HLJE B3 HEIEFI~ D PegINF-a2a & fi¢ 31
IFN-a2a @ 24 A5 g 217>, HBe YT
oy N—a YR(HBe HiJf-SC )z n
Fi32% & 25% T PEGH KB THEICE WS
EERRE LY,

PegINF-a2a O MAHFRNR L, HBe HilE M,
Epil % 2 L2, PegIFN BRI 54, LMV M
M, WiE OO 3 LT, 48 RS
TN 5", HBe HURB LN % 3% & U 7505
T HBe #iHE-SC %, HIREE(32%) 8 L OOF
FABE(27%) Tk LAM BT (19%) & Miss LA R
WEWEZ R L7 (B 1), F72, PegIFN HAh#H
EDFRTECIE Z N 23Ry 3% DM C HBs HiJ @
R oy =Yg BB oz, LAMBET
A SN0tz )Y HBe Fil ket 2 5t
F & LTl PeglFN BARfED ALT o 1k
HLZEIZ 59%, HBV-DNA & 20,000copies/mL #
i DYEMEIL 43% TH D, LAM HHCD 29% i Ll
I LAEZRICEEZ R L E»I 7,

INsDfEE E LD B E, OPeglFN Bl
& PeglFN & LAM DO HFHIECIIRIRAIR 021X
%<, MEOHMIC X 2 BRI OUE LI T
EhpwI b, QHBe HUREGHEHIZN T 5 PeglFN
BIED VR, BREIZZNZNH30% & #40% T,
HBe FiREMERNIC 9 2 VR, BRI 40% &
$160%TdHs5Z L., @VR EBR%ZE BT
combined-response 12 & 2 ZhHpH%E T ld, HBe Bl



£ 1 BEUSMITROBRIZAICLS T HBsHER EHBY DNABDHERE

) Reactivated
Immune Immune Immune control/ .
toleran: h clearance phase inactive carrier HBeAg-negative
olerance phase 2 ) disease N
5 T B b ot T REL A e Vi i JE e
Hbe i DI TE HBe bhﬁllﬁli/ HBe }}L}Ef‘l% T’i{ HBe }Mﬁli IJE{ HBe gtflif}?la lf/
HBe Hiffi&k: HBe $iffiak: HBe ik HBe FifpGk
HBs BB 5.0 3.0~4.0 1.5~2.2 25~3.0 10)
(logyo TU/mL) 45 4.0 29 34 12)
5.0 44 31 40 11)
HBV-DNA 75~85 6.0~70 1.0~24 39~46 10)
(log1o TU/mL) 8.2 8.0 <26 50 12)
10 8.0 75 25 55 11)
HBs Hik/ 0.6~08 0.5~0.7 0.7 06~10 10)
HBV-DNA Lk 05 05 10 06 12)
(log TU/mL) 0.6 0.6 1.2 0.7 11)

F%&MT@%%,E%%)L&MTM%%
HBHIEPRBRINT,

BRI R BRI 52050 B 2 %18 7 - v 2 5l
IR T % &, PeglFN DR K DRI R 1 48
MoBFRIHMcRIRE2K T2 2 L, £/ HBedl
JH-SCHix 30%TH h, K7 v J#HK o 14
BEFRTSCEN20BRICEEEF>TVRBDIC
Tl i@l 2 R LT 3 48, $7- HBs ¥t
JEEMER & DI WBEE 22255 RO T W B FILH
5.

& HBSTIRDHR OB

HBs HURH D k1 B BMEME TR DG & 72 13 %
BEEIC O AEEDB L Cav b= LE3NTn3
TERFEWRLTEY, PR EOEE LR

WRFBBL LI LRI T»2Y BIE
M $ H 2 T 0 ) AAIESE T 0 HBs FLEL 53 13
— IR <, 1% MBI TED, LI
EEOBE T ISR I MBS LR T
W5,

HBs FLES 41, IFN BHRIC L - T 1
%k DNEAE, 'rlz":‘*éiﬁh w3, BERoOBHETD
Hiah it IFN I k- C072% (2> Fa—)b
ﬂ%@QZ%%_,?/7®@%f®mw
0.07% 7> & 043% I8 L 7z &9,

HBs IR DML %L 59 AT, wLiEH SN

Twz HBV w—#—& LT HBs HiR&ED D 5.
HBV-DNA 137 4 )V ABTED I TH % 53,
HBs HiJ5 & 1T D cccDNA BREET / L

Il AAE I HBV @
T 68).

