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Loci Repeat Liver abscess Diarrheal Asymptomatic
pattern (LA) (D) (AS)
D-AH 6DA Co-eff: 0507* Co-eff: —0.385* X°
p = 0.0026" p = 0029"
14DA Co-eff: 0403* Co-eff: —0.684* Co-eff: 02817
p = 0.0096" p = 0.000004" p= 00026"
N-K2 18NK Co-eff: —0404° Co-eff: 0.532 X°
p =0.0116" p = 0.0008"
R-R IND11RR X° Co-eff: —0.619° Co-eff: 0286"

p = 0.0004" p = 00082
Chitinase (CHI) NIH:200  Co-eff —0429° Co-eff: 0.577°  X°
p = 0.0014" p = 0.00001°
HMI:IMSS  X© Co-eff: —0.456° X°
p=00173"
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