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Abstract:

We established universal primer set and long RT-PCR system to analyze norovirus
genotype according to a unified norovirus nomenclature and genotyping. New long
distance RT-PCR system with UniKY primer set could detect all of the norovirus
genotypes that were included previously reported norovirus positive stool panel. To
study norovirus evolution in human body, norovirus positive stool samples that were
serially sampled from same patient were analyzed with next generation sequencing
system (NGS). Norovirus evolution speed that showed 0.48 nt /day/genome was one fourth

slower than previously reported.
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