He Wy s LEZz o0

@ HBVZ v U 7 OEARBICS B

HBsHiEE&HBV-DNAZEDHETE

HBV ¥ v 7 D HAZEIZE b I2 4 D DI
KT TEZONTWS, ZNZNOIHTD
HBs ¥iJi&, HBV-DNA &, HBs JiH&E/HBV-
DNABDLZ F L0z bohk1 TH Y, ALT
Frf IE# CHF 28 OGB4 @ 72 v immune toler-
ance #1213, HBs #iJiiE, HBV-DNA & & b
BEWIRIECIFFE T %5 235, immune clearance 1
I EBIET LIEL &, HBe PPk o
N—32 3 v ® immune control/inactive carrier
i, ALT FciE i b e & b, Z20% b HBs
FEBEZW- D KT LSO %, Immune
control/inactive carrier 1> HBs #iJf &/HBV-
DNA B0 hid, HBe HiEFifkD L w o v N —
Y a VIO HBV-DNA BOR T 238H#E 2 & »
SE DT DD BY,

68 #lD HBe HLIE K B BIR T4 B E 2 vhoe
T 8 AERIBIER L 7= B © O T, A

12 HBs U R ORI T 05380 6, iz

FHAAIRE M & A& IR 10T, 1logyo TU/mL O A3
o 260ClE, 5% W\ T HBs HiH A3
WL e a0

=1y 306 OIRETH, HBs FiEHEHIT
@ immune control/inactive carrier o HBs #i1Ji

M & IR Il C D HBs HLIFUR o 4F [ 0 I

EZ0&HHaH | 656
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Effect of occult hepatitis B virus infection on the early-onset
of hepatocellular carcinoma in patients with
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Abstract. Although overt hepatitis B virus (HBV) infec-
tion promotes the onset of hepatocellular carcinoma (HCC)
in hepatitis C virus (HCV)-infected patients, the effect of
occult HBV infection remains unclear. The aim of this study
was to investigate the effect of occult HBV infection on the
early-onset of HCC in HCV-infected patients. A total of 173
HCC patients with HCV infection were enrolled and classified
into 2 groups according to the median age of HCC onset: the
early-onset group (n=91; 61.1+5.6 years) and the late-onset
group (n=82; 73.8+3.7 years). Independent factors associated
with the early-onset of HCC were assessed by multivariate
analysis. In the overall analysis, independent risk factors for
the early-onset of HCC were the white blood cell count and
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to platelet ratio index; AUROC, area under the receiver operating
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alanine aminotransferase level, but not the presence of HBV
DNA. In a stratification analysis according to albumin levels
of =3.5 g/dl, the presence of HBV DNA was a significant
independent risk factor for the early-onset of HCC (OR 145.18,
95% CI 1.38-15296.61, P=0.036), whereas the presence of
antibodies against hepatitis B core antigen was not found to
be a risk factor. The presence of HBV DNA was not a risk
factor for the early-onset of HCC in the overall analysis.
However, its presence was an independent factor for the
early-onset of HCC in HCV-infected patients with an albumin
level of 23.5 g/dl. Thus, occult HBV infection may accelerate
hepatocarcinogenesis in HCV-infected patients with relatively
low carcinogenic potential.

Introduction

Hepatocellular carcinoma (HCC) is one of the most common
malignancies worldwide. It ranks third in men and fifth in
women as the cause of death from malignancies in Japan (1).
Chronic hepatitis C virus (HCV) infection is the major
cause of HCC and accounts for ~60-70% of HCC cases in
Japan (2). In addition to hepatic inflammation and subsequent
fibrosis, various other factors including aging, obesity and
diabetes mellitus are involved in the hepatocarcinogenesis in
HCV-infected patients (3-5).

Co-infection of HCV with hepatitis B virus (HBV)
is thought to synergistically increase the development of
HCC (6). The status of HBV infection is evaluated by the pres-
ence of hepatitis B surface antigen (HBsAg), antibodies against
hepatitis B core antigen (HBcAb), and HBV DNA. In some
cases, HBV DNA can be detected in the serum or liver tissue

. of patients who are negative for HBsAg, a condition referred

to as ‘occult HBV infection’ (7,8). In Japan, the prevalence of
occult HBV infection in HCV-infected patients is reported
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Table 1. Nucleotide positions and sequences of TagMan PCR primers and probes.

