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Summary Stool specimens were collected from 4 healthcare facilities in Hanoi, and
Clostridium difficile culture was started in National Institute of Hygiene and Epidemiology
(NIHE), Viet Nam. DNA samples extracted from 17 isolates in NIHE were sent to National
Institute of Infectious Diseases (NIID), where PCR detecting the toxin genes and PCR
ribotyping were performed.  Discrepancies were found between the results by NIHE and those
by NIID, leading to the review of the protocol of experimentsin NIHE. Of 5 toxin A-positive,
toxin B-positive, binary toxin-negative isolates tested, 3 came from 3 different hospitals and
were classified as the same type that is not frequently recovered in Japan. Further study is
warranted to clarify CDI epidemiology in Viet Nam, which has a high potential to be a new
source and hotbed of hypervirulent strains, such as BI/NAPL/027. Of atotal of 36 isolates
examined for toxigenicity, 13 were toxin A-positive, toxin B-positive, binary toxin-negative
and 10 were toxin A-negative, toxin B-positive, binary toxin-negative. As reported especially
in Asia, high isolation rate of toxin A-negative, toxin B-positive should be noted.

A novel method detecting vegetative cells of C. difficile from fecal specimens by amplifying
the repeating sequences of toxin A gene by reverse transcription PCR (RT-PCR) was
established and evaluated using 44 clinical specimens. The method could be used for clinical
examination and has potential to distinguish between C. difficile infection and asymptomatic
colonization with C. difficile.
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M: 100 bp ladder as a molecular marker
1: CDF32 National Geriatric Hospital
500 bp 2: CDF36 (data u.urc/ialflc). ‘

N 3: CDF104I Tropical Infectious Hospital
4: CDF350 Déng Da Hospital

5: AAD1091Bach Mai Hospital

6: AAD1102 Bach Mai Hospital

a: PCR ribotype 001

b: PCR ribotype 002

c: PCR ribotype 014

d: PCR ribotype smz

36
Toxin production of isolates
Hospital Total
A'B’ AB" AB
National Geriatric Hospital 2% 1 3 6
Tropical Infectious Hospital 1 5 11
DPbng Pa Hospital 1 1 1 3
Bach Mai Hospital 9 3 4 16
Total 13 10 13 36

A'B’, toxin A-positive, toxin B-positive; A'B", toxin A-negative, toxin B-positive; AB’, toxin
A-negative, toxin B-negative; *number of isolates recovered.

2.
44 RT-PCR PCR tcdA C. difficile
GDH (toxins A & B)
Number of stool Toxigenic EIA for
specimens RT-PCR PCR culture GDH Toxins A/B

12 + + + + +
2 + + + + -
1 + + + - -
- + + + .
3 - - - +% -
22 - - - - -

GDH, glutamate dehydrogenase; * non-toxigenic C. difficile was isolated from 3 specimens.



