Molecular analysis and control of acute respiratory virus infections

ARI

CDC
ARI

5,000

ARI

VERO-E6

VERO-E6

PFU/mI

Miseq 23 read
66 read

PCR



PBS
15% 40%

90nm

4796 read

MR

500
PEG

E.
VERO-E6
RK
F
22

MR



VERO-E6

cellular organis

root 278511

vir

90nm

————Frankia 2
Actinomycetales 9 ———+Dermacoccus 1
—
T .pothial

® - WaddliaChondrophik

petosiphon 1

Chroscoceales 3p—*Chroococcus 2
|

et (v rong nform aton

+Cylindrospermum 1
Nostocaceae i "

e T h Database
Cyanobjcteria 1 Hostoc 3

= Calathrix 1

Oscillgtoriales 3 Lyngbya 1
=Oscillatoria 2

Bacteria 51506| ——-Pleurocapsa 1
106826 s 3
Rhizobiales 27— —=Bradyrhizobium 1
— ~Brucellal
Burkhalderiacess 4 s Burknelderis 5
B asreteobpetaria SOF [ eprous s
I @Falstonia 41
Proteobpcteria 64 1
ter 1
Enterobacteriaceae 9 —®Escherichia 8
bt M ycoplsn ahom ne
[——————————Acinetobacter 1
— 1 19715 read
Mallicutes 18741 R i
7 Myco | Mycoplasma 19715
T tam haton i VERO
7.Eukaryut355019 frrrrrrrrrore «:On
@ simianvirus 4081
———=Alpharetrovirus 3 R b
ses 4975 Orthoretrovirinae 96— @Eetaretrovirus 52 u e .ea
F——®@Gammaretrovirus 40
= Lentivirus 1

Rubella virus 4798
=other sequences 1

Hot assigned 21725
Ho hits 144977

VERO-E6

MR



Title

Molecular analysis and control of acute respiratory virus infections

Name
Shutoku Matsuyama

Department of Virology 3, National Institute of Infectious diseases (NIID), Japan

Abstract

An unknown pathogen provided from the Yamagata prefecture institute, which isolated from acute
respiratory disease and grow well in VERO-E6 culture cells. We first assessed to identify the pathogen
in it using the next generation sequencing (NGS) technique, however no clear evidence of pathogen was
seen in the results. Next we purified and concentrated the pathogen by using the precipitation with
Polyethylene Glycol and the density gradient centrifugation with sucrose. About 10 to the 8 power of
pathogen/ml was concentrated, and a lot of envelope virus like particle was detected in electron
microscopy, further the NGS revealed this pathogen was a vaccine strain of rubella virus. Our

experience suggests that the working and cost is required for the identification of pathogen.