Primer/Probe Sequence Position
S-sense TGTACAAAACCTTCGGACGGAAA 442-464
S-antisense TGCGAAAGCCCAGGATGATG 485-504
S-probe CTGCACTTGTATTCCC 465-480
C-sense ACTGTGGTTTCACATTTCCTGTCTT 2072-2096
C-antisense GGCATTTGGTGGTCTGTAAGC 2163-2183
C-probe CCACACTCCAAAAGAC 2132-2147
X-sense CTACTGTTCAAGCCTCCAAGCT 1729-1750
X-antisense GCTCCAAATTCTTTATACGGGTCAATG 1778-1804
X-probe AAGCCACCCAAGGCAC 1751-1766

Nucleotide positions are based on the sequence of hepatitis B virus subtype adr4 (GenBank accession no. X01587) (29).

to be between 37.7% and 90% (9-11). Occult HBV infection
is associated with a poor response to interferon therapy for
chronic hepatitis C (12,13) and is also known to accelerate the
progression of liver fibrosis, resulting in cirrhosis in patients
‘'with HCV infection (9,14,15). Several previous studies
have examined the impact of occult HBV infection on the
development of HCC in HCV-infected patients, but no clear
conclusions have emerged (14,16,17). Moreover, the effects of
occult HBV infection on the early-onset of HCC have not been
investigated in HCV-infected patients.

Albumin is produced by hepatocytes, and the level of serum
albumin is used to evaluate hepatic function (18). Albumin plays
a significant role in maintaining colloid osmotic pressure and
transports drugs and endogenous substances including bilirubin
and unesterified free fatty acids (19). In addition, albumin exerts
antioxidative properties (19), and hypoalbuminemia has been
shown to be an independent risk factor for mortality among
residents of ahyperendemic area of HCV infection in Japan (20).
A serum albumin level of =3.5 g/dl is an independent predictor
of survival in HCC patients (21,22) and in cirrhotic patients
with a serum albumin levels of <3.5 g/dl, branched-chain amino
acids increase serum albumin levels and subsequently suppress
hepatocarcinogenesis (23,24). Thus, the serum albumin level is
an important factor in hepatocarcinogenesis.

The aim of this study is to investigate the impact of occult
HBYV infection on the early-onset of HCC in HCV-infected
patients. We also performed a stratification analysis according
to the serum albumin level.

Subjects and methods

Subjects. We conducted a retrospective study to investigate
the effect of the presence of HBV DNA on the early-onset
of HCC in HCV-infected patients. Between 1995 and 2011,
325 patients underwent hepatic resection at the Kurume
University Hospital. The inclusion criteria were histologically
proven HCC, a positive result for serum anti-HCV, and a
negative result for serum HBsAg. Exclusion criteria were the
presence of autoimmune hepatitis, primary biliary cirrhosis,
and hemochromatosis, no test results for serum HBV DNA,
and a histological diagnosis of combined hepatocellular and

cholangiocellular carcinoma. Although 214 patients met the
inclusion criteria, 41 patients had to be excluded because of
one or more of these reasons. The remaining 173 HCC patients
with HCV infection were therefore enrolled in this study and
classified into 2 groups according to the median age of HCC
onset: the early-onset group (n=91; 61.1+5.6 years) and the
late-onset group (n=82; 73.8::3.7 years).

The study protocol was approved by the institutional
review board, and informed consent for participation in the
study was obtained from each subject. None of the subjects
were institutionalized.

Data collection. Demographic data were collected at the time
of hepatic resection including age, gender, and alcohol intake.
Body mass index (BMI) was calculated as body weight in
kilograms divided by the square of height in meters (kg/m?).

Venous blood samples were taken in the morning after a
12-h overnight fast. The presence of serum anti-HCV, HBsAg,
and HBcAb was tested using standard clinical methods
(Department of Clinical Laboratory, Kurume University
Hospital). Blood platelet count, white blood cell (WBC) count,
prothrombin time %, plasma glucose levels; hemoglobin Alc
(HbAIc) levels, and serum levels of aspartate aminotrans-
ferase (AST), alanine aminotransferase (ALT), albumin, total
bilirubin, insulin, a-fetoprotein (AFP), and des-y-carboxy
prothrombin (DCP) were also measured using standard clin-
ical methods. Insulin resistance was evaluated on the basis of
fasting levels of plasma glucose and insulin, according to the
homeostasis mode] assessment for insulin resistance (HOMA-
IR), as previously described (25).

