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1 NGS

Index Sample ID Passage Clinical sample RT-PCR results
Ind4 S-22-228 VeroE6 3rd Throat swab PlV4a
Ind5 S-162 VeroE6 3rd Nasal PIV4b
Ind6 ST-26-53 VeroE6 2nd Nasal P1V4b
Ind7 H24-Shu-42 VeroE6 3rd Throat swab PIV4b
2 Parainfluenza
H Sample
C
S-22.228 i M H22(.)12.1 H22612.1 WEBC:
15,800
CRP: 5.2
37.5
S-162 6 M H23.7.5 H23.7.7
hMPV(-)
RS(-)
39
ST-24-53 é M H24.9.18 H24.9.19
IgM(+ )
37.7
Hztgh”' 1 M H24.11.2 H24.11.7
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Parainfluenza 4a, b Bk D T/ LECLF
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isolate 3: Parainfluenza 4b
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Eukaryota
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