23-25

( )
H23-25

cDbC, cDbC, NIHE(National
Institute of Health and Epidemiology), NICED(National Institute of Cholera and
Enteric Diseases)

2009 SFTS
CDC
2013 SFTS

CDC: Center for Disease Control

2)  CDC



5)

3) NICED: National Institute of
Cholera and Enteric Disease

ASEAN

4) NIHE: National Institute of
Health and Epidemiology



CbC

CDC,
NIHE

CDC/NIH,
(NICED),

PulseNet Asia”

coe,
cDe
cDe
(NIHE)
MoU

NICED,
CDC+ CDC/NIH (D)
cbc, 71)
genotype @)
3

Genotyping

(EV



coC: (L)

genotype

@) —
genotyping

3)
genotype
®
®)

NICED: (1)

) HIV
HIV genotype
HLA

NIHE: (1)
EV71, HFMD @
€))
®
®)
®)
NDM-1

2011
2011-2013 ,

1) cbc
2008 5

2008~2012
720 2000

3.7%
EV71
1996~2012
EV71
c4
o} C4a Cdb
WHO
ccoc
WHO K
A Guide to Clinical Management and
Public Health Response for Hand Foot
@) Mouth Disease (HFMD)”

CDC  Yuelong Shu

ARI

ARI

TMPRSS2



TMPRSS2

229E NL63
SARS
MERS-HCoV
TCID50
TMPRSS2
100
TMPRSS2
2009
(SFTS)
(SFTS
SFTSV) 2011 CDC
SFTSV
cbC
RT-PCR 2013 1
SFTS
RT-PCR
2012 11 CcDC Prof.

Mifang Liang, Prof. Li Dexin
SFTS HB29

MGB
RT-PCR
cholerae non-01/nonm-0139 V.
fluvialis 0
CDC CCDC
V. cholerae
non-01/nonm-0139 V. fluvialis
L. pneumophila 1
164 96
42 26
ST1 49.4
ST154 6%

3%



)
IPD MLST
ST320  19A
ST320  19A PCV7

ST320  19F
capsular switching

PCV7 ST320
19A

CDC

33
2011
2 2011

CbC

TAT
MAT

Combinatorial PCR

2012

B.
canis
B. canis
2,318 115
5.0
63 1
1.6%
ALA
AlIG1-17
Bordetella holmesii
LAMP
CDC B.
holmesii
920 495
B. holmesii 0
1 0.3
93 10.1
90 18.2



2012-13 2011 2013

20 13,373 24

B. holmesii 7,499
20 9
Mycobacterium avium complex MAC 3 3
3 Cx. murrelli
3
3 1
MAC
MAC
61% 91%
INH
cbC katG
235
GA C1436A C317T G332A
ahpC  C-10T ndh  T203C
MMP-1
MMP-11
PGL-1 INH
13
DNA 9
DNA 2

NIHE



Leptospira
interrogans
MLVA
L. interrogans
(NIHE)
20%
IgM 9%
DNA
49%
19G
NIHE
Clostridium difficile
(con)
NIHE C.
difficile
C.
difficile
CDI
RT-PCR

C. difficile

difficile

RV
NLID
5 RV EBLV-1 Duvenhage

virus Mokolavirus Lagos bat virus

24
LAMP
25
SEAP
RFFIT
DNA
MLVA  SNP
(AL
80-SNP
A3
A3a A3b



(AL
71(EV71)
2011-2012
2011-2012
2011
2011~
2012 28
223
2011~2012
EV71 C4
A6  (CVAB)
CVA6
NIHE
2006 £E~2012
H1
H1

2013

NDM

10

NDM

baumanni i

sequence typing

2009

V. cholerae
MPN-PCR

3-8
20

cholerae

100

Acinetobacter

Multilocus

NDM

2013

5-7

V. cholerae



258

26

NICED

10%

MSM(

PCR

15

144

S. flexneri

(S.dysenteriae type 1)

S.sonnei

V. cholerae 01
El Tor variant
V. cholerae 01

DNA
CTX
MLVA
El
Tor variant  Vibrio cholerae 01
15
HIV
NICED
HLA HIV
HIV HLA

HLA-A HLA-B HLA-C



HLA-A*11:01

HLA HIV gag MA
D.
1990
EV71
2008
EV71
EV71
c4

C4

EV71 EV71

C4

EV71

EV71

2009
SFTS

SFTSV

H7N9

EV71

EV71

2013

CDC

CDC

H7N9



1) 2009
(SFTS : SFTSV)
(SFTS)

EV71

NDM-1



NIHE

CDC

,PulseNet

NICED

HIV