The stage of hepatic fibrosis was assessed using the
AST-to-platelet ratio index (APRI), which is calculated as
the serum AST level (U/l)/upper limit of normal AST (U/1)
x100/platelet count (x10/ml). Patients with APRI values
of <1.5 were diagnosed as having chronic hepatitis, and
patients with APRI values >1.5 were diagnosed as having
liver cirrhosis, as previously described (26). The degree of
liver cirrhosis was categorized according to the Child-Pugh
classification (27). Diabetes mellitus was diagnosed on the
basis of fasting blood glucose levels >126 mg/dl or HbAlc
levels >6.5%, in accordance with the Diagnostic Criteria for
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Table II. Differences in the clinical characteristics between the early-onset and late-onset groups.
Variable Reference value Early-onset Late-onset P
Number of patients 91 82
Age (years) 61.14£5.6 73.843.7 <0001
AFP (ng/ml) <8.7 1876+12163 769+3246 0.588
DCP (mAU/ml) <40 1083+4120 10713845 0.378
Maximal HCC size (mm) N/A 30.4+19.6 33.2+162 0.055
Gender (female/male) N/A 23/68 20/62 0.893
BMI (kg/m?) 18.5-220 23.6+3.6 22.443.2 0.045
Daily alcohol intake (none/0-60 g/>60 g) N/A 21/42/14 23/36/10 0.676
Platelet count (x10%mm?) 13-36 138454 13.5+4.6 0.988
WBC count (/mm?®) 4000-9000 5009+1526 4420+1210 0012
AST (UN) 13-33 56.2429.5 5284272 0412
ALT (UM) 6-30 62.2+40.9 51.7+31.7 0.104
Albumin (g/dl) 40-50 387+0.45 3.85+0.38 0.520
Prothrombin time (%) 70-130 90.0+11.2 91.7x12.2 0.272
Total bilirubin (mg/dl) 03-12 0.84+0.35 0.79+0.29 0.346
Chronic hepatitis/Child-Pugh class A/Child-Pugh class B N/A © 40/49/2 36/44/2 0.994
Complication of diabetes mellitus (yes/no) N/A 30/61 20/62 0214
Fasting blood glucose (mg/dl) - 80-109 119+39 10731 0.060
Insulin (U/ml) 5-20 13.1+10.4 9.8+8.0 0014
HOMA-IR <25 3.05+2.47 2.11+1.03 0.622
HbAlc (%) 46-62 5.77+0.88 5.50+0.78 0.053
HBcADb positive/negative N/A 49/42 50/32 0.344
HBV DNA positive/negative N/A 6/85 3/79 0.385

Values are expressed as the mean + SE. AFP, a-fetoprotein; DCP, des-y-carboxy prothrombin; HCC, hepatocellular carcinoma; BMI, body mass
index; WBC, white blocd cell; AST, aspartate aminotransferase; ALT, alanine aminotransferase; HOMA-IR, homeostasis model assessment
for insulin resistance; HbA 1c, hemoglobin A lc; HBcAb, antibody for hepatitis B core antigen; HBV, hepatitis B virus; N/A, not applicable.

Diabetes Mellitus of the Japan Diabetes Society (28), or the
use of antidiabetic agents.

Nucleic acid extraction from serum. Total nucleic acid was
extracted from 300 ul of plasma using a commercially avail-
able kit (High Pure Viral Nucleic Acid kit; Roche Diagnostics,
Tokyo, Japan) according to the manufacturer's instructions.
The extracted nucleic acid was eluted in 25 ul of elution buffer.

PCR for HBYV DNA. Serum HBV DNA was analyzed for
the presence of HBs, HBc, and HBx (S, C and X) regions
using TagMan real-time PCR according to the manufac-
turer's instructions (TaqgMan Fast Universal PCR Master
mix; Applied Biosystems, Tokyo, Japan). The oligonucleotide
primers and probes that were optimized for the HBV subtype
adr4 (29) were specific for the S, X and C region sequences
are listed in Table 1. The full-length HBV DNA (GenBank
accession no. X01587) (29) was used as an internal standard
in the quantitative real-time detection PCR. We used 8 pl of
nucleic acid-containing serum in our study for better sensi-
tivity. The limit of sensitivity of our TagMan Real-time PCR
methods was 4.5 copies/well, and the detection limit of our
tests was 45 copies/ml (1.7 log copies/ml). A real-time PCR
assay (COBAS TagMan HBV Auto; Roche Diagnostics) was

also performed to detect the core region of HBV DNA (limit
of quantification, 1.8 log copies/ml). The presence of HBV
DNA was defined as any positivity of S, X or C region.

Statistical analysis. Data are expressed as the absolute value
or the mean + SD. Differences between the early-onset and
late-onset groups were analyzed using the Mann-Whitney U
test. A logistic regression model with the Firth's correction
30 was used for multivariate stepwise analysis to identify
independent variables associated with the early-onset of HCC,
as previously described (31,32). All P-values were 2-tailed,
and a level of <0.05 was considered statistically significant.
All statistical analyses were conducted using SAS version 9.2
(SAS Institute, Cary, NC, USA) or R packages version 2.15.2
(URL http://www.R-project.org/).

Results

Univariate analysis between the early-onset and late-onset
groups. AFP levels, DCP levels, and maximal HCC size did not
differ between the early-onset and late-onset groups (Table II).
Furthermore, although BMI, WBC count, and serum insulin
levels were significantly higher in the early-onset group than
in the late-onset group, there were no significant differences
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Table III. Multivariate stepwise analysis for factors associated
with the early-onset of hepatocellular carcinoma.

Unit Odds ratio 95% CI P
HbAlc 1 1.37 091-2.07 0.136
BMI 1 1.08 098-1.19  0.133
ALT 10 1.10 1.00-1.21 0.045
DCP 20 0.99 098-100  0.091
WBC count 1000 1.35 1.06-1.73 0014

All P-values were 2-tailed, and a level of <0.05 was considered statis-
tically significant. HbA Ic, hemoglobin Alc; BMI, body mass index;
ALT, alanine aminotransferase; DCP, des-y-carboxy prothrombin;
WBC, white blood cell.

in the daily alcohol intake, platelet count, prothrombin time,
Child-Pugh classification, presence of diabetes mellitus as a
comorbidity, fasting blood glucose level, HOMA-IR value,
HbA Ic levels, and the serum levels of AST, ALT, albumin, and

NAKANO et al: LATENT HBV IN HCV-RELATED HEPATOMA

total bilirubin (Table II). The presence of HBcAb and HBV
DNA did not differ either between the early-onset and late-
onset groups (Table II).

Multivariate stepwise analysis for early-onset of HCC.
Multivariate stepwise analysis showed that the serum ALT
level and WBC count were independent risk factors for the
early-onset of HCC (OR 1.10; 95% CI 1.00-1.21; P=0.045 and
OR 1.35; 95% CI 1.06-1.73; P=0.014, respectively; Table III),
but not the presence of HBcAb or HBV DNA.

Stratification analysis according to serum albumin level.
Differences in the clinical characteristics between patients
with the albumin level of 23.5 g/dl and <3.5 g/dl were summa-
rized in Table IV. There were no significant differences in
AFP levels, DCP levels, and maximal HCC size between the
albumin level of 23.5 g/dl and <3.5 g/d] groups (Table IV). In
the albumin level of =3.5 g/dl group, a significant elevation
was seen in platelet count, prothrombin time and the number
of patients with chronic hepatitis and a significant depletion
was seen in AST level than in the albumin level of <3.5 g/
dl group. However, other biochemical parameters and the

Table IV. Differences in the clinical characteristics between patients with the albumin level of =3.5 g/dl and <3.5 g/dl.

