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v 7B X OEREE imputation VAT LD
LIk, ZnETHADT Ty b T4 —
LACRELET— ¥ 2T X THWVWTOER
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fREE 419 miEExg L LT, 3 BED
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BEERZEEMICER L, £HEIC-ON
TESEER SNP 2 U7, B L
A L AHERREED GWAS 225, HLA-DP 28
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