Albumin level of

Variable Reference value =3.5 g/dl <3.5 g/dl P
Number of patients 138 35

Age (years) 67.8+8.1 67.9+6.7 0.895
AFP (ng/ml) <87 78643219 3262+18195 0.248
DCP (mAU/ml) <40 85443269 19615977 0306
Maximal HCC size (mm) N/A 30.6x15.9 36.8+23.8 0.171
Gender (female/male) N/A 35/103 8/27 0.759
BMI (kg/m?) 18.5-220 23.0+3.5 230434 0918
Daily alcohol intake (none/0-60 g/>60 g) N/A 21/58/38 3/20/6 0.172
Platelet count (x10*/mm?) 13-36 14349 11.3+4.8 0.001
WBC count (/mm?) 4000-9000 4798+1395 4291+1331 0.052
AST (UM 13-33 5124262 67.1132.6 0.001
ALT (UN) 6-30 5494374 6344327 0.057
Albumin (g/dl) 40-50 4.02+0.28 3.23+0.20 <0.001
Prothrombin time (%) 70-130 91.6+12.0 88.0+10.0 0.038
Total bilirubin (mg/dl) 03-12 0.82+0.34 0.80+0.28 0.822
Chronic hepatitis/Child-Pugh class A/Child-Pugh class B N/A 69/69/0 7124/4 <0.001
Complication of diabetes mellitus (yes/no) N/A 38/100 12/23 0431
Fasting blood glucose (mg/dl) 80-109 112+37 121+49 0.694
Insulin (U/ml) 5-20 10.116 4 17.6+16.3 0.063
HOMA-IR <25 3.12+3.87 4231223 0315
HbAlc (%) 46-6.2 5.61x0.79 5.68+1.04 0.905
HBcADb positive/negative N/A 75163 24/11 0.129
HBYV DNA positive/negative N/A 6/132 3/32 0.315

Values are expressed as the mean + SE. AFP, a-fetoprotein; DCP, des-y-carboxy prothrombin; HCC, hepatocellular carcinoma; BMI, body mass
index; WBC, white blood cell; AST, aspartate aminotransferase; ALT, alanine aminotransferase; HOMA-IR, homeostasis model assessment
for insulin resistance; HbA ¢, hemoglobin Alc; HBcAb, antibody for hepatitis B core antigen; HBV, hepatitis B virus; N/A, not applicable.
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Table V. Multivariate stepwise analysis for factors associated with the early-onset of hepatocellular carcinoma in patients with a

serum albumin level of 23.5 g/dl.

Unit QOdds ratio 95% CI P
HBcAb Positive 0.59 0.27-126 0.169
HBV DNA Positive 145.18 1.38-15296.61 0.036
Prothrombin time 10 0.76 0.54-1.08 0.109
ALT 10 1.08 097-121 0.145
Albumin 0.1 1.17 1.01-1.36 0.036
DCP 20 0.99 0.98-1.00 0.037
Platelet count 1 092 0.84-1.02 0.107
WBC count 1000 1.64 1.15-2.35 0.006

All P-values were 2-tailed, and a level of <0.05 was considered statistically significant. HBcAb, antibody for hepatitis B core antigen; HBV,
hepatitis B virus; ALT, alanine aminotransferase; DCP, des-y-carboxy prothrombin; WBC, white blood cell.

Table VI. Multivariate stepwise analysis for factors associated
with the early-onset of hepatocellular carcinoma in patients
with a serum albumin level of <3.5 g/dl.

Unit Oddsratio  95% CI " P
HbAlc 1 1.83 0.75-447 0.183
HBVDNA  Positive 0.00 000-296  0.093
AFP 20 1.39 101-193 0045

All P-values were 2-tailed, and a level of <0.05 was considered statis-
tically significant. HbA lc, hemoglobin Alc; HBV, hepatitis B virus;
AFP, a-fetoprotein.

presence of HBcAb and HBV DNA did not differ between the
albumin level of 23.5 g/dl and <3.5 g/dl groups (Table IV).

In patients with a serum albumin level of 23.5 g/dl, the
WBC count and serum levels of albumin and DCP were iden-
tified as independent factors associated with the early-onset of
HCC (OR 1.64; 95% CI 1.15-2.35; P=0.006, OR 1.17; 95% CI
1.01-1.36; P=0.036, and OR 0.99; 95% CI 0.98-1.00; P=0.037,
respectively; Table V). Although the presence of HBcAb was
not found to be a significant risk factor for the early-onset of
HCC, the presence of HBV DNA was identified as a significant
independent risk factor associated with the early-onset of HCC
(OR 145.18; 95% CI 1.38-15296.61; P=0.036; Table VI).

In patients with a serum albumin level of <3.5 g/dl, the
serum AFP level was the only significant risk factor found
to be associated with the early-onset of HCC (Table V). The
presence of HBcAb and HBV DNA was not found to be a
significant risk factor for the early-onset of HCC.

Discussion

In the overall analysis, the presence of HBV DNA in serum
was not identified as a risk factor for the early-onset of HCC
in HCV-infected patients. However, a stratification analysis
according to a serum albumin level of 23.5 g/dl revealed that
the presence of HBV DNA was an independent factor for the

early-onset of HCC. These findings suggest that occult HBV
infection may accelerate hepatocarcinogenesis in HCV-infected
patients with a relatively low carcinogenic potential.

Although co-infection of HCV and HBV is thought to
synergistically increase the risk of HCC (6), the overall
analysis in this study showed that occult HBV infection was
not significantly associated with the early-onset of HCC in
HCV-infected patients. Similarly, several studies conducted
in Asia have also failed to show any significant effect of
occult HBV infection in these patients (33-35). Recently,
Lok et al (36) performed a nested case-control study using
a large number of patients enrolled in the HALT-C cohort
and reported no significant difference in the prevalence of
occult HBV infection between HCC and non-HCC patients
with HCV infection. Taken together, these results suggest that
occult HBV infection may not be an intensive promoter of
HCC development in the presence of a potent carcinogenic
factor such as HCV infection.

In contrast with these previous studies and with our own
findings for all patients, a stratification analysis according to a
serum albumin level of 23.5 g/d] showed that cccult HBV infec-
tion was an independent risk factor for the early-onset of HCC.
In patients with occult HBV infection, it is unclear whether a
presence of HBV DNA is due to full-length HBV DNA repli-
cated from covalently closed circular DNA in hepatocytes or
fragmented HBV DNA integrated into the hepatocyte genome.
However, the HBx gene is frequently integrated into cellular
genes in HCC (37). The HBx protein upregulates the expres-
sion of proto-oncogenes including c-jun, c-fos and c-myc, all of
which can promote hepatocarcinogenesis (38,39). In addition,
albumin plays a crucial role in the development of various
diseases, as it is a major antioxidant (19). In cirrhotic patients
with a serum albumin level of <3.5 g/dl, branched-chain amino
acids increase serum albumin levels, and this subsequently
suppresses hepatocarcinogenesis (23,24). In this study, we
found a significant association between occult HBV infection
and the early-onset of HCC in patients with a serum albumin
level of 3.5 g/dl, but not in patients with a serum albumin level
of <3.5 g/dl. Taken together, these findings suggest that HBV
DNA may promote hepatocarcinogenesis in HCV-infected
patients with relatively low carcinogenic potential.
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Although we designed this study to investigate the effect of
HBYV DNA on the early-onset of HCC in HCV-infected patients,
we found instead that an elevated WBC count is an indepen-
dent risk factor for the early-onset of HCC in HCV-infected
patients. An elevated WBC count may reflect the conse-
quences or underlying pathogenesis of the early-onset of HCC.
One possible explanation is aging, because the WBC count
declines in old age (40). Alternatively, an elevated WBC count
still within the reference range is known to be associated with
the development of various malignancies including gastric,
colorectal, endometrial and lung cancers (41,42), The WBC
count is a well-validated biomarker of inflammation. Chronic
inflammation is a possible risk factor for hepatocarcinogenesis
as it leads to the activation of receptors for chemokine and
advanced glycation-end products (43,44). Another inflamma-
tion marker, C-reactive protein, is reported to be a diagnostic
and prognostic marker of HCC (45,46). Taken together, these
findings suggest that inflammation may promote the early-
onset of HCC in HCV-infected patients.

A limitation of this study is that there were only a small
number of HBV DNA-positive patients. Previous studies
regarding occult HBV infection had a similar limita-
tion (33,47,48). Since occult HBV infection is not frequently
seen in HCV-infected patients with HCC, a multicenter study
is needed to confirm our findings.

In conclusion, the presence of HBV DNA in serum was
not a risk factor for the early-onset of HCC in HCV-infected
patients. However, a stratification analysis based on a serum
albumin level of 23.5 g/dl revealed that presence of HBV DNA
in serum was an independent risk factor for the early-onset of
HCC. These findings suggest that occult HBV infection may
accelerate hepatocarcinogenesis in HCV-infected patients
with relatively low carcinogenic potential.